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gel01_0001.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 705353|70300-173,4315185 34 80,5999985 28 - 28 0,84848487

gel02_0001.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 705353|70300 -35,5062218 18 80,5999985 10 - 9 0,33333334

gel01_0002.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 705353|70300 -157,909683 41 80,5999985 26 - 26 0,78787881

gel01_0004.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 604596|60252 -55,0155296 11 119,300003 9 1 9 0,19565217
1 1.02 1939312|1930 -58,5539246 12 119,300003 9 1 9 0,19148937

gel10_0004.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 604596|60252 -13,834094 6 119,300003 5 - 5 0,10869565

gel12_0004.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 604596|60252 -86,6751404 16 119,300003 14 1 14 0,32608697
1 1.02 1939312|1930 -93,3848267 16 119,300003 14 1 14 0,31914893

gel01_0005.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 571433|56953 -55,5376625 26 32,7999992 7 1 7 0,66666669
1 1.02 2820376|2720 -39,1690865 19 43 7 2 7 0,40000001
1 1.03 2771258|2672 -44,8953934 35 17,7000008 6 2 6 0,75

gel07_0005.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 539260|53741 -49,1597977 28 42,4000015 15 9 8 0,75
1 1.02 2403166|2335 -54,5849457 24 37,4000015 11 5 6 0,78571427
1 1.03 62454|62076|G-33,5202751 19 22,7000008 9 6 5 1,125

gel09_0005.xml
1 1.01 539260|53741 -31,9641724 28 42,4000015 7 4 7 0,40000001
1 1.02 2403166|2335 -41,0211449 24 37,4000015 6 3 5 0,42857143
1 1.03 62454|62076|G-23,0548859 19 22,7000008 4 3 4 0,5

gel10_0005.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 539260|53741 -38,230629 28 42,4000015 11 6 8 0,55000001
1 1.02 2403166|2335 -45,8191147 24 37,4000015 8 3 6 0,5714286
1 1.03 62454|62076|G-28,1999474 19 22,7000008 5 3 5 0,625
1 1.04 741199|73870 -12,8093882 13 30,7000008 4 1 3 0,21052632

gel11_0005.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 539260|53741 -51,218071 30 42,4000015 16 9 10 0,80000001
1 1.02 2403166|2335 -52,1408119 24 37,4000015 12 6 6 0,85714287
1 1.03 2820376|2720 -27,9229145 15 43 7 2 5 0,34999999
1 1.04 2701612|2606 -16,3157463 13 37,9000015 6 1 4 0,31578946
1 1.05 741199|73870 -13,9101658 13 30,7000008 5 1 3 0,2631579
1 1.06 62454|62076|G-37,1258278 19 22,7000008 5 3 5 0,625

gel12_0005.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 539260|53741 -44,9903488 28 42,4000015 13 7 8 0,64999998
1 1.02 2403166|2335 -53,9507523 24 37,4000015 9 3 6 0,64285713
1 1.03 62454|62076|G-29,5427094 19 22,7000008 6 3 5 0,75

gel07_0007.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 425262|42393 -23,1397343 10 58,7999992 5 - 4 0,41666666

gel11_0007.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 425262|42393 -16,259203 7 58,7999992 3 - 3 0,25

gel12_0007.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 425262|42393 -20,1004868 7 58,7999992 4 - 3 0,33333334

gel01_0009.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2378111|2314 -61,9965897 17 96,1999969 12 - 12 0,29268292

Supplementary Table 3 Detail of LC-MS/MS protein identifications.Proteins identified with at least two peptides and a log(E-value) lower than -2.6, were 
validated. Proteins identified with a same set of peptides were assembled into a same sub-group. Finally, sub-groups of proteins identified with at least one 
common peptide were assembled into a same group (see the first 22 pages), and the specific peptides for each sub-group within a same group were 
highlighted (see 'peptides' sheets for details, next 40 pages). 
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gel02_0009.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2378111|2314 -41,6021271 16 96,1999969 11 - 11 0,29268292

gel03_0009.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2378111|2314 -9,51144981 4 96,1999969 3 - 3 0,07317073

gel08_0009.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2378111|2314 -174,047592 42 96,1999969 38 21 32 1
1 1.02 970551|96670 -72,6881332 21 96,8000031 18 1 15 0,46341464

gel09_0009.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2378111|2314 -171,655014 38 96,1999969 38 23 33 0,97560978
1 1.02 970551|96670 -65,4586105 17 96,8000031 16 1 14 0,41463414

gel08_0011.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 411917|41061 -98,277092 56 37,9000015 28 - 18 1,75

gel09_0011.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 411917|41061 -86,8648148 53 37,9000015 27 - 17 1,75

gel10_0011.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 411917|41061 -14,0263367 16 37,9000015 3 - 3 0,25

gel12_0011.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 411917|41061 -14,9770575 26 37,9000015 6 - 6 0,4375

gel01_0012.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 721223|71884 -76,2276001 70 21 19 10 18 1,72727275
1 1.02 711322|70896 -39,5219879 35 21 9 1 9 0,81818181
1 1.03 1774462|1766 -5,47366047 12 21,2999992 2 1 2 0,18181819

gel10_0012.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 721223|71884 -33,7840919 46 21 7 - 7 0,63636363

gel11_0012.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 721223|71884 -34,1806602 51 21 8 - 8 0,72727275

gel12_0012.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 721223|71884 -37,0214005 51 21 8 6 8 0,72727275
1 1.02 711322|70896 -14,6619415 20 21 3 1 3 0,27272728

gel07_0013.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2893815|2791 -72,5774918 32 68,1999969 18 - 18 0,71428573

gel11_0013.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2893815|2791 -67,2015381 30 68,1999969 16 - 16 0,64285713

gel08_0016.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 3142376|3037 -51,6522293 42 36,9000015 10 8 9 0,625
1 1.02 365267|36406 -17,2626095 31 18,2000008 4 2 3 2

2 2.01 319340|31821 -31,1513519 41 17,3999996 7 - 5 1,60000002

gel09_0016.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 3142376|3037 -24,8636093 22 36,9000015 6 4 5 0,375
1 1.02 365267|36406 -20,1298771 31 18,2000008 3 1 3 1,5

2 2.01 319340|31821 -18,5686359 27 17,3999996 4 - 3 1

gel02_0017.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 3004512|2900 -66,5724716 41 41,7000008 13 - 13 0,7368421

gel07_0017.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 3004512|2900 -38,1149483 26 41,7000008 7 - 7 0,36842105

gel08_0017.xml
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Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 3004512|2900 -145,397537 63 41,7000008 37 27 26 2,05263162
1 1.02 2762492|2664 -29,1655598 9 64,3000031 11 1 8 0,43333334
1 1.03 701126|69879 -15,9304867 5 55,0999985 4 2 4 0,18518518

gel09_0017.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 3004512|2900 -76,5598526 51 41,7000008 21 - 16 1,15789473

gel10_0017.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 3004512|2900 -19 15 41,7000008 5 - 5 0,2631579

gel01_0018.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 604596|60252 -56,8254128 11 119,300003 9 1 9 0,19565217
1 1.02 1939312|1930 -60,225975 12 119,300003 9 1 9 0,19148937

gel07_0018.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1939312|1930 -94,0403214 21 119,300003 18 4 15 0,38297874
1 1.02 604596|60252 -84,4310303 20 119,300003 15 1 14 0,32608697

gel08_0018.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 604596|60252 -8,68141556 3 119,300003 3 - 3 0,06521739

gel09_0018.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1939312|1930 -92,3789291 19 119,300003 18 4 14 0,38297874
1 1.02 604596|60252 -85,7213516 17 119,300003 16 2 14 0,34782609

gel10_0018.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1939312|1930 -69,2520065 19 119,300003 12 2 12 0,27659574
1 1.02 604596|60252 -61,5116348 17 119,300003 11 1 11 0,26086956

gel11_0018.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 604596|60252 -32,5085793 8 119,300003 7 - 7 0,15217391

gel12_0018.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 604596|60252 -142,662582 31 119,300003 32 4 23 0,78260869
1 1.02 1939312|1930 -144,644852 31 119,300003 32 2 22 0,76595747
1 1.03 2083086|2060 -52,6619873 14 97,5 13 1 9 0,39473686

gel08_0020.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2538583|2460 -123,409821 40 99,5999985 27 2 26 0,66666669
1 1.02 659552|65729 -120,803566 42 81,5 22 5 22 0,70588237
1 1.03 2361546|2299 -28,2119675 47 22,2999992 9 1 8 0,75
1 1.04 2769615|2671 -8,81247997 10 38,5999985 3 1 3 0,15000001

gel12_0020.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2769615|2671 -8,97415161 18 38,5999985 4 3 4 0,30000001
1 1.02 2538583|2460 -3,74958014 5 99,5999985 2 1 2 0,0952381

gel01_0021.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1861838|1853 -324,233124 52 111,300003 57 - 57 1,48717952

gel03_0021.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1861838|1853 -31,3428898 10 111,300003 9 - 9 0,23076923

gel10_0021.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1861838|1853 -7,08830976 2 111,300003 2 - 2 0,05128205

gel11_0021.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1861838|1853 -11,3951693 3 111,300003 3 - 3 0,07692308

gel12_0021.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1861838|1853 -154,8647 39 111,300003 28 - 28 0,76923078

gel02_0022.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2184023|2148 -213,346497 62 78,8000031 41 14 33 1,78260875
1 1.02 2051380|2030 -138,247284 41 77,5 29 2 22 1,15999997

gel03_0022.xml
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Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2184023|2148 -118,560837 37 78,8000031 26 6 19 1,173913
1 1.02 2051380|2030 -91,2528534 30 77,5 22 2 15 0,88

gel12_0022.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2051380|2030 -8,82564926 3 77,5 2 - 2 0,08 * 2
1 1.01 2184023|2148 -8,82564926 3 78,8000031 2 - 2 0,08695652 * 2

gel02_0023.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1129931|1124 -132,418106 38 93,0999985 28 - 25 0,72500002

gel03_0023.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1129931|1124 -91,0959015 28 93,0999985 17 - 17 0,44999999

gel08_0025.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2814324|2714 -132,67276 36 103,400002 27 - 24 0,72500002

gel09_0025.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2814324|2714 -56,9795761 21 103,400002 14 - 14 0,375

gel01_0029.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 604697|60262 -105,232841 33 73,6999969 21 9 21 1
1 1.02 765558|76295 -62,6805267 20 73,3000031 13 1 13 0,59090906

gel03_0029.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1065025|1060 -4,9665761 6 33,7999992 2 - 2 0,18181819 * 6
1 1.01 1098148|1093 -4,9665761 3 73 2 - 2 0,0952381 * 6
1 1.01 1206020|1200 -4,9665761 7 29,5 2 - 2 0,22222222 * 6
1 1.01 1210279|1205 -4,9665761 6 37,2000008 2 - 2 0,18181819 * 6
1 1.01 147780|14725 -4,9665761 11 19,7000008 2 - 2 0,33333334 * 6
1 1.01 604697|60262 -4,9665761 3 73,6999969 2 - 2 0,09090909 * 6

gel09_0029.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 604697|60262 -43,6361885 26 73,6999969 11 - 10 0,63636363

gel11_0029.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 604697|60262 -57,9860306 26 73,6999969 14 - 14 0,68181819

gel12_0029.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 604697|60262 -32,5672646 15 73,6999969 9 - 9 0,40909091

gel12_0030.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 901926|89854 -37,7490044 28 45,2999992 10 - 9 0,76923078

gel01_0031.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1627384|1619 -11,2429152 5 61,9000015 3 1 3 0,2
1 1.02 1242595|1237 -12,6639204 6 61,7999992 3 1 3 0,21428572 * 2
1 1.02 981482|97746 -12,6639204 6 61,7999992 3 1 3 0,21428572 * 2

2 2.01 505528|50386 -26,7632618 9 62,2000008 4 - 4 0,23529412

gel10_0031.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1627384|1619 -9,81530857 6 61,9000015 3 - 3 0,2 * 2
1 1.01 1700497|1692 -9,81530857 9 41,5999985 3 - 3 0,25 * 2

2 2.01 505528|50386 -7,01908779 4 62,2000008 2 - 2 0,11764706

gel01_0032.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1079116|1074 -24,5304127 13 39,2999992 4 - 4 0,2 * 5
1 1.01 1091810|1087 -24,5304127 16 32,4000015 4 - 4 0,21052632 * 5
1 1.01 1938381|1929 -24,5304127 14 36,9000015 4 - 4 0,22222222 * 5
1 1.01 2701612|2606 -24,5304127 14 37,9000015 4 - 4 0,21052632 * 5
1 1.01 741199|73870 -24,5304127 17 30,7000008 4 - 4 0,21052632 * 5

gel02_0032.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 975974|97202 -34,3925819 44 38,5 8 4 8 0,5625
1 1.01 999719|99558 -31,3429985 29 28,3999996 7 6 7 0,3888889
1 1.01 2374576|2311 -22,7512894 24 42,4000015 6 2 5 0,40000001 * 2
1 1.01 2646588|2559 -22,7512894 24 42,5 6 2 5 0,375 * 2
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gel08_0032.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 999719|99558 -25,8829136 25 28,3999996 7 3 6 0,3888889
1 1.02 2701612|2606 -26,3332405 22 37,9000015 7 3 6 0,36842105
1 1.03 741199|73870 -18,3575745 23 30,7000008 5 1 5 0,2631579

gel09_0032.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1079116|1074 -4,98296642 12 39,2999992 2 - 2 0,15000001 * 6
1 1.01 1090492|1085 -4,98296642 13 24 2 - 2 0,14285715 * 6
1 1.01 1091810|1087 -4,98296642 10 32,4000015 2 - 2 0,10526316 * 6
1 1.01 2701612|2606 -4,98296642 12 37,9000015 2 - 2 0,15789473 * 6
1 1.01 741199|73870 -4,98296642 11 30,7000008 2 - 2 0,10526316 * 6
1 1.01 999719|99558 -4,98296642 11 28,3999996 2 - 2 0,11111111 * 6

gel11_0032.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2701612|2606 -48,970562 45 37,9000015 11 7 10 0,63157892
1 1.02 1650635|1642 -36,4008598 43 23 7 3 7 0,53846157

gel12_0032.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2701612|2606 -107,075897 51 37,9000015 23 17 16 1,21052635
1 1.02 539260|53741 -63,6128922 28 42,4000015 10 2 8 0,5
1 1.03 1650635|1642 -62,8323441 39 23 9 2 7 0,69230771

gel07_0034.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 425262|42393 -16,0843678 7 58,7999992 4 - 3 0,33333334

gel08_0035.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2026742|2006 -4,68193674 4 52,4000015 2 - 2 0,1

gel09_0035.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2026742|2006 -6,22766399 6 52,4000015 3 - 3 0,15000001

gel01_0036.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1331303|1325 -102,779907 26 108,400002 23 9 22 0,53488374
1 1.02 2790310|2691 -63,2163315 14 116,199997 15 1 14 0,32608697

gel02_0036.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1331303|1325 -37,2436256 13 108,400002 10 - 10 0,27906978

gel03_0036.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1331303|1325 -10,70539 6 108,400002 5 - 5 0,13953489

gel07_0036.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1331303|1325 -218,240479 54 108,400002 54 26 42 1,32558143
1 1.02 2790310|2691 -108,75174 23 116,199997 28 3 22 0,63043481
1 1.03 2092722|2069 -71,2935715 61 25,5 17 3 11 1,30769229
1 1.04 2826863|2726 -29,7245655 9 95,6999969 9 1 7 0,31578946

gel11_0036.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1331303|1325 -60,0689659 20 108,400002 16 4 16 0,39534885
1 1.02 2790310|2691 -51,1358147 14 116,199997 13 1 13 0,28260869

gel07_0037.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 436580|43521 -33,2929955 15 59,5 7 - 7 0,36842105

gel10_0037.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 436580|43521 -17,4432621 7 59,5 3 - 3 0,15789473

gel12_0037.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 436580|43521 -58,6096001 22 59,5 10 - 9 0,52631581

gel08_0040.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2814324|2714 -143,225067 37 103,400002 31 - 27 0,77499998

gel09_0040.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2814324|2714 -24,9129944 7 103,400002 6 - 6 0,15000001

gel02_0044.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
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1 1.01 2877289|2774 -65,020752 21 87,8000031 14 - 13 0,53571427

gel03_0044.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2877289|2774 -25,7110386 7 87,8000031 5 - 5 0,17857143

gel01_0045.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1624002|1616 -164,986145 37 65,5 30 1 29 1,5
1 1.02 1187156|1182 -159,985382 38 56,4000015 28 1 27 1,64705884
1 1.03 1616897|1609 -136,887222 36 45,0999985 22 5 21 1,69230771
1 1.04 1971480|1959 -126,837936 64 24,7999992 20 3 20 2
1 1.05 2238055|2193 -81,5353012 51 22,2999992 14 5 14 1,75
1 1.06 1257729|1252 -67,7736511 18 68 14 1 13 0,66666669
1 1.07 73437|73035|G-9,56288433 29 8,69999981 3 1 3 1,5
1 1.08 868555|86537 -14,7143307 5 56,7000008 3 1 3 0,14285715

gel03_0045.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1971480|1959 -22,656044 28 24,7999992 5 4 5 0,5
1 1.02 1616897|1609 -32,8408775 18 45,0999985 5 4 5 0,38461539

2 2.01 889069|88577 -12,9332199 27 14,1000004 3 - 3 0,75

gel09_0045.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1624002|1616 -49,2621613 27 65,5 13 3 11 0,69999999
1 1.02 1971480|1959 -45,0354233 67 24,7999992 10 7 8 1,20000005
1 1.03 1258274|1252 -23,2823944 41 18,8999996 7 3 5 1,39999998
1 1.04 2238055|2193 -24,4251442 33 22,2999992 6 2 5 0,75

gel10_0045.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1624002|1616 -61,5133476 29 65,5 16 4 13 0,80000001
1 1.02 1971480|1959 -63,1645126 69 24,7999992 14 9 11 1,39999998
1 1.03 1258274|1252 -30,6243801 59 18,8999996 9 5 7 1,79999995
1 1.04 2238055|2193 -31,0960197 38 22,2999992 8 4 7 1,125

gel11_0045.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1624002|1616 -50,836956 22 65,5 11 3 11 0,60000002
1 1.02 829997|82708 -29,8022633 43 29,7000008 8 3 8 0,80000001
1 1.03 1616897|1609 -38,8062096 31 45,0999985 8 1 8 0,61538464
1 1.04 2238055|2193 -29,1931667 30 22,2999992 6 3 6 0,875

gel12_0045.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1478692|1471 -18,9381256 11 63 7 1 7 0,33333334
1 1.02 1971480|1959 -24,9112129 26 24,7999992 6 3 6 0,60000002
1 1.03 2238055|2193 -24,7326145 26 22,2999992 5 2 5 0,625
1 1.04 1258274|1252 -13,2139587 27 18,8999996 4 2 4 0,80000001
1 1.05 1163651|1158 -3,822752 5 65,4000015 2 1 2 0,08333334

gel08_0046.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 425262|42393 -11,2958498 4 58,7999992 2 - 2 0,16666667

gel12_0046.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 425262|42393 -23,9717445 10 58,7999992 5 - 4 0,41666666

gel08_0047.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 439595|43822 -101,511925 35 86,4000015 23 - 20 0,69696969

gel09_0047.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 439595|43822 -90,1749802 30 86,4000015 19 - 17 0,63636363

gel08_0048.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 289620|28855 -69,5821381 47 42,4000015 13 - 10 1,39999998

gel12_0051.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2899987|2797 -29,7686501 12 88,4000015 8 - 8 0,30769232

gel01_0054.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 717396|71502 -64,8563538 32 28,5 12 4 12 1,09090912
1 1.02 755879|75329 -52,1535797 25 35,5999985 11 8 11 0,84615386
1 1.03 1962292|1951 -31,0796986 56 9 7 1 7 1,75
1 1.04 1811368|1802 -24,0298824 18 22,7000008 5 3 5 0,5
1 1.05 2603162|2519 -26,2752151 17 21,7999992 5 2 5 0,71428573 * 2
1 1.05 468326|46679 -26,2752151 26 14,3000002 5 2 5 0,71428573 * 2
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1 1.06 2294375|2238 -16,6228046 15 27,1000004 4 2 4 0,44444445
1 1.07 1248656|1243 -9,37034607 25 15,8000002 3 1 3 0,42857143
1 1.08 1174360|1169 -8,45345783 12 22,3999996 2 1 2 0,2

2 2.01 2608586|2524 -54,3387527 68 14,5 9 - 9 1,28571427

gel02_0054.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 755879|75329 -30,7495575 22 35,5999985 8 6 7 0,69230771
1 1.02 717396|71502 -26,2367401 27 28,5 6 2 5 0,54545456
1 1.03 1561636|1554 -21,584734 14 59,2000008 5 1 5 0,2
1 1.04 2195651|2158 -23,7673073 31 22,2000008 5 1 5 0,71428573
1 1.05 2294375|2238 -9,55533028 10 27,1000004 2 1 2 0,22222222

2 2.01 2608586|2524 -20,4164391 25 14,5 4 - 3 0,5714286

gel03_0054.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 755879|75329 -19,4301014 19 35,5999985 5 - 5 0,38461539

2 2.01 534564|53272 -14,0470858 39 9,60000038 3 - 3 1 * 2
2 2.01 717396|71502 -14,0470858 13 28,5 3 - 3 0,27272728 * 2

gel07_0054.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 82415|81998|G-65,0835037 30 40,0999985 19 3 13 1,1875
1 1.02 755879|75329 -60,7176552 32 35,5999985 14 7 11 1,15384614
1 1.03 717396|71502 -45,8370399 38 28,5 13 3 8 1,27272725
1 1.04 2195651|2158 -32,6901321 31 22,2000008 10 1 6 1,42857146
1 1.05 2294375|2238 -15,5466814 11 27,1000004 4 3 3 0,44444445
1 1.06 1248656|1243 -7,82390881 17 15,8000002 3 2 2 0,42857143
1 1.07 1811368|1802 -10,8302078 11 22,7000008 3 1 3 0,30000001

2 2.01 2608586|2524 -45,7470016 69 14,5 11 - 6 1,71428573

gel08_0054.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 755879|75329 -25,5356808 22 35,5999985 7 - 6 0,53846157

2 2.01 717396|71502 -20,4657898 18 28,5 5 2 4 0,45454547
2 2.02 1009729|1005 -18,1811504 32 14 4 1 4 0,66666669 * 2
2 2.02 2195651|2158 -18,1811504 20 22,2000008 4 1 4 0,5714286 * 2
2 2.03 2603162|2519 -13,9313688 17 21,7999992 3 1 3 0,42857143 * 2
2 2.03 468326|46679 -13,9313688 26 14,3000002 3 1 3 0,42857143 * 2

3 3.01 2608586|2524 -19,7594509 25 14,5 2 - 2 0,42857143

gel09_0054.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 534564|53272 -19,4677296 39 9,60000038 4 - 4 1,33333337 * 2
1 1.01 717396|71502 -19,4677296 13 28,5 4 - 4 0,36363637 * 2

2 2.01 755879|75329 -13,2104187 9 35,5999985 3 - 3 0,23076923

gel11_0054.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 534564|53272 -16,57057 39 9,60000038 4 - 3 1,33333337 * 2
1 1.01 717396|71502 -16,57057 13 28,5 4 - 3 0,36363637 * 2

2 2.01 2608586|2524 -18,8320923 25 14,5 3 - 2 0,42857143

3 3.01 755879|75329 -10,5263672 8 35,5999985 2 - 2 0,15384616

gel12_0054.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 755879|75329 -23,4398022 14 35,5999985 6 - 5 0,46153846

2 2.01 534564|53272 -16,2270927 39 9,60000038 4 - 3 1,33333337 * 2
2 2.01 717396|71502 -16,2270927 22 28,5 4 - 3 0,45454547 * 2

3 3.01 2608586|2524 -25,0354576 45 14,5 3 - 3 0,42857143

gel01_0056.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1624002|1616 -73,7848892 28 65,5 15 3 15 0,80000001
1 1.02 1616897|1609 -49,6607323 25 45,0999985 9 1 9 0,69230771
1 1.03 1971480|1959 -46,874176 47 24,7999992 8 2 8 0,89999998
1 1.04 889069|88577 -24,7213459 45 14,1000004 7 3 7 1,75
1 1.05 1962633|1952 -6,42712831 3 65,0999985 2 1 2 0,0952381
1 1.06 2760750|2662 -5,34582376 3 66 2 1 2 0,07142857 * 2
1 1.06 30247|30035|G-5,34582376 3 66,4000015 2 1 2 0,08 * 2

gel03_0056.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1187156|1182 -47,575016 22 56,4000015 9 4 9 0,58823532

Page 7



proteins

1 1.02 829997|82708 -14,1280813 19 29,7000008 5 2 5 0,5
1 1.03 1616897|1609 -25,5051765 15 45,0999985 5 2 5 0,38461539
1 1.04 2238055|2193 -14,1989393 19 22,2999992 3 2 3 0,5

gel09_0056.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1187156|1182 -3,89962959 3 56,4000015 2 - 2 0,11764706 * 4
1 1.01 1478692|1471 -3,89962959 3 63 2 - 2 0,0952381 * 4
1 1.01 1624002|1616 -3,89962959 3 65,5 2 - 2 0,1 * 4
1 1.01 2227130|2182 -3,89962959 3 55,7999992 2 - 2 0,125 * 4

gel10_0056.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1478692|1471 -24,2548447 12 63 6 2 6 0,2857143
1 1.02 2238055|2193 -16,9797688 26 22,2999992 4 3 4 0,5
1 1.03 2635090|2549 -16,884388 15 33,7999992 4 1 4 0,40000001
1 1.04 1616897|1609 -20,6291161 12 45,0999985 4 1 4 0,30769232

gel11_0056.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2635090|2549 -16,5400467 25 33,7999992 6 2 6 0,60000002
1 1.02 1616897|1609 -18,2397728 17 45,0999985 5 1 5 0,38461539

2 2.01 889069|88577 -19,0934486 37 14,1000004 4 1 4 1
2 2.02 2238055|2193 -22,6597939 26 22,2999992 4 1 4 0,5

gel12_0056.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1971480|1959 -21,6454811 26 24,7999992 5 3 5 0,5
1 1.02 1616897|1609 -20,0111694 12 45,0999985 4 2 4 0,30769232

2 2.01 889069|88577 -14,0493097 27 14,1000004 3 - 3 0,75

gel01_0057.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1726522|1718 -53,1243668 55 22,7999992 9 5 9 1
1 1.02 1561636|1554 -44,4147491 19 59,2000008 9 2 9 0,36000001
1 1.03 996955|99282 -36,7269745 16 54,5 7 1 7 0,40000001
1 1.04 2067862|2046 -31,3011589 25 23,3999996 5 1 5 0,5
1 1.05 1183512|1178 -32,0850029 17 47,4000015 5 1 5 0,2857143
1 1.06 1943013|1933 -29,9853687 52 12,5 5 4 5 1
1 1.07 1816370|1807 -18,5868893 18 26,6000004 4 1 4 0,36363637 * 2
1 1.07 2351437|2289 -18,5868893 24 20,2999992 4 1 4 0,5 * 2
1 1.08 2772120|2673 -17,604763 15 34,9000015 4 1 4 0,21052632
1 1.09 2255430|2207 -15,69804 30 17,6000004 4 1 4 0,66666669
1 1.10 2031018|2010 -25,8112411 23 20,6000004 4 1 4 0,45454547 * 2
1 1.10 30998|30779|G-25,8112411 24 19,7000008 4 1 4 0,41666666 * 2
1 1.11 528571|52674 -12,2564354 8 59,5 3 1 3 0,17391305

gel07_0057.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1943013|1933 -38,210762 58 12,5 13 11 7 2,5999999
1 1.02 1756837|1748 -25,0856991 20 27,7000008 6 3 5 0,54545456
1 1.03 82415|81998|G-32,6357079 22 40,0999985 6 1 6 0,375
1 1.04 1186440|1181 -27,9395695 13 59,7000008 6 1 6 0,22222222
1 1.05 2687308|2594 -26,4013195 21 23 4 2 4 0,5 * 2
1 1.05 2687846|2594 -26,4013195 18 26,1000004 4 2 4 0,33333334 * 2

2 2.01 1726522|1718 -32,0933685 34 22,7999992 8 - 6 0,8888889

gel11_0057.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2031018|2010 -28,4580784 22 20,6000004 6 2 5 0,54545456 * 2
1 1.01 30998|30779|G-28,4580784 23 19,7000008 6 2 5 0,5 * 2
1 1.02 2758926|2661 -20,4437027 12 36,2000008 4 1 4 0,25
1 1.03 2067862|2046 -19,4202633 13 23,3999996 3 1 3 0,30000001 * 3
1 1.03 2687308|2594 -19,4202633 14 23 3 1 3 0,375 * 3
1 1.03 2687846|2594 -19,4202633 12 26,1000004 3 1 3 0,25 * 3
1 1.04 1454556|1447 -14,0476923 5 59 2 1 2 0,07407407 * 2
1 1.04 1561636|1554 -14,0476923 5 59,2000008 2 1 2 0,08 * 2

2 2.01 1943013|1933 -15,2186041 30 12,5 4 - 3 0,80000001

gel12_0057.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2031018|2010 -25,2628059 22 20,6000004 6 2 5 0,54545456 * 2
1 1.01 30998|30779|G-25,2628059 23 19,7000008 6 2 5 0,5 * 2
1 1.02 2758926|2661 -16,6395588 12 36,2000008 4 1 4 0,25
1 1.03 2772120|2673 -10,2365723 11 34,9000015 3 2 3 0,15789473
1 1.04 2351437|2289 -11,4894552 26 20,2999992 3 2 3 0,375

2 2.01 1943013|1933 -16,4551163 30 12,5 6 - 4 1,20000005

3 3.01 1726522|1718 -20,0971813 23 22,7999992 3 - 3 0,33333334
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gel01_0063.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2596432|2513 -93,2965317 56 37,0999985 21 18 20 1,3125
1 1.02 1290863|1284 -13,427207 12 36,5 4 1 4 0,26666668

gel03_0063.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1854904|1846 -21,1986122 19 31,2999992 4 - 4 0,26666668

gel09_0063.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2596432|2513 -22,7864132 27 37,0999985 7 - 7 0,5

gel11_0063.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2596432|2513 -50,5762215 38 37,0999985 13 - 12 0,875

gel12_0063.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2596432|2513 -12,3773098 15 37,0999985 5 - 5 0,3125

gel01_0072.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1879960|1871 -71,6040497 21 92,8000031 14 9 14 0,41176471
1 1.02 1764205|1755 -51,927475 24 52,0999985 10 5 10 0,55555558
1 1.03 1129931|1124 -16,7656384 6 93,0999985 4 1 4 0,1

gel01_0076.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1861838|1853 -206,10675 43 111,300003 38 - 38 1,02564108

gel03_0076.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1861838|1853 -8,58939171 4 111,300003 3 - 3 0,07692308

gel01_0079.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P15085|CB -29,2834892 21 47 7 - 7 0,40000001

gel03_0079.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P15085|CB -22,2527466 13 47 6 - 6 0,30000001

gel10_0079.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P15085|CB -27,6039009 16 47 6 - 6 0,30000001

gel11_0079.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P15085|CB -22,7364292 20 47 6 - 6 0,40000001

gel12_0079.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P15085|CB -5,20481539 9 47 2 - 2 0,15000001

gel08_0080.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 609684|60757 -72,3683624 39 38,4000015 15 5 11 1,15384614
1 1.02 1602178|1594 -34,4416771 17 37,4000015 8 2 6 0,44444445
1 1.03 738387|73591 -28,6967659 22 39,2999992 7 1 6 0,3888889
1 1.04 1628806|1621 -10,7052689 13 26,1000004 3 2 3 0,23076923
1 1.05 2149747|2117 -9,01412487 11 31,7000008 2 1 2 0,16666667 * 2
1 1.05 753042|75046 -9,01412487 6 56,7999992 2 1 2 0,07142857 * 2

gel09_0080.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 609684|60757 -36,2188721 19 38,4000015 5 3 5 0,38461539
1 1.02 1628806|1621 -10,7937784 13 26,1000004 3 2 3 0,23076923
1 1.03 738387|73591 -11,7894135 8 39,2999992 3 1 3 0,16666667
1 1.04 2323088|2264 -3,53760219 5 44,5999985 2 1 2 0,17647059
1 1.05 2149747|2117 -8,13966179 11 31,7000008 2 1 2 0,16666667 * 2
1 1.05 753042|75046 -8,13966179 6 56,7999992 2 1 2 0,07142857 * 2

gel01_0082.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 679880|67758 -175,364456 38 119,300003 35 - 35 0,97368419

gel03_0082.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 679880|67758 -5,21324873 1 119,300003 2 - 2 0,05263158

gel10_0082.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 679880|67758 -3,05354762 3 119,300003 2 - 2 0,10526316
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gel02_0083.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1852072|1843 -14,8872147 11 71,0999985 5 - 5 0,23999999 * 2
1 1.01 319133|31801 -14,8872147 11 71 5 - 5 0,21428572 * 2

2 2.01 604697|60262 -7,77884674 9 73,6999969 3 2 3 0,22727273
2 2.02 765558|76295 -4,81815624 6 73,3000031 2 1 2 0,13636364

gel07_0083.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 604697|60262 -34,7686462 23 73,6999969 10 6 10 0,59090906
1 1.02 765558|76295 -13,1829901 13 73,3000031 5 1 5 0,27272728

gel12_0083.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 604697|60262 -28,4231796 17 73,6999969 9 - 9 0,40909091

gel01_0085.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 679880|67758 -143,172073 28 119,300003 26 - 26 0,68421054

gel03_0085.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 679880|67758 -16,6575775 4 119,300003 3 - 3 0,07894737

gel02_0086.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2879359|2776 -67,8934021 52 43,4000015 17 - 13 0,85000002

gel12_0086.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2879359|2776 -67,467308 48 43,4000015 14 13 12 0,80000001
1 1.02 1730764|1722 -6,39275932 23 19,7000008 2 1 2 0,375

gel09_0087.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2011807|1993 -37,5507545 20 54,7999992 8 - 8 0,42105263

gel08_0089.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1764731|1756 -42,7975006 21 45,7999992 7 4 6 0,5
1 1.02 2013462|1995 -38,7269211 24 35,0999985 6 3 5 0,63636363

2 2.01 2013463|1995 -11,6497517 67 7,5 2 - 2 1

gel07_0091.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2281559|2227 -38,1277771 11 113,300003 7 - 7 0,17777778

gel10_0091.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1848753|1840 -8,02730656 4 87,9000015 3 - 3 0,07692308 * 5
1 1.01 1884575|1875 -8,02730656 3 117,300003 3 - 3 0,05660377 * 5
1 1.01 2731733|2634 -8,02730656 3 117,199997 3 - 3 0,05555556 * 5
1 1.01 537443|53559 -8,02730656 3 117,099998 3 - 3 0,06122449 * 5
1 1.01 711536|70918 -8,02730656 3 117 3 - 3 0,05555556 * 5

gel01_0098.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2876606|2774 -96,2515335 29 79 18 8 18 0,65517241
1 1.02 990431|98633 -63,9317589 41 38,5999985 13 3 13 0,82352942

gel08_0098.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1310482|1304 -131,398056 56 79,1999969 36 18 27 1,33333337
1 1.02 2876606|2774 -83,961586 34 79 19 1 15 0,65517241

gel09_0098.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1310482|1304 -72,3056412 27 79,1999969 15 7 15 0,5925926
1 1.02 2876606|2774 -45,9095345 16 79 9 1 9 0,31034482

gel07_0099.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1622487|1614 -203,773605 38 115,900002 38 - 29 0,84782606

gel11_0099.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1622487|1614 -138,423294 34 115,900002 27 - 24 0,60869563

gel12_0100.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2408989|2340 -62,2827263 20 88,8000031 12 6 12 0,56
1 1.02 2538583|2460 -28,8813858 11 99,5999985 6 2 6 0,23809524
1 1.03 2142093|2111 -28,0666847 8 82,5 5 1 5 0,17857143
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gel02_0101.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1624002|1616 -45,9916153 27 65,5 12 2 11 0,60000002
1 1.02 2227130|2182 -41,7351837 27 55,7999992 10 1 9 0,625
1 1.03 1616897|1609 -32,3607903 30 45,0999985 7 1 7 0,53846157
1 1.04 829997|82708 -34,2878838 38 29,7000008 6 1 6 0,60000002
1 1.05 2238055|2193 -18,6798954 27 22,2999992 5 1 4 0,625

gel03_0101.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1624002|1616 -50,5134659 25 65,5 11 5 9 0,64999998
1 1.02 829997|82708 -45,355072 38 29,7000008 8 4 6 0,80000001
1 1.03 1190567|1185 -21,2104206 22 29,2999992 4 1 3 0,54545456
1 1.04 2238055|2193 -13,1378689 20 22,2999992 3 1 3 0,5 * 2
1 1.04 2634929|2549 -13,1378689 26 21,2999992 3 1 3 0,83333331 * 2

gel01_0103.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P55259|GP -44,2513771 18 59,2999992 7 - 7 0,33333334 * 5
1 1.01 tr|A6NJA8|A6N-44,2513771 18 59 7 - 7 0,33333334 * 5
1 1.01 tr|B2R5R0|B2 -44,2513771 18 58,5 7 - 7 0,34999999 * 5
1 1.01 tr|Q68D34|Q6 -44,2513771 18 58,5 7 - 7 0,34999999 * 5
1 1.01 tr|Q8N1A3|Q8 -44,2513771 25 42,4000015 7 - 7 0,5 * 5

gel03_0103.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P55259|GP -16,8262787 9 59,2999992 4 - 4 0,19047619 * 5
1 1.01 tr|A6NJA8|A6N-16,8262787 9 59 4 - 4 0,19047619 * 5
1 1.01 tr|B2R5R0|B2 -16,8262787 9 58,5 4 - 4 0,2 * 5
1 1.01 tr|Q68D34|Q6 -16,8262787 9 58,5 4 - 4 0,2 * 5
1 1.01 tr|Q8N1A3|Q8 -16,8262787 13 42,4000015 4 - 4 0,2857143 * 5

gel09_0103.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P55259|GP -36,676693 13 59,2999992 6 - 6 0,2857143 * 5
1 1.01 tr|A6NJA8|A6N -36,676693 14 59 6 - 6 0,2857143 * 5
1 1.01 tr|B2R5R0|B2 -36,676693 14 58,5 6 - 6 0,30000001 * 5
1 1.01 tr|Q68D34|Q6 -36,676693 14 58,5 6 - 6 0,30000001 * 5
1 1.01 tr|Q8N1A3|Q8 -36,676693 19 42,4000015 6 - 6 0,42857143 * 5

gel10_0103.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P55259|GP -15,660738 10 59,2999992 4 - 4 0,19047619 * 5
1 1.01 tr|A6NJA8|A6N -15,660738 10 59 4 - 4 0,19047619 * 5
1 1.01 tr|B2R5R0|B2 -15,660738 10 58,5 4 - 4 0,2 * 5
1 1.01 tr|Q68D34|Q6 -15,660738 10 58,5 4 - 4 0,2 * 5
1 1.01 tr|Q8N1A3|Q8 -15,660738 14 42,4000015 4 - 4 0,2857143 * 5

gel11_0103.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P55259|GP -49,090538 20 59,2999992 9 - 8 0,42857143 * 5
1 1.01 tr|A6NJA8|A6N -49,090538 20 59 9 - 8 0,42857143 * 5
1 1.01 tr|B2R5R0|B2 -49,090538 20 58,5 9 - 8 0,44999999 * 5
1 1.01 tr|Q68D34|Q6 -49,090538 20 58,5 9 - 8 0,44999999 * 5
1 1.01 tr|Q8N1A3|Q8 -49,090538 28 42,4000015 9 - 8 0,64285713 * 5

gel12_0103.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P55259|GP -43,2146683 16 59,2999992 8 - 7 0,38095239 * 5
1 1.01 tr|A6NJA8|A6N-43,2146683 16 59 8 - 7 0,38095239 * 5
1 1.01 tr|B2R5R0|B2 -43,2146683 16 58,5 8 - 7 0,40000001 * 5
1 1.01 tr|Q68D34|Q6 -43,2146683 16 58,5 8 - 7 0,40000001 * 5
1 1.01 tr|Q8N1A3|Q8 -43,2146683 22 42,4000015 8 - 7 0,5714286 * 5

gel08_0104.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 847592|84455 -65,0355682 40 37,2000008 9 8 9 0,76923078
1 1.02 1811534|1803 -27,7545967 17 46 6 3 4 0,27272728
1 1.03 830695|82778 -13,5340223 11 41,5 4 1 3 0,2631579

gel10_0104.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 847592|84455 -24,9020824 18 37,2000008 4 3 4 0,30769232
1 1.02 1811534|1803 -16,365572 9 46 3 1 3 0,13636364 * 2
1 1.02 1813141|1804 -16,365572 11 40,5999985 3 1 3 0,23076923 * 2
1 1.03 830695|82778 -14,2976732 9 41,5 3 1 3 0,15789473

gel12_0104.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 847592|84455 -66,5970306 46 37,2000008 11 7 10 0,84615386
1 1.02 1811534|1803 -33,613205 22 46 8 5 5 0,36363637
1 1.03 1099833|1095 -14,6163282 10 44,7999992 5 1 4 0,29411766 * 3
1 1.03 1191050|1185 -14,6163282 11 38,4000015 5 1 4 0,29411766 * 3
1 1.03 975885|97193 -14,6163282 9 47,5999985 5 1 4 0,35714287 * 3
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1 1.04 229688|22879 -13,5194178 13 36,7999992 3 1 3 0,23076923

gel01_0105.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 713314|71095 -95,8880081 37 53 17 - 17 1

gel09_0105.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 377760|37653 -16,6337509 9 53,2000008 4 - 4 0,19047619 * 2
1 1.01 713314|71095 -16,6337509 9 53 4 - 4 0,21052632 * 2

gel10_0105.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 377760|37653 -28,4516449 19 53,2000008 7 - 7 0,33333334 * 2
1 1.01 713314|71095 -28,4516449 19 53 7 - 7 0,36842105 * 2

gel11_0105.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 713314|71095 -18,5171261 9 53 4 - 4 0,21052632

gel12_0105.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 713314|71095 -39,5600471 22 53 9 - 9 0,47368422

gel01_0108.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 707721|70537 -127,987267 46 66,0999985 26 20 25 1,03846157
1 1.02 2363513|2300 -39,159462 15 66,5 9 3 8 0,33333334

gel02_0108.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 707721|70537 -4,67923069 3 66,0999985 2 - 2 0,07692308 * 2
1 1.01 764246|76164 -4,67923069 3 66,8000031 2 - 2 0,07142857 * 2

gel03_0108.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 707721|70537 -5,3829999 3 66,0999985 2 - 2 0,07692308

gel07_0108.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2363513|2300 -89,2494888 41 66,5 28 22 21 1,03703701
1 1.02 707721|70537 -72,0542068 32 66,0999985 19 13 16 0,76923078

gel12_0108.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 707721|70537 -5,52432871 3 66,0999985 2 - 2 0,07692308

gel01_0112.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P55259|GP -51,6427002 20 59,2999992 12 - 11 0,61904764 * 5
1 1.01 tr|A6NJA8|A6N-51,6427002 20 59 12 - 11 0,61904764 * 5
1 1.01 tr|B2R5R0|B2 -51,6427002 20 58,5 12 - 11 0,64999998 * 5
1 1.01 tr|Q68D34|Q6 -51,6427002 20 58,5 12 - 11 0,64999998 * 5
1 1.01 tr|Q8N1A3|Q8 -51,6427002 28 42,4000015 12 - 11 0,9285714 * 5

gel03_0112.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P55259|GP -16,2505741 9 59,2999992 4 - 4 0,19047619 * 5
1 1.01 tr|A6NJA8|A6N-16,2505741 9 59 4 - 4 0,19047619 * 5
1 1.01 tr|B2R5R0|B2 -16,2505741 9 58,5 4 - 4 0,2 * 5
1 1.01 tr|Q68D34|Q6 -16,2505741 9 58,5 4 - 4 0,2 * 5
1 1.01 tr|Q8N1A3|Q8 -16,2505741 13 42,4000015 4 - 4 0,2857143 * 5

gel09_0112.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P55259|GP -61,6777344 21 59,2999992 10 - 9 0,47619048 * 5
1 1.01 tr|A6NJA8|A6N-61,6777344 22 59 10 - 9 0,47619048 * 5
1 1.01 tr|B2R5R0|B2 -61,6777344 22 58,5 10 - 9 0,5 * 5
1 1.01 tr|Q68D34|Q6 -61,6777344 22 58,5 10 - 9 0,5 * 5
1 1.01 tr|Q8N1A3|Q8 -61,6777344 30 42,4000015 10 - 9 0,71428573 * 5

gel10_0112.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P55259|GP -37,6368217 13 59,2999992 6 - 6 0,2857143 * 5
1 1.01 tr|A6NJA8|A6N-37,6368217 14 59 6 - 6 0,2857143 * 5
1 1.01 tr|B2R5R0|B2 -37,6368217 14 58,5 6 - 6 0,30000001 * 5
1 1.01 tr|Q68D34|Q6 -37,6368217 14 58,5 6 - 6 0,30000001 * 5
1 1.01 tr|Q8N1A3|Q8 -37,6368217 19 42,4000015 6 - 6 0,42857143 * 5

gel11_0112.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P55259|GP -51,4477768 20 59,2999992 10 - 9 0,47619048 * 5
1 1.01 tr|A6NJA8|A6N-51,4477768 20 59 10 - 9 0,47619048 * 5
1 1.01 tr|B2R5R0|B2 -51,4477768 20 58,5 10 - 9 0,5 * 5
1 1.01 tr|Q68D34|Q6 -51,4477768 20 58,5 10 - 9 0,5 * 5
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1 1.01 tr|Q8N1A3|Q8 -51,4477768 28 42,4000015 10 - 9 0,71428573 * 5

gel12_0112.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P55259|GP -79,3247757 22 59,2999992 12 - 11 0,5714286 * 5
1 1.01 tr|A6NJA8|A6N-79,3247757 22 59 12 - 11 0,5714286 * 5
1 1.01 tr|B2R5R0|B2 -79,3247757 22 58,5 12 - 11 0,60000002 * 5
1 1.01 tr|Q68D34|Q6 -79,3247757 22 58,5 12 - 11 0,60000002 * 5
1 1.01 tr|Q8N1A3|Q8 -79,3247757 31 42,4000015 12 - 11 0,85714287 * 5

gel01_0115.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1624569|1616 -68,5925598 59 22,2999992 12 2 12 1,09090912
1 1.02 2384726|2321 -41,622406 34 32,7000008 9 1 9 0,5625
1 1.03 2046598|2025 -33,6595688 19 36,9000015 6 1 6 0,375
1 1.04 2052951|2031 -25,7276134 15 33,5999985 5 1 5 0,3125
1 1.05 229036|22814 -19,9833393 22 19,1000004 4 1 4 0,5
1 1.06 2672187|2581 -20,468956 48 8,89999962 3 1 3 0,75
1 1.07 295406|29433 -16,0141239 11 36,7999992 3 1 3 0,17647059

gel10_0115.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1624569|1616 -53,3023071 45 22,2999992 11 4 9 1,09090912
1 1.02 1337613|1331 -34,842083 16 38 7 2 5 0,53846157
1 1.03 1638482|1630 -13,4379444 14 27,1000004 6 2 3 0,5
1 1.04 2046598|2025 -17,4364243 11 36,9000015 4 1 3 0,3125
1 1.05 295406|29433 -13,9037857 7 36,7999992 4 3 2 0,23529412

gel07_0119.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 513615|51189 -99,274971 44 72,3000031 19 18 18 0,76923078
1 1.02 2207584|3257 -8,58502674 3 74,3000031 2 1 2 0,0625

gel09_0119.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 513615|51189 -67,0138474 31 72,3000031 14 - 14 0,53846157

gel12_0119.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 513615|51189 -105,660904 45 72,3000031 23 16 21 0,88461536
1 1.02 2363619|2301 -26,7616692 14 74,5 8 1 6 0,33333334
1 1.03 2207584|3257 -11,0695601 3 74,3000031 2 1 2 0,0625

gel01_0121.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2108330|2083 -68,2473907 37 42,5999985 13 3 13 0,7368421
1 1.02 2543826|2465 -61,7737274 42 32,2999992 11 1 11 0,75

gel09_0121.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2108330|2083 -32,9304314 29 42,5999985 9 - 9 0,52631581

gel01_0124.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1492448|1485 -54,9737129 41 28,8999996 11 9 10 1,10000002
1 1.02 1563889|1556 -9,74064541 10 36,5999985 2 1 2 0,14285715
1 1.03 1911597|1902 -21,5228786 37 11,3999996 2 1 2 1

2 2.01 1393136|1386 -6,16367579 7 36 2 - 2 0,2

gel08_0124.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1492448|1485 -44,0187187 41 28,8999996 7 6 7 0,69999999
1 1.02 1911597|1902 -17,544241 47 11,3999996 2 1 2 1

gel09_0124.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1492448|1485 -36,5852966 37 28,8999996 8 - 8 0,89999998

gel10_0124.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1492448|1485 -52,729351 42 28,8999996 11 9 9 1,10000002
1 1.02 1911597|1902 -23,2898827 47 11,3999996 3 2 2 1,5
1 1.03 183599|18285 -9,70996571 7 36,2999992 2 1 2 0,13333334

gel08_0125.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2876606|2774 -102,825317 39 79 19 9 18 0,68965518
1 1.02 1310482|1304 -51,9938049 20 79,1999969 11 1 10 0,4074074

gel09_0125.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2876606|2774 -41,3914185 16 79 9 - 9 0,31034482

gel01_0126.xml
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Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2609544|2525 -90,812439 23 119,5 20 - 20 0,38461539

2 2.01 2831342|2730 -33,4430275 10 112,099998 9 8 9 0,17307693
2 2.02 1883776|1874 -25,7632484 8 118,400002 8 7 8 0,16

3 3.01 324470|32333 -33,1954079 11 119,900002 8 7 8 0,19607843
3 3.02 1122664|1117 -9,7490921 3 114,900002 3 2 3 0,0625

4 4.01 707602|70525 -39,5406685 9 117 8 - 8 0,18181819

gel07_0126.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 324470|32333 -107,233696 29 119,900002 24 - 23 0,49019608

gel01_0130.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 182951|18220 -175,149902 60 39,9000015 36 13 34 3,70000005
1 1.02 2453597|2382 -139,34346 42 57,5999985 30 4 30 1,88235295
1 1.03 1487274|1480 -118,288467 35 59,5 27 1 27 1,70588231
1 1.04 1621173|1613 -93,7363663 34 50,7000008 22 2 22 1,71428573
1 1.05 2822572|2722 -84,1317749 38 45,0999985 20 1 20 1,39999998
1 1.06 2286788|2231 -58,0397835 18 59,7000008 15 1 15 0,8888889 * 2
1 1.06 540251|53840 -58,0397835 18 59,9000015 15 1 15 0,84210527 * 2
1 1.07 1966976|1955 -63,3523293 32 41 13 1 13 1,15384614
1 1.08 536523|53467 -50,1472931 18 60,0999985 13 1 13 0,5
1 1.09 2427047|2357 -47,934761 37 23,3999996 10 3 10 1,10000002

gel03_0130.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2453597|2382 -34,0806274 15 57,5999985 8 5 8 0,47058824
1 1.02 1666494|1658 -17,9913998 19 26,6000004 4 1 4 0,5714286

gel09_0130.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 182951|18220 -22,5207767 17 39,9000015 5 - 5 0,5

gel11_0130.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 182951|18220 -47,6380234 33 39,9000015 10 4 10 1
1 1.02 880226|87697 -30,2178669 23 34,5999985 7 1 7 0,58333331

gel12_0130.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 182951|18220 -44,2864838 35 39,9000015 9 2 9 1
1 1.02 880226|87697 -29,7599392 28 34,5999985 7 1 7 0,66666669
1 1.03 1487274|1480 -12,3033991 9 59,5 5 1 5 0,29411766

gel01_0136.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P55259|GP -63,0571404 19 59,2999992 11 - 10 0,61904764 * 5
1 1.01 tr|A6NJA8|A6N-63,0571404 19 59 11 - 10 0,61904764 * 5
1 1.01 tr|B2R5R0|B2 -63,0571404 19 58,5 11 - 10 0,64999998 * 5
1 1.01 tr|Q68D34|Q6 -63,0571404 19 58,5 11 - 10 0,64999998 * 5
1 1.01 tr|Q8N1A3|Q8 -63,0571404 27 42,4000015 11 - 10 0,9285714 * 5

gel03_0136.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P55259|GP -19,236927 12 59,2999992 6 - 6 0,2857143 * 5
1 1.01 tr|A6NJA8|A6N -19,236927 12 59 6 - 6 0,2857143 * 5
1 1.01 tr|B2R5R0|B2 -19,236927 12 58,5 6 - 6 0,30000001 * 5
1 1.01 tr|Q68D34|Q6 -19,236927 12 58,5 6 - 6 0,30000001 * 5
1 1.01 tr|Q8N1A3|Q8 -19,236927 16 42,4000015 6 - 6 0,42857143 * 5

gel09_0136.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P55259|GP -69,0995941 22 59,2999992 12 - 11 0,5714286 * 5
1 1.01 tr|A6NJA8|A6N-69,0995941 22 59 12 - 11 0,5714286 * 5
1 1.01 tr|B2R5R0|B2 -69,0995941 22 58,5 12 - 11 0,60000002 * 5
1 1.01 tr|Q68D34|Q6 -69,0995941 22 58,5 12 - 11 0,60000002 * 5
1 1.01 tr|Q8N1A3|Q8 -69,0995941 31 42,4000015 12 - 11 0,85714287 * 5

gel10_0136.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P55259|GP -44,6423569 17 59,2999992 6 - 6 0,33333334 * 5
1 1.01 tr|A6NJA8|A6N-44,6423569 17 59 6 - 6 0,33333334 * 5
1 1.01 tr|B2R5R0|B2 -44,6423569 17 58,5 6 - 6 0,34999999 * 5
1 1.01 tr|Q68D34|Q6 -44,6423569 17 58,5 6 - 6 0,34999999 * 5
1 1.01 tr|Q8N1A3|Q8 -44,6423569 24 42,4000015 6 - 6 0,5 * 5

gel11_0136.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P55259|GP -48,5504227 19 59,2999992 8 - 8 0,38095239 * 5
1 1.01 tr|A6NJA8|A6N-48,5504227 19 59 8 - 8 0,38095239 * 5
1 1.01 tr|B2R5R0|B2 -48,5504227 19 58,5 8 - 8 0,40000001 * 5
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1 1.01 tr|Q68D34|Q6 -48,5504227 19 58,5 8 - 8 0,40000001 * 5
1 1.01 tr|Q8N1A3|Q8 -48,5504227 26 42,4000015 8 - 8 0,5714286 * 5

gel12_0136.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P55259|GP -73,0475006 22 59,2999992 12 - 11 0,5714286 * 5
1 1.01 tr|A6NJA8|A6N-73,0475006 22 59 12 - 11 0,5714286 * 5
1 1.01 tr|B2R5R0|B2 -73,0475006 22 58,5 12 - 11 0,60000002 * 5
1 1.01 tr|Q68D34|Q6 -73,0475006 22 58,5 12 - 11 0,60000002 * 5
1 1.01 tr|Q8N1A3|Q8 -73,0475006 31 42,4000015 12 - 11 0,85714287 * 5

gel01_0137.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1223327|1218 -15,2160969 7 40,5 3 - 3 0,2 * 3
1 1.01 190132|18937 -15,2160969 7 40,7999992 3 - 3 0,21428572 * 3
1 1.01 601687|59961 -15,2160969 7 41,4000015 3 - 3 0,1875 * 3

gel08_0137.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 190132|18937 -73,8346863 41 40,7999992 13 8 10 0,9285714
1 1.02 1223327|1218 -42,2647095 18 40,5 6 1 5 0,40000001
1 1.03 2624478|2539 -11,7624559 9 37,0999985 3 2 2 0,2

gel09_0137.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 190132|18937 -70,2236633 41 40,7999992 13 8 10 0,9285714
1 1.02 1223327|1218 -30,840147 18 40,5 7 2 5 0,46666667
1 1.03 2624478|2539 -12,0777931 12 37,0999985 3 1 3 0,2

gel12_0137.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1522970|1515 -89,7680054 47 37,0999985 17 11 14 1
1 1.02 601687|59961 -46,7533836 21 41,4000015 7 3 5 0,4375
1 1.03 2624478|2539 -27,6145935 20 37,0999985 5 1 5 0,33333334

gel01_0151.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 519820|51807 -23,8578777 17 40,7000008 6 - 6 0,42857143

gel02_0151.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 519820|51807 -27,8686676 24 40,7000008 8 2 7 0,5714286
1 1.02 534642|53280 -24,6062012 22 40,7999992 7 1 6 0,58333331

gel03_0151.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1968794|1957 -15,6663504 10 42,5 4 1 4 0,40000001 * 3
1 1.01 213718|21290 -15,6663504 10 40,7999992 4 1 4 0,36363637 * 3
1 1.01 534642|53280 -15,6663504 10 40,7999992 4 1 4 0,33333334 * 3
1 1.02 1632437|1624 -15,4359016 19 26,3999996 4 1 4 0,5714286

gel07_0151.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 519820|51807 -58,703331 51 40,7000008 14 - 12 1

gel09_0151.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2839591|2738 -7,41566849 5 40,5 2 - 2 0,14285715 * 2
1 1.01 519820|51807 -7,41566849 5 40,7000008 2 - 2 0,14285715 * 2

gel12_0151.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2839591|2738 -7,86891079 7 40,5 3 - 3 0,21428572 * 2
1 1.01 519820|51807 -7,86891079 7 40,7000008 3 - 3 0,21428572 * 2

gel01_0153.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1625395|1617 -44,0967827 17 49,2000008 8 5 8 0,53333336
1 1.02 1907135|1898 -50,1097527 35 18,2000008 8 5 8 2

gel10_0153.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1625395|1617 -28,7428513 18 49,2000008 8 6 8 0,53333336
1 1.02 1907135|1898 -18,4023056 25 18,2000008 3 1 3 0,75

gel11_0153.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1625395|1617 -12,602088 9 49,2000008 4 - 4 0,26666668

gel08_0166.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 618647|61650 -14,4642506 4 98 4 - 3 0,15384616 * 2
1 1.01 684883|68257 -14,4642506 4 97,9000015 4 - 3 0,15384616 * 2

gel01_0169.xml
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Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1622487|1614 -17,3918724 5 115,900002 5 - 5 0,10869565

gel02_0169.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1622487|1614 -94,4402695 25 115,900002 18 - 18 0,43478259

gel11_0169.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1622487|1614 -122,79464 29 115,900002 23 - 20 0,54347825

gel01_0174.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 538927|53707 -83,9093552 27 97,1999969 18 - 18 0,38297874

gel08_0174.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1562586|1555 -40,7253113 17 97 12 - 12 0,23999999

gel09_0174.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1562586|1555 -49,9523849 26 97 16 - 16 0,36000001

gel03_0175.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2576160|2494 -7,40230465 15 25,7999992 2 - 2 0,30000001

gel07_0175.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 556539|55466 -42,5947189 35 35,4000015 10 2 9 0,76923078
1 1.02 2576160|2494 -35,2438583 44 25,7999992 10 2 9 1

gel08_0175.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 556539|55466 -17,6083584 14 35,4000015 4 1 4 0,30769232
1 1.02 2576160|2494 -14,15839 19 25,7999992 4 1 4 0,40000001

gel11_0175.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 556539|55466 -21,9543571 14 35,4000015 4 - 4 0,30769232

gel08_0176.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 599358|59730 -48,4335861 21 70,5999985 11 - 11 0,66666669

gel09_0176.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 599358|59730 -22,6035061 8 70,5999985 5 - 5 0,27777779

gel07_0183.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 243489|24253 -31,816412 31 38,4000015 9 - 8 0,60000002

gel01_0184.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 514327|51260 -61,6387711 30 56,7999992 13 9 13 0,48148149
1 1.02 2585468|2503 -38,7005539 24 56,2000008 10 6 10 0,34375
1 1.03 2712857|2616 -35,354454 17 56,5999985 8 2 8 0,2857143
1 1.04 1368903|1362 -32,4101219 17 56,7000008 8 1 8 0,27586207

gel07_0184.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1328207|1322 -43,9655762 22 56,5 12 8 10 0,42857143
1 1.02 514327|51260 -47,059803 22 56,7999992 10 9 10 0,37037036
1 1.03 2585468|2503 -19,9869881 13 56,2000008 7 3 6 0,21875

gel10_0184.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1393123|1386 -7,02511978 6 56,7000008 3 - 3 0,11538462 * 3
1 1.01 514327|51260 -7,02511978 7 56,7999992 3 - 3 0,14814815 * 3
1 1.01 89650|89223|G-7,02511978 7 44,5999985 3 - 3 0,13043478 * 3

gel01_0191.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 986274|98220 -17,6347828 7 80,5 4 3 4 0,16666667
1 1.02 724132|72175 -9,97980404 4 80,4000015 3 2 3 0,1

gel02_0191.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 724132|72175 -96,3743896 36 80,4000015 21 17 21 0,73333335
1 1.02 612009|60989 -18,7774582 8 80,0999985 5 1 5 0,16666667

gel09_0191.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 724132|72175 -67,5261765 29 80,4000015 17 13 16 0,56666666
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1 1.02 612009|60989 -18,9690342 8 80,0999985 5 1 5 0,16666667

gel12_0191.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 724132|72175 -97,0189819 38 80,4000015 25 18 21 0,83333331
1 1.02 535579|53373 -29,1139317 12 80,8000031 8 1 7 0,24242425
1 1.03 612009|60989 -19,3975353 8 80,0999985 6 1 5 0,2

gel01_0220.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 716754|71438 -101,13102 51 53,9000015 23 22 22 1,14999998
1 1.02 1777525|1769 -6,54060745 8 33 2 1 2 0,2

gel07_0220.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 716754|71438 -85,0626373 54 53,9000015 20 - 18 1

gel10_0220.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 366126|36492 -16,3231239 13 53,7999992 5 - 5 0,25 * 2
1 1.01 716754|71438 -16,3231239 13 53,9000015 5 - 5 0,25 * 2

gel12_0220.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 366126|36492 -20,9791946 14 53,7999992 6 - 6 0,30000001 * 2
1 1.01 716754|71438 -20,9791946 14 53,9000015 6 - 6 0,30000001 * 2

gel01_0226.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P01876|IGH-13,3096476 12 37,5 4 - 4 0,45454547 * 24
1 1.01 sp|P01877|IGH-13,3096476 13 36,4000015 4 - 4 0,55555558 * 24
1 1.01 tr|Q569J1|Q56 -13,3096476 9 53 4 - 4 0,41666666 * 24
1 1.01 tr|Q6GMX2|Q6 -13,3096476 9 52,7000008 4 - 4 0,27777779 * 24
1 1.01 tr|Q6GMX7|Q6 -13,3096476 9 51,5 4 - 4 0,38461539 * 24
1 1.01 tr|Q6MZV6|Q6 -13,3096476 9 51,5 4 - 4 0,41666666 * 24
1 1.01 tr|Q6MZW0|Q -13,3096476 9 54,2999992 4 - 4 0,35714287 * 24
1 1.01 tr|Q6MZX9|Q6 -13,3096476 9 52,0999985 4 - 4 0,38461539 * 24
1 1.01 tr|Q6N090|Q6 -13,3096476 9 54,2999992 4 - 4 0,27777779 * 24
1 1.01 tr|Q6N092|Q6 -13,3096476 7 56,2999992 4 - 4 0,22222222 * 24
1 1.01 tr|Q6P089|Q6 -13,3096476 9 51,9000015 4 - 4 0,33333334 * 24
1 1.01 tr|Q6ZVX0|Q6 -13,3096476 9 52,7000008 4 - 4 0,33333334 * 24
1 1.01 tr|Q6ZW64|Q6 -13,3096476 7 53,2000008 4 - 4 0,23529412 * 24
1 1.01 tr|Q7Z374|Q7Z -13,3096476 9 53,5999985 4 - 4 0,29411766 * 24
1 1.01 tr|Q7Z379|Q7Z -13,3096476 9 51,5 4 - 4 0,38461539 * 24
1 1.01 tr|Q8N5K4|Q8 -13,3096476 7 53,2000008 4 - 4 0,21052632 * 24
1 1.01 tr|Q8NCL6|Q8 -13,3096476 9 53,0999985 4 - 4 0,2631579 * 24
1 1.01 tr|Q8WY24|Q8 -13,3096476 9 53,5 4 - 4 0,38461539 * 24
1 1.01 tr|Q96DK0|Q9 -13,3096476 7 53,4000015 4 - 4 0,30769232 * 24
1 1.01 tr|Q96K68|Q96 -13,3096476 9 53 4 - 4 0,3125 * 24
1 1.01 tr|Q96KX8|Q9 -13,3096476 9 53,2999992 4 - 4 0,29411766 * 24
1 1.01 tr|Q9BRV0|Q9 -13,3096476 7 54 4 - 4 0,26666668 * 24
1 1.01 tr|Q9NPP6|Q9 -13,3096476 11 44,7000008 4 - 4 0,38461539 * 24
1 1.01 tr|Q9UP60|Q9 -13,3096476 11 40,7999992 4 - 4 0,45454547 * 24

gel02_0226.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P01877|IGH -10,385272 12 36,4000015 3 - 3 0,33333334 * 9
1 1.01 tr|Q6GMX7|Q6 -10,385272 8 51,5 3 - 3 0,23076923 * 9
1 1.01 tr|Q6MZV6|Q6 -10,385272 8 51,5 3 - 3 0,25 * 9
1 1.01 tr|Q6MZX9|Q6 -10,385272 8 52,0999985 3 - 3 0,23076923 * 9
1 1.01 tr|Q6P089|Q6 -10,385272 8 51,9000015 3 - 3 0,2 * 9
1 1.01 tr|Q6ZVX0|Q6 -10,385272 8 52,7000008 3 - 3 0,2 * 9
1 1.01 tr|Q7Z374|Q7Z -10,385272 8 53,5999985 3 - 3 0,17647059 * 9
1 1.01 tr|Q7Z379|Q7Z -10,385272 8 51,5 3 - 3 0,23076923 * 9
1 1.01 tr|Q9NPP6|Q9 -10,385272 9 44,7000008 3 - 3 0,23076923 * 9

gel03_0226.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P01876|IGH-10,5316525 10 37,5 3 - 3 0,27272728 * 19
1 1.01 sp|P01877|IGH-10,5316525 10 36,4000015 3 - 3 0,33333334 * 19
1 1.01 tr|Q569J1|Q56 -10,5316525 7 53 3 - 3 0,25 * 19
1 1.01 tr|Q6GMX2|Q6 -10,5316525 7 52,7000008 3 - 3 0,16666667 * 19
1 1.01 tr|Q6GMX7|Q6 -10,5316525 7 51,5 3 - 3 0,23076923 * 19
1 1.01 tr|Q6MZV6|Q6 -10,5316525 7 51,5 3 - 3 0,25 * 19
1 1.01 tr|Q6MZW0|Q -10,5316525 7 54,2999992 3 - 3 0,21428572 * 19
1 1.01 tr|Q6MZX9|Q6 -10,5316525 7 52,0999985 3 - 3 0,23076923 * 19
1 1.01 tr|Q6N090|Q6 -10,5316525 7 54,2999992 3 - 3 0,16666667 * 19
1 1.01 tr|Q6P089|Q6 -10,5316525 7 51,9000015 3 - 3 0,2 * 19
1 1.01 tr|Q6ZVX0|Q6 -10,5316525 7 52,7000008 3 - 3 0,2 * 19
1 1.01 tr|Q7Z374|Q7Z -10,5316525 7 53,5999985 3 - 3 0,17647059 * 19
1 1.01 tr|Q7Z379|Q7Z -10,5316525 7 51,5 3 - 3 0,23076923 * 19
1 1.01 tr|Q8NCL6|Q8 -10,5316525 7 53,0999985 3 - 3 0,15789473 * 19
1 1.01 tr|Q8WY24|Q8 -10,5316525 7 53,5 3 - 3 0,23076923 * 19
1 1.01 tr|Q96K68|Q96 -10,5316525 7 53 3 - 3 0,1875 * 19
1 1.01 tr|Q96KX8|Q9 -10,5316525 7 53,2999992 3 - 3 0,17647059 * 19
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1 1.01 tr|Q9NPP6|Q9 -10,5316525 8 44,7000008 3 - 3 0,23076923 * 19
1 1.01 tr|Q9UP60|Q9 -10,5316525 9 40,7999992 3 - 3 0,27272728 * 19

gel07_0226.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P01877|IGH-19,9922962 17 36,4000015 6 - 5 0,66666669 * 9
1 1.01 tr|Q6GMX7|Q6 -19,9922962 12 51,5 6 - 5 0,46153846 * 9
1 1.01 tr|Q6MZV6|Q6 -19,9922962 12 51,5 6 - 5 0,5 * 9
1 1.01 tr|Q6MZX9|Q6 -19,9922962 12 52,0999985 6 - 5 0,46153846 * 9
1 1.01 tr|Q6P089|Q6 -19,9922962 12 51,9000015 6 - 5 0,40000001 * 9
1 1.01 tr|Q6ZVX0|Q6 -19,9922962 12 52,7000008 6 - 5 0,40000001 * 9
1 1.01 tr|Q7Z374|Q7Z -19,9922962 12 53,5999985 6 - 5 0,35294119 * 9
1 1.01 tr|Q7Z379|Q7Z -19,9922962 12 51,5 6 - 5 0,46153846 * 9
1 1.01 tr|Q9NPP6|Q9 -19,9922962 14 44,7000008 6 - 5 0,46153846 * 9

gel08_0226.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P01877|IGH-17,7072811 17 36,4000015 5 - 5 0,55555558 * 9
1 1.01 tr|Q6GMX7|Q6 -17,7072811 12 51,5 5 - 5 0,38461539 * 9
1 1.01 tr|Q6MZV6|Q6 -17,7072811 12 51,5 5 - 5 0,41666666 * 9
1 1.01 tr|Q6MZX9|Q6 -17,7072811 12 52,0999985 5 - 5 0,38461539 * 9
1 1.01 tr|Q6P089|Q6 -17,7072811 12 51,9000015 5 - 5 0,33333334 * 9
1 1.01 tr|Q6ZVX0|Q6 -17,7072811 12 52,7000008 5 - 5 0,33333334 * 9
1 1.01 tr|Q7Z374|Q7Z -17,7072811 12 53,5999985 5 - 5 0,29411766 * 9
1 1.01 tr|Q7Z379|Q7Z -17,7072811 12 51,5 5 - 5 0,38461539 * 9
1 1.01 tr|Q9NPP6|Q9 -17,7072811 14 44,7000008 5 - 5 0,38461539 * 9

gel09_0226.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P01877|IGH-12,3285685 12 36,4000015 4 - 4 0,44444445 * 12
1 1.01 tr|A6NE94|A6N-12,3285685 11 42,0999985 4 - 4 0,40000001 * 12
1 1.01 tr|Q6GMX7|Q6 -12,3285685 9 51,5 4 - 4 0,30769232 * 12
1 1.01 tr|Q6MZV6|Q6 -12,3285685 9 51,5 4 - 4 0,33333334 * 12
1 1.01 tr|Q6MZX9|Q6 -12,3285685 9 52,0999985 4 - 4 0,30769232 * 12
1 1.01 tr|Q6N041|Q6 -12,3285685 8 54 4 - 4 0,25 * 12
1 1.01 tr|Q6N091|Q6 -12,3285685 8 54 4 - 4 0,30769232 * 12
1 1.01 tr|Q6P089|Q6 -12,3285685 9 51,9000015 4 - 4 0,26666668 * 12
1 1.01 tr|Q6ZVX0|Q6 -12,3285685 9 52,7000008 4 - 4 0,26666668 * 12
1 1.01 tr|Q7Z374|Q7Z -12,3285685 8 53,5999985 4 - 4 0,23529412 * 12
1 1.01 tr|Q7Z379|Q7Z -12,3285685 9 51,5 4 - 4 0,30769232 * 12
1 1.01 tr|Q9NPP6|Q9 -12,3285685 10 44,7000008 4 - 4 0,30769232 * 12

gel10_0226.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P01876|IGH -6,5563302 10 37,5 3 - 3 0,27272728 * 19
1 1.01 sp|P01877|IGH -6,5563302 10 36,4000015 3 - 3 0,33333334 * 19
1 1.01 tr|Q569J1|Q56 -6,5563302 7 53 3 - 3 0,25 * 19
1 1.01 tr|Q6GMX2|Q6 -6,5563302 7 52,7000008 3 - 3 0,16666667 * 19
1 1.01 tr|Q6GMX7|Q6 -6,5563302 7 51,5 3 - 3 0,23076923 * 19
1 1.01 tr|Q6MZV6|Q6 -6,5563302 7 51,5 3 - 3 0,25 * 19
1 1.01 tr|Q6MZW0|Q -6,5563302 7 54,2999992 3 - 3 0,21428572 * 19
1 1.01 tr|Q6MZX9|Q6 -6,5563302 7 52,0999985 3 - 3 0,23076923 * 19
1 1.01 tr|Q6N090|Q6 -6,5563302 7 54,2999992 3 - 3 0,16666667 * 19
1 1.01 tr|Q6P089|Q6 -6,5563302 7 51,9000015 3 - 3 0,2 * 19
1 1.01 tr|Q6ZVX0|Q6 -6,5563302 7 52,7000008 3 - 3 0,2 * 19
1 1.01 tr|Q7Z374|Q7Z -6,5563302 7 53,5999985 3 - 3 0,17647059 * 19
1 1.01 tr|Q7Z379|Q7Z -6,5563302 7 51,5 3 - 3 0,23076923 * 19
1 1.01 tr|Q8NCL6|Q8 -6,5563302 7 53,0999985 3 - 3 0,15789473 * 19
1 1.01 tr|Q8WY24|Q8 -6,5563302 7 53,5 3 - 3 0,23076923 * 19
1 1.01 tr|Q96K68|Q96 -6,5563302 7 53 3 - 3 0,1875 * 19
1 1.01 tr|Q96KX8|Q9 -6,5563302 7 53,2999992 3 - 3 0,17647059 * 19
1 1.01 tr|Q9NPP6|Q9 -6,5563302 8 44,7000008 3 - 3 0,23076923 * 19
1 1.01 tr|Q9UP60|Q9 -6,5563302 9 40,7999992 3 - 3 0,27272728 * 19

gel11_0226.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P01876|IGH-15,6405439 12 37,5 3 - 3 0,36363637 * 24
1 1.01 sp|P01877|IGH-15,6405439 13 36,4000015 3 - 3 0,44444445 * 24
1 1.01 tr|Q569J1|Q56 -15,6405439 9 53 3 - 3 0,33333334 * 24
1 1.01 tr|Q6GMX2|Q6 -15,6405439 9 52,7000008 3 - 3 0,22222222 * 24
1 1.01 tr|Q6GMX7|Q6 -15,6405439 9 51,5 3 - 3 0,30769232 * 24
1 1.01 tr|Q6MZV6|Q6 -15,6405439 9 51,5 3 - 3 0,33333334 * 24
1 1.01 tr|Q6MZW0|Q -15,6405439 9 54,2999992 3 - 3 0,2857143 * 24
1 1.01 tr|Q6MZX9|Q6 -15,6405439 9 52,0999985 3 - 3 0,30769232 * 24
1 1.01 tr|Q6N090|Q6 -15,6405439 9 54,2999992 3 - 3 0,22222222 * 24
1 1.01 tr|Q6N092|Q6 -15,6405439 7 56,2999992 3 - 3 0,16666667 * 24
1 1.01 tr|Q6P089|Q6 -15,6405439 9 51,9000015 3 - 3 0,26666668 * 24
1 1.01 tr|Q6ZVX0|Q6 -15,6405439 9 52,7000008 3 - 3 0,26666668 * 24
1 1.01 tr|Q6ZW64|Q6 -15,6405439 7 53,2000008 3 - 3 0,17647059 * 24
1 1.01 tr|Q7Z374|Q7Z -15,6405439 9 53,5999985 3 - 3 0,23529412 * 24
1 1.01 tr|Q7Z379|Q7Z -15,6405439 9 51,5 3 - 3 0,30769232 * 24
1 1.01 tr|Q8N5K4|Q8 -15,6405439 7 53,2000008 3 - 3 0,15789473 * 24
1 1.01 tr|Q8NCL6|Q8 -15,6405439 9 53,0999985 3 - 3 0,21052632 * 24
1 1.01 tr|Q8WY24|Q8 -15,6405439 9 53,5 3 - 3 0,30769232 * 24
1 1.01 tr|Q96DK0|Q9 -15,6405439 7 53,4000015 3 - 3 0,23076923 * 24
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1 1.01 tr|Q96K68|Q96 -15,6405439 9 53 3 - 3 0,25 * 24
1 1.01 tr|Q96KX8|Q9 -15,6405439 9 53,2999992 3 - 3 0,23529412 * 24
1 1.01 tr|Q9BRV0|Q9 -15,6405439 7 54 3 - 3 0,2 * 24
1 1.01 tr|Q9NPP6|Q9 -15,6405439 11 44,7000008 3 - 3 0,30769232 * 24
1 1.01 tr|Q9UP60|Q9 -15,6405439 11 40,7999992 3 - 3 0,36363637 * 24

gel12_0226.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 sp|P01876|IGH-7,58838034 8 37,5 3 - 3 0,27272728 * 22
1 1.01 sp|P01877|IGH-7,58838034 8 36,4000015 3 - 3 0,33333334 * 22
1 1.01 tr|A6NE94|A6N-7,58838034 7 42,0999985 3 - 3 0,30000001 * 22
1 1.01 tr|Q569J1|Q56 -7,58838034 5 53 3 - 3 0,25 * 22
1 1.01 tr|Q6GMX2|Q6 -7,58838034 5 52,7000008 3 - 3 0,16666667 * 22
1 1.01 tr|Q6GMX7|Q6 -7,58838034 6 51,5 3 - 3 0,23076923 * 22
1 1.01 tr|Q6MZV6|Q6 -7,58838034 6 51,5 3 - 3 0,25 * 22
1 1.01 tr|Q6MZW0|Q -7,58838034 5 54,2999992 3 - 3 0,21428572 * 22
1 1.01 tr|Q6MZX9|Q6 -7,58838034 5 52,0999985 3 - 3 0,23076923 * 22
1 1.01 tr|Q6N041|Q6 -7,58838034 5 54 3 - 3 0,1875 * 22
1 1.01 tr|Q6N090|Q6 -7,58838034 5 54,2999992 3 - 3 0,16666667 * 22
1 1.01 tr|Q6N091|Q6 -7,58838034 5 54 3 - 3 0,23076923 * 22
1 1.01 tr|Q6P089|Q6 -7,58838034 6 51,9000015 3 - 3 0,2 * 22
1 1.01 tr|Q6ZVX0|Q6 -7,58838034 5 52,7000008 3 - 3 0,2 * 22
1 1.01 tr|Q7Z374|Q7Z -7,58838034 5 53,5999985 3 - 3 0,17647059 * 22
1 1.01 tr|Q7Z379|Q7Z -7,58838034 6 51,5 3 - 3 0,23076923 * 22
1 1.01 tr|Q8NCL6|Q8 -7,58838034 5 53,0999985 3 - 3 0,15789473 * 22
1 1.01 tr|Q8WY24|Q8 -7,58838034 5 53,5 3 - 3 0,23076923 * 22
1 1.01 tr|Q96K68|Q96 -7,58838034 5 53 3 - 3 0,1875 * 22
1 1.01 tr|Q96KX8|Q9 -7,58838034 5 53,2999992 3 - 3 0,17647059 * 22
1 1.01 tr|Q9NPP6|Q9 -7,58838034 6 44,7000008 3 - 3 0,23076923 * 22
1 1.01 tr|Q9UP60|Q9 -7,58838034 7 40,7999992 3 - 3 0,27272728 * 22

gel07_0230.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1861838|1853 -85,4907379 25 111,300003 19 - 17 0,51282054

gel02_0231.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 538927|53707 -132,275696 50 97,1999969 34 17 30 0,78723407
1 1.02 1368574|1362 -60,857151 23 97,4000015 18 1 16 0,44444445

gel03_0231.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 538927|53707 -93,3497772 36 97,1999969 22 18 21 0,5106383
1 1.02 876487|87324 -14,7410097 8 82,5999985 5 1 5 0,13157895

gel07_0232.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 713314|71095 -48,5907402 29 53 11 - 9 0,57894737

gel12_0232.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 377760|37653 -33,4768486 23 53,2000008 8 - 8 0,38095239 * 2
1 1.01 713314|71095 -33,4768486 23 53 8 - 8 0,42105263 * 2

gel10_0247.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1848709|1840 -93,9458237 44 51,2000008 15 10 13 0,78947371
1 1.02 1989465|1972 -35,2542686 16 50,7999992 7 2 6 0,36842105

gel07_0263.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 724132|72175 -54,7601967 23 80,4000015 14 - 12 0,46666667

gel12_0263.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 724132|72175 -24,333477 14 80,4000015 8 - 8 0,26666668

gel01_0264.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 649052|64680 -26,5955982 35 28,3999996 8 - 8 0,72727275

gel09_0264.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2274169|2221 -6,73992872 16 15,8999996 2 1 2 0,33333334 * 6
1 1.01 2294816|2238 -6,73992872 9 28,6000004 2 1 2 0,25 * 6
1 1.01 2325001|2266 -6,73992872 16 15,6000004 2 1 2 0,33333334 * 6
1 1.01 2572339|2491 -6,73992872 9 28,7000008 2 1 2 0,22222222 * 6
1 1.01 2933334|2829 -6,73992872 14 18,1000004 2 1 2 0,25 * 6
1 1.01 649052|64680 -6,73992872 9 28,3999996 2 1 2 0,18181819 * 6
1 1.02 1859865|3295 -6,63078403 33 9,10000038 2 1 2 0,66666669

gel10_0264.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 649052|64680 -12,3240023 20 28,3999996 4 - 4 0,45454547
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gel11_0282.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 729402|72701 -15,2558155 7 80,5999985 5 - 5 0,14285715

gel12_0282.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 729402|72701 -56,080204 27 80,5999985 17 - 17 0,48571429

gel01_0304.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2822309|2722 -53,7841568 48 25 10 - 10 0,90909094

gel03_0304.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2822309|2722 -30,4661274 32 25 7 6 7 0,63636363
1 1.02 944432|94074 -5,3046937 8 24,7000008 2 1 2 0,16666667

gel09_0304.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1010558|1006 -7,9059906 20 16,2999992 3 2 3 0,5 * 2
1 1.01 2822309|2722 -7,9059906 17 25 3 2 3 0,36363637 * 2
1 1.02 944432|94074 -4,27736616 8 24,7000008 2 1 2 0,16666667

gel10_0304.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2822309|2722 -32,0653114 54 25 11 - 11 1

gel11_0304.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2822309|2722 -46,7364502 48 25 9 - 9 0,81818181

gel12_0304.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2822309|2722 -25,3805351 36 25 8 - 8 0,72727275

gel01_0306.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2884254|2781 -129,505371 55 60,2999992 25 - 25 0,79411763

gel09_0306.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2884254|2781 -37,1463089 22 60,2999992 9 - 8 0,29411766

gel10_0306.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2884254|2781 -16,0586777 9 60,2999992 4 - 4 0,11764706 * 2
1 1.01 708480|70613 -16,0586777 9 60,2999992 4 - 4 0,12121212 * 2

gel11_0306.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 181219|18047 -11,1618185 13 44,5999985 4 - 4 0,2 * 3
1 1.01 2884254|2781 -11,1618185 9 60,2999992 4 - 4 0,14705883 * 3
1 1.01 708480|70613 -11,1618185 9 60,2999992 4 - 4 0,15151516 * 3

gel12_0306.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2884254|2781 -40,0912399 25 60,2999992 10 - 10 0,35294119

gel07_0352.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 715993|71362 -49,1389694 19 87,6999969 12 - 12 0,35294119

gel01_0397.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2824924|2724 -94,4502792 51 37,7999992 15 - 15 0,75

gel03_0397.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2824924|2724 -48,4021606 34 37,7999992 11 - 11 0,55000001

gel09_0397.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2824924|2724 -75,3186417 56 37,7999992 14 - 14 0,75

gel10_0397.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2824924|2724 -59,0612335 38 37,7999992 11 - 11 0,55000001

gel11_0397.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2824924|2724 -88,1155548 62 37,7999992 19 - 17 0,94999999

gel12_0397.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
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1 1.01 2824924|2724 -38,9107513 30 37,7999992 9 - 9 0,5

gel01_0414.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 531107|52928 -62,7290955 17 54,2999992 13 4 13 0,8125
1 1.02 2579563|2497 -53,4583588 15 54,7000008 10 1 10 0,52631581
1 1.03 1082469|1077 -46,6251144 42 15 8 5 8 1,33333337
1 1.04 2563207|2482 -42,876358 12 54,5 8 1 8 0,5714286
1 1.05 2791508|2692 -33,6665306 12 54,7000008 7 1 7 0,34999999
1 1.06 88812|88386|G-23,1864147 18 20,3999996 5 1 5 0,71428573

gel03_0414.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2032989|2012 -10,171998 6 55,2999992 3 1 3 0,16666667 * 5
1 1.01 2133181|2104 -10,171998 6 54,7999992 3 1 3 0,13636364 * 5
1 1.01 2739544|2642 -10,171998 6 55,0999985 3 1 3 0,13636364 * 5
1 1.01 2798711|2699 -10,171998 6 54,5999985 3 1 3 0,13043478 * 5
1 1.01 531107|52928 -10,171998 6 54,2999992 3 1 3 0,1875 * 5
1 1.02 2563207|2482 -12,5560017 6 54,5 3 1 3 0,21428572
1 1.03 88812|88386|G-6,87614822 11 20,3999996 2 1 2 0,2857143
1 1.04 1082469|1077 -8,38923359 17 15 2 1 2 0,33333334

gel10_0414.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 1140987|1135 -10,7038183 11 34,5 3 2 3 0,23076923 * 2
1 1.01 2563207|2482 -10,7038183 7 54,5 3 2 3 0,21428572 * 2
1 1.02 88812|88386|G-4,75945091 11 20,3999996 2 1 2 0,2857143

gel01_0480.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2140515|2110 -98,7021103 24 115,099998 22 - 21 0,45833334

gel02_0480.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2140515|2110 -92,9117737 25 115,099998 21 - 20 0,45833334

gel09_0480.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2140515|2110 -27,2507763 9 115,099998 8 - 8 0,16666667

gel08_0526.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2429848|2360 -24,7011871 8 97,8000031 7 - 7 0,18421052

gel09_0526.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2378111|2314 -8,52149105 4 96,1999969 3 - 3 0,07317073 * 3
1 1.01 2825918|2725 -8,52149105 5 76,6999969 3 - 3 0,09375 * 3
1 1.01 843240|84023 -8,52149105 4 96,8000031 3 - 3 0,07692308 * 3

gel01_0529.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 3243801|3138 -93,4584274 36 63,4000015 16 15 16 0,73913044
1 1.02 3238949|3133 -40,4600525 31 39,5 10 9 10 0,55555558
1 1.03 130065|12956 -16,5787239 23 19,7999992 4 2 4 0,44444445

2 2.01 959408|95565 -7,21324873 6 36,2999992 2 - 2 0,125

gel02_0529.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 959408|95565 -9,58502674 10 36,2999992 3 - 3 0,1875

2 2.01 959407|95565 -4,42319822 8 31,2999992 2 - 2 0,14285715

gel08_0529.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 959408|95565 -28,5518055 22 36,2999992 6 4 6 0,375
1 1.02 136381|13587 -15,8393278 15 29,6000004 4 3 4 0,30769232
1 1.03 2112196|2086 -9,30539417 2 105,900002 2 1 2 0,05405406

2 2.01 959407|95565 -20,3294659 27 31,2999992 7 - 7 0,5

3 3.01 1271223|1265 -24,2898846 28 20,7000008 4 - 4 0,5 * 2
3 3.01 9624|9537|GL -24,2898846 15 38,4000015 4 - 4 0,33333334 * 2

4 4.01 1529081|1521 -12,1592665 6 42,5999985 2 - 2 0,11111111

5 5.01 3243801|3138 -3,82246351 4 63,4000015 2 - 2 0,08695652

gel09_0529.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 3243801|3138 -22,9506569 18 63,4000015 8 7 8 0,34782609
1 1.02 3238949|3133 -15,1014853 15 39,5 4 3 4 0,22222222
1 1.03 130065|12956 -9,20481491 24 19,7999992 3 1 3 0,33333334
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2 2.01 959408|95565 -14,3104992 13 36,2999992 4 3 4 0,25
2 2.02 2112196|2086 -7,50584555 2 105,900002 2 1 2 0,05405406

3 3.01 959407|95565 -3,06348634 7 31,2999992 2 - 2 0,14285715

4 4.01 136381|13587 -10,3381872 8 29,6000004 2 - 2 0,15384616

5 5.01 1529081|1521 -9,71873951 6 42,5999985 2 - 2 0,11111111

6 6.01 1271223|1265 -9,31605339 15 20,7000008 2 - 2 0,2 * 2
6 6.01 9624|9537|GL -9,31605339 8 38,4000015 2 - 2 0,13333334 * 2

gel12_0529.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 3243801|3138 -26,4410992 15 63,4000015 7 - 7 0,30434781

2 2.01 3238949|3133 -17,0661945 15 39,5 5 - 4 0,27777779

gel08_1626.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 410597|40929 -79,9688873 25 100 15 - 15 0,34090909

gel09_1626.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 410597|40929 -59,2502174 16 100 11 - 11 0,27272728

gel02_1835.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2050484|2029 -177,193771 62 69 38 - 32 1,55999994

gel03_1835.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2050484|2029 -155,549454 54 69 36 - 27 1,55999994

gel07_1835.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2050484|2029 -82,4231491 48 69 18 - 18 0,75999999

gel08_1835.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2050484|2029 -85,1212692 47 69 20 19 19 0,80000001
1 1.02 956954|95322 -10,8900843 8 33,4000015 2 1 2 0,11764706

gel09_1835.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2050484|2029 -48,0593948 33 69 12 - 12 0,63999999

gel10_1835.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2050484|2029 -89,026825 50 69 22 7 20 0,88
1 1.02 747081|74454 -64,4498444 34 69 16 1 15 0,63999999

gel12_1835.xml
Group Sub-group Description log(E value) Coverage MW Spectra Specifics Uniques PAI Redundancy
1 1.01 2050484|2029 -81,3064117 42 69 18 - 16 0,83999997

Page 22



peptides

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 705353|70300gel01_0001.xml 437 16,1100006 ATADAVEAVK - - 1.01 0,00071 2 974,516296 974,515686 0,0006 0,61569047
1 705353|70300gel01_0001.xml 492 16,8600006 KGDHDNFEF  - - 1.01 5,3E-06 2 1335,60754 1335,60815 -0,0005 -0,37436131
1 705353|70300gel01_0001.xml 513 17,1499996 KTFVATDDSS - - 1.01 3,9E-05 2 1667,82239 1667,82385 -0,0015 -0,89937556
1 705353|70300gel01_0001.xml 538 17,5 VSSGFEFTKK - - 1.01 0,0009 2 1129,58948 1129,58923 0,0003 0,26558328
1 705353|70300gel01_0001.xml 556 17,7399998 SVVDASAGK  - - 1.01 1,7E-08 2 1510,77441 1510,77515 -0,0007 -0,46333829
1 705353|70300gel01_0001.xml 572 17,9699993 KVAEVAEEET - - 1.01 6,5E-08 2 1689,85486 1689,85461 0,0003 0,17753007
1 705353|70300gel01_0001.xml 576 18,0300007 GDHDNFEFA  - - 1.01 0,00029 2 1207,51257 1207,51306 -0,0005 -0,41407421
1 705353|70300gel01_0001.xml 600 18,3600006 TFVATDDSSL - - 1.01 6,9E-11 2 1539,72888 1539,729 0 0
1 705353|70300gel01_0001.xml 602 18,3899994 VAEVAEEETT - - 1.01 5,8E-07 2 1561,75293 1561,75964 -0,0066 -4,22600269
1 705353|70300gel01_0001.xml 625 18,7099991 SIASGAYDLK - - 1.01 0,0029 2 1024,53162 1024,53137 0,0003 0,29281682
1 705353|70300gel01_0001.xml 651 19,0499992 AAGYTMLPV M6:+15.9949 - - 1.01 8,5E-05 2 1094,56763 1094,56665 0,001 0,9136036
1 705353|70300gel01_0001.xml 677 19,3899994 DVITLEDDAK - - 1.01 0,026 2 1118,5592 1118,55798 0,0013 1,1622107
1 705353|70300gel01_0001.xml 692 19,6000004 EFAGLTGND  - - 1.01 3,3E-05 2 1279,61646 1279,61694 -0,0004 -0,31259352
1 705353|70300gel01_0001.xml 698 19,6800003 DDIEIDAVSAK - - 1.01 0,0026 2 1175,57971 1175,57935 0,0003 0,25519332
1 705353|70300gel01_0001.xml 708 19,8299999 DIEIDAVSAK  - - 1.01 0,028 2 1060,55444 1060,55249 0,002 1,88580966
1 705353|70300gel01_0001.xml 761 20,6000004 ISAAGYTMLPM8:+15.9949 - - 1.01 5,2E-05 2 1294,68091 1294,68274 -0,0018 -1,39030194
1 705353|70300gel01_0001.xml 803 21,1700001 VVTVNGNTIP - - 1.01 2,1E-08 2 1812,02026 1812,02295 -0,0027 -1,49004734
1 705353|70300gel01_0001.xml 816 21,3600006 KDDMTFDFE M4:+15.9949 - - 1.01 4,2E-06 2 1553,64563 1553,64685 -0,0012 -0,7723763
1 705353|70300gel01_0001.xml 829 21,5400009 EFAGLTGND  - - 1.01 1,3E-06 2 1539,73254 1539,73303 -0,0004 -0,25978529
1 705353|70300gel01_0001.xml 854 21,8799992 TIEAQQNDLII - - 1.01 2E-09 2 1691,86792 1691,86035 0,0077 4,55120277
1 705353|70300gel01_0001.xml 856 21,9099998 EGFVNVITAG - - 1.01 6,3E-06 2 1162,62158 1162,62195 -0,0003 -0,25803745
1 705353|70300gel01_0001.xml 857 21,9300003 ANVGEFAED  - - 1.01 8E-09 2 1724,81104 1724,81299 -0,0019 -1,1015687
1 705353|70300gel01_0001.xml 892 22,4400005 EFAGLTGND  - - 1.01 5,5E-09 2 2235,05884 2235,06079 -0,002 -0,89483029
1 705353|70300gel01_0001.xml 949 23,2800007 DDMTFDFEF M3:+15.9949 - - 1.01 2,3E-06 2 1425,552 1425,55188 1E-04 0,07014827
1 705353|70300gel01_0001.xml 962 23,4500008 AAINDDYAAL - - 1.01 7,4E-09 2 1513,75269 1513,75366 -0,001 -0,66060948
1 705353|70300gel01_0001.xml 1006 24,0499992 AMMTGVEGDM2:+15.9949 - - 1.01 3,7E-16 2 2437,08447 2437,09009 -0,0057 -2,33885503
1 705353|70300gel01_0001.xml 1022 24,2700005 DESDDAAATVM19:+15.9949- - 1.01 6,2E-15 2 2246,00098 2246,01294 -0,012 -5,34280109
1 705353|70300gel01_0001.xml 1068 24,8999996 FVSPYTIEAQ - - 1.01 1,1E-09 2 2285,14575 2285,14526 0,0005 0,21880449

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 705353|70300gel02_0001.xml 595 12,6199999 ATADAVEAVK - - 1.01 0,0045 2 974,515015 974,515686 -0,0007 -0,71830553
1 705353|70300gel02_0001.xml 655 13,4499998 VSSGFEFTKK - - 1.01 0,022 2 1129,58521 1129,58923 -0,004 -3,54111028
1 705353|70300gel02_0001.xml 693 13,9799995 GDHDNFEFA  - - 1.01 0,0013 2 1207,51367 1207,51306 0,0006 0,49688908
1 705353|70300gel02_0001.xml 708 14,1899996 VAEVAEEETT - - 1.01 1,6E-07 2 1561,75793 1561,75964 -0,0016 -1,02448547
1 705353|70300gel02_0001.xml 709 14,21 TFVATDDSSL - - 1.01 8,1E-10 2 1539,72461 1539,729 -0,0043 -2,79269934
1 705353|70300gel02_0001.xml 849 16,1100006 VVTVNGNTIP - - 1.01 0,0011 2 1812,02002 1812,02295 -0,0029 -1,60042119
1 705353|70300gel02_0001.xml 850 16,1299992 VVTVNGNTIP - - 1.01 0,038 3 1812,02234 1812,02295 -0,0007 -0,38630855
1 705353|70300gel02_0001.xml 881 16,5900002 EFAGLTGND  - - 1.01 0,00037 2 1539,73926 1539,73303 0,0063 4,09161854
1 705353|70300gel02_0001.xml 895 16,8099995 EGFVNVITAG - - 1.01 8,2E-05 2 1162,62122 1162,62195 -0,0007 -0,60208738
1 705353|70300gel02_0001.xml 1098 19,6599998 LTLIAEPGFTG - - 1.01 0,0056 3 3036,57813 3036,57788 0,0002 0,06586362

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 705353|70300gel01_0002.xml 435 16,1000004 ATADAVEAVK - - 1.01 0,0012 2 974,516235 974,515686 0,0005 0,51307541
1 705353|70300gel01_0002.xml 451 16,3199997 IITMVAGQK M4:+15.9949 - - 1.01 0,017 2 976,551392 976,549988 0,0014 1,43361831
1 705353|70300gel01_0002.xml 488 16,8400002 KGDHDNFEF  - - 1.01 0,00012 2 1335,60706 1335,60815 -0,001 -0,74872261
1 705353|70300gel01_0002.xml 508 17,1000004 KTFVATDDSS - - 1.01 1,3E-05 2 1667,8241 1667,82385 0,0002 0,11991674
1 705353|70300gel01_0002.xml 536 17,4899998 VSSGFEFTKK - - 1.01 0,00013 2 1129,58984 1129,58923 0,0007 0,61969429
1 705353|70300gel01_0002.xml 559 17,8099995 SVVDASAGK  - - 1.01 6,6E-05 2 1510,78137 1510,77515 0,0062 4,1038537
1 705353|70300gel01_0002.xml 574 18,0100002 GDHDNFEFA  - - 1.01 6,3E-05 2 1207,51379 1207,51306 0,0007 0,57970387
1 705353|70300gel01_0002.xml 600 18,3799992 TFVATDDSSL - - 1.01 3E-10 2 1539,72864 1539,729 -0,0003 -0,19483949
1 705353|70300gel01_0002.xml 601 18,3999996 VAEVAEEETT - - 1.01 2,4E-07 2 1561,75684 1561,75964 -0,0027 -1,72881925
1 705353|70300gel01_0002.xml 624 18,7000008 SIASGAYDLK - - 1.01 0,0038 2 1024,53076 1024,53137 -0,0006 -0,58563364
1 705353|70300gel01_0002.xml 649 19,0200005 DADDDGKIIV  - - 1.01 3,5E-07 2 1517,7655 1517,76978 -0,0042 -2,76721787
1 705353|70300gel01_0002.xml 693 19,6100006 EFAGLTGND  - - 1.01 0,00033 2 1279,61597 1279,61694 -0,0009 -0,70333546
1 705353|70300gel01_0002.xml 699 19,7000008 DDIEIDAVSAK - - 1.01 0,0031 2 1175,57983 1175,57935 0,0004 0,34025773
1 705353|70300gel01_0002.xml 707 19,7999992 DVITLEDDAK - - 1.01 0,00023 2 1118,55957 1118,55798 0,0016 1,43041301
1 705353|70300gel01_0002.xml 804 21,1399994 VVTVNGNTIP - - 1.01 5,2E-08 2 1812,01953 1812,02295 -0,0034 -1,87635589
1 705353|70300gel01_0002.xml 831 21,5200005 EFAGLTGND  - - 1.01 1,3E-06 2 1539,73303 1539,73303 1E-04 0,06494632
1 705353|70300gel01_0002.xml 858 21,8899994 EGFVNVITAG - - 1.01 3,7E-05 2 1162,62561 1162,62195 0,0037 3,18246174
1 705353|70300gel01_0002.xml 860 21,9099998 ANVGEFAED  - - 1.01 8,5E-09 2 1724,81152 1724,81299 -0,0015 -0,86965954
1 705353|70300gel01_0002.xml 861 21,9300003 TIEAQQNDLII - - 1.01 3,3E-07 2 1691,8595 1691,86035 -0,0008 -0,47285226
1 705353|70300gel01_0002.xml 898 22,4599991 EFAGLTGND  - - 1.01 2,6E-07 2 2235,05835 2235,06079 -0,0025 -1,11853778
1 705353|70300gel01_0002.xml 950 23,2399998 AVATALGINN - - 1.01 0,0023 2 2126,12085 2126,11108 0,01 4,70342302
1 705353|70300gel01_0002.xml 955 23,3099995 DDMTFDFEF M3:+15.9949 - - 1.01 1,4E-06 2 1425,55017 1425,55188 -0,0017 -1,19252062
1 705353|70300gel01_0002.xml 1009 24,0599995 AMMTGVEGDM2:+15.9949 - - 1.01 2E-19 2 2437,08862 2437,09009 -0,0015 -0,61548817
1 705353|70300gel01_0002.xml 1028 24,3099995 DESDDAAATVM19:+15.9949- - 1.01 1,6E-12 2 2246,01538 2246,01318 0,0021 0,93498999
1 705353|70300gel01_0002.xml 1073 24,8899994 FVSPYTIEAQ - - 1.01 1,3E-09 2 2285,13794 2285,14526 -0,0073 -3,19454527
1 705353|70300gel01_0002.xml 1265 27,3199997 LTLIAEPGFTG - - 1.01 1,3E-11 2 2451,26807 2451,26587 0,0023 0,93829072

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel01_0004.xml 536 17,2000008 DNTTTDIYSE 2 2 1.01 1.02 1E-06 2 1515,65405 1515,65625 -0,0021 -1,38553846
1 gel01_0004.xml 567 17,6200008 LPDGVTNNMC11:+57.0215 2 2 1.01 1.02 1E-09 2 1491,69336 1491,69336 0 0
1 604596|60252gel01_0004.xml 581 17,8199997 TTTESLDLGN - - 1.01 0,00038 2 1292,6333 1292,6333 1E-04 0,07736146
1 gel01_0004.xml 582 17,8400002 SSMPAQYPDM3:+15.9949 2 2 1.01 1.02 2,2E-05 2 1252,58667 1252,58826 -0,0015 -1,19752038
1 gel01_0004.xml 696 19,3899994 VQAEGLDQA 2 2 1.01 1.02 6,8E-07 2 1435,70618 1435,70679 -0,0006 -0,41791263
1 gel01_0004.xml 783 20,6399994 GGFEEGLVS  2 2 1.01 1.02 1,6E-08 2 1609,77039 1609,77075 -0,0004 -0,2484826
1 1939312|1930gel01_0004.xml 840 21,4200001 VDNNELVTTE - - 1.02 1,1E-07 2 2030,9519 2030,95569 -0,0038 -1,87104034
1 gel01_0004.xml 885 22,0400009 AVNLSLSQSG 2 2 1.01 1.02 3,9E-09 2 1692,88855 1692,89197 -0,0034 -2,00839758
1 gel01_0004.xml 1031 24,1200008 AVLDNSPVAF 2 2 1.01 1.02 0,00016 2 1807,92847 1807,92285 0,0056 3,0974772
1 gel01_0004.xml 1048 24,3600006 NLAELVTGCYC9:+57.0215 2 2 1.01 1.02 1,7E-06 2 1737,85168 1737,84802 0,0037 2,12907004

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 604596|60252gel10_0004.xml 645 15,7399998 DNTTTDIYSE - - 1.01 0,00034 2 1515,65405 1515,65625 -0,0021 -1,38553846
1 604596|60252gel10_0004.xml 686 16,3400002 TTTESLDLGN - - 1.01 0,013 2 1292,63257 1292,6333 -0,0007 -0,54153019
1 604596|60252gel10_0004.xml 688 16,3700008 SSMPAQYPDM3:+15.9949 - - 1.01 0,0034 2 1252,58325 1252,58826 -0,0049 -3,91190004
1 604596|60252gel10_0004.xml 838 18,5900002 GGFEEGLVS  - - 1.01 0,00013 2 1609,76685 1609,77075 -0,0039 -2,42270517
1 604596|60252gel10_0004.xml 883 19,2800007 GYAVAQTAIG - - 1.01 0,0075 2 1795,88513 1795,88647 -0,0014 -0,77955931

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel12_0004.xml 774 15,8000002 DNTTTDIYSE 2 2 1.01 1.02 1,6E-07 2 1515,65552 1515,65625 -0,0006 -0,39586815
1 gel12_0004.xml 804 16,2199993 LPDGVTNNMC11:+57.0215 2 2 1.01 1.02 1,9E-08 2 1491,6897 1491,69336 -0,0037 -2,48040271
1 604596|60252gel12_0004.xml 824 16,5 TTTESLDLGN - - 1.01 0,00041 2 1292,63342 1292,6333 0,0002 0,15472291
1 gel12_0004.xml 827 16,5400009 SSMPAQYPDM3:+15.9949 2 2 1.01 1.02 8,5E-05 2 1252,5874 1252,58826 -0,0008 -0,63867754
1 gel12_0004.xml 849 16,8600006 GTPAQTEAQ  2 2 1.01 1.02 1,1E-06 2 1419,72388 1419,72314 0,0008 0,56349009
1 gel12_0004.xml 911 17,75 VQAEGLDQA 2 2 1.01 1.02 5,1E-06 2 1435,70715 1435,70679 0,0004 0,27860841
1 gel12_0004.xml 959 18,4200001 AVNLSLSQSG 2 2 1.01 1.02 0,00054 2 1089,55481 1089,55396 0,001 0,9178068
1 gel12_0004.xml 983 18,7600002 GGFEEGLVS  2 2 1.01 1.02 8,8E-08 2 1609,7677 1609,77075 -0,0031 -1,92574024
1 1939312|1930gel12_0004.xml 1018 19,2800007 VDNNELVTTE - - 1.02 8E-11 2 2030,95215 2030,95569 -0,0035 -1,72332668
1 gel12_0004.xml 1026 19,3899994 GYAVAQTAIG 2 2 1.01 1.02 1,4E-09 2 1795,88574 1795,88647 -0,0007 -0,38977966
1 gel12_0004.xml 1045 19,6700001 KYDVCLIAPIRC5:+57.0215 2 2 1.01 1.02 0,00015 2 1347,74744 1347,74573 0,0017 1,26136553
1 gel12_0004.xml 1057 19,8400002 AVNLSLSQSG 2 2 1.01 1.02 6,2E-10 2 1692,89246 1692,89197 0,0006 0,35442311
1 gel12_0004.xml 1125 20,8600006 YDVCLIAPIR C4:+57.0215 2 2 1.01 1.02 0,0018 2 1219,651 1219,65076 0,0003 0,24597208
1 gel12_0004.xml 1145 21,1800003 YNTYDVLPVQ 2 2 1.01 1.02 4,2E-10 3 2775,35205 2775,36304 -0,011 -3,96344566
1 gel12_0004.xml 1158 21,3899994 AVLDNSPVAF 2 2 1.01 1.02 7,6E-10 2 1807,922 1807,92285 -0,0009 -0,49780884

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel01_0005.xml 374 14,9200001 AVQGANDTN 2 3 2.01 2.02 6,5E-09 2 1488,70288 1488,7041 -0,0012 -0,80607021
1 571433|56953gel01_0005.xml 415 15,4700003 NLQVGANTN  - - 2.01 6,5E-05 2 1186,6178 1186,61792 -1E-04 -0,08427312
1 2820376|2720gel01_0005.xml 419 15,5299997 AMVVQHNLT M2:+15.9949 - - 2.02 0,0081 2 1701,81262 1701,81628 -0,0037 -2,17414784
1 2771258|2672gel01_0005.xml 464 16,1399994 DTDMADEMVM4:+15.9949 - - 2.03 1,5E-10 2 1565,59509 1565,59863 -0,0035 -2,23556662
1 gel01_0005.xml 593 17,9200001 SALGALQNR  3 3 2.01 2.02 2.03 0,00085 2 929,516602 929,516724 -1E-04 -0,10758279
1 gel01_0005.xml 621 18,3199997 MNELAVQGAM1:+15.9949 2 3 2.01 2.02 8,9E-12 2 1991,90698 1991,90906 -0,0021 -1,05426502
1 gel01_0005.xml 678 19,1000004 LEHTIANLDN  2 3 2.01 2.03 1,6E-16 2 2328,10132 2328,10669 -0,0053 -2,27652788
1 2771258|2672gel01_0005.xml 684 19,1900005 DTDMADEMVM4:+15.9949 - - 2.03 0,0011 2 1350,47144 1350,47156 -1E-04 -0,07404821
1 gel01_0005.xml 692 19,2999992 NNILAQAGQS 3 3 2.01 2.02 2.03 0,027 2 1015,51801 1015,51709 0,0009 0,88624799
1 2820376|2720gel01_0005.xml 809 20,9799995 QNLLDGTFSD - - 2.02 0,03 2 1237,60632 1237,60632 0 0
1 gel01_0005.xml 842 21,4400005 NNILAQAGQSM11:+15.9949 3 3 2.01 2.02 2.03 2,1E-12 2 1659,81189 1659,81226 -0,0004 -0,24099112

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 539260|53741gel07_0005.xml 417 11,0100002 GMVVQHNMTM2:+15.9949 - - 1.01 0,00041 2 1645,75415 1645,75366 0,0004 0,24304973
1 539260|53741gel07_0005.xml 424 11,1199999 AINQVSSQR  - - 1.01 0,00096 2 1002,53217 1002,53308 -0,001 -0,99747342
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peptides

1 539260|53741gel07_0005.xml 452 11,5200005 GMVVQHNMTM8:+15.9949 - - 1.01 0,0046 3 1629,76038 1629,75879 0,0016 0,9817403
1 539260|53741gel07_0005.xml 453 11,54 GMVVQHNMTM8:+15.9949 - - 1.01 7E-06 2 1629,75806 1629,75879 -0,0007 -0,4295114
1 539260|53741gel07_0005.xml 460 11,6499996 AINQVSSQR  - - 1.01 0,0051 2 1002,53296 1002,53308 -0,0002 -0,19949466
1 62454|62076|Ggel07_0005.xml 513 12,4099998 IRDTDMASEMM6:+15.9949 - - 1.03 6,7E-05 3 1778,79712 1778,79395 0,0032 1,79897165
1 539260|53741gel07_0005.xml 522 12,5600004 MLGVTTSAQ M1:+15.9949 - - 1.01 8,7E-05 2 1122,58203 1122,58276 -0,0007 -0,62356204
1 62454|62076|Ggel07_0005.xml 526 12,6199999 DTDMASEMVM4:+15.9949 - - 1.03 1,3E-08 2 1509,60742 1509,60876 -0,0013 -0,86115026
1 539260|53741gel07_0005.xml 556 13,0500002 MLGVTTSAQ M1:+15.9949 - - 1.01 0,00031 2 1122,5835 1122,58276 0,0008 0,71264231
1 2403166|2335gel07_0005.xml 583 13,4399996 LEHTVSNLDN - - 1.02 9,6E-05 3 2289,05518 2289,05933 -0,0041 -1,79112875
1 62454|62076|Ggel07_0005.xml 590 13,54 IRDTDMASEMM10:+15.9949- - 1.03 0,00078 3 1762,80066 1762,79895 0,0016 0,90764749
1 62454|62076|Ggel07_0005.xml 592 13,5799999 IRDTDMASEMM10:+15.9949- - 1.03 0,004 2 1762,80212 1762,79895 0,0031 1,75856698
1 539260|53741gel07_0005.xml 602 13,7200003 MLGVTTSAQ  - - 1.01 0,00023 2 1106,5885 1106,58777 0,0007 0,63257521
1 gel07_0005.xml 603 13,7299995 SALGALQNR  2 3 1.01 1.02 0,0018 2 929,517212 929,516724 0,0005 0,53791392
1 2403166|2335gel07_0005.xml 606 13,7799997 LEHTVSNLDN - - 1.02 2,1E-16 2 2289,05322 2289,05933 -0,0061 -2,66485023
1 62454|62076|Ggel07_0005.xml 610 13,8400002 IRDTDMASEMM6:+15.9949 - - 1.03 0,022 2 1563,66321 1563,66699 -0,0037 -2,36623287
1 2403166|2335gel07_0005.xml 618 13,9499998 LEHTVSNLDN - - 1.02 6,2E-07 3 2289,0564 2289,05933 -0,003 -1,31058192
1 gel07_0005.xml 679 14,8299999 DYASANATID 2 3 1.01 1.02 4,8E-10 2 1466,71399 1466,71265 0,0014 0,95451546
1 gel07_0005.xml 682 14,8699999 DYASANATID 2 3 1.01 1.02 2,8E-05 3 1466,70947 1466,71265 -0,0031 -2,11357021
1 62454|62076|Ggel07_0005.xml 726 15,5100002 IRDTDMASEM - - 1.03 0,00067 3 1746,8031 1746,80408 -0,001 -0,57247406
1 gel07_0005.xml 800 16,5900002 NNILAQAGQSM11:+15.9949 3 3 1.01 1.02 1.03 2,5E-09 2 1659,81213 1659,81226 -1E-04 -0,06024778
1 539260|53741gel07_0005.xml 1087 20,4500008 ASDNAQDGIS - - 1.01 8,7E-06 3 2911,43799 2911,4397 -0,0015 -0,51520902
1 2403166|2335gel07_0005.xml 1167 21,3099995 DAINEELDAL  - - 1.02 9,1E-08 2 1803,86121 1803,86108 0,0002 0,11087328
1 2403166|2335gel07_0005.xml 1168 21,3299999 DAINEELDAL  - - 1.02 1,7E-07 3 1803,8595 1803,86108 -0,0016 -0,88698626
1 gel07_0005.xml 1173 21,3899994 NNILAQAGQSM11:+15.9949 3 3 1.01 1.02 1.03 6,3E-12 3 2814,44067 2814,44189 -0,0011 -0,39084125
1 gel07_0005.xml 1248 22,2099991 NNILAQAGQS 3 3 1.01 1.02 1.03 8,4E-08 3 2798,44458 2798,44702 -0,0023 -0,82188445

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 539260|53741gel09_0005.xml 476 10,46 GMVVQHNMTM2:+15.9949 - - 2.01 0,0026 2 1645,75037 1645,75366 -0,0033 -2,00516033
1 539260|53741gel09_0005.xml 531 11,1700001 AINQVSSQR  - - 2.01 0,013 2 1002,53137 1002,53308 -0,0017 -1,6957047
1 62454|62076|Ggel09_0005.xml 617 12,4200001 IRDTDMASEMM6:+15.9949 - - 2.03 0,00018 3 1778,79236 1778,79395 -0,0016 -0,89948583
1 539260|53741gel09_0005.xml 628 12,5799999 MLGVTTSAQ M1:+15.9949 - - 2.01 0,00018 2 1122,58228 1122,58276 -0,0004 -0,35632116
1 62454|62076|Ggel09_0005.xml 629 12,6000004 DTDMASEMVM4:+15.9949 - - 2.03 2,4E-07 2 1509,60999 1509,60876 0,0013 0,86115026
1 2403166|2335gel09_0005.xml 704 13,6599998 LEHTVSNLDN - - 2.02 5,6E-07 3 2289,05762 2289,05933 -0,0017 -0,74266315
1 2403166|2335gel09_0005.xml 705 13,6800003 LEHTVSNLDN - - 2.02 5,8E-15 2 2289,05859 2289,05933 -0,0007 -0,30580246
1 gel09_0005.xml 707 13,71 SALGALQNR  2 3 2.01 2.02 0,0021 2 929,516968 929,516724 0,0002 0,21516557
1 62454|62076|Ggel09_0005.xml 713 13,8000002 IRDTDMASEMM6:+15.9949 - - 2.03 0,0012 2 1563,6676 1563,66699 0,0007 0,44766563
1 gel09_0005.xml 786 14,8199997 DYASANATID 2 3 2.01 2.02 2E-07 2 1466,71252 1466,71265 0 0
1 539260|53741gel09_0005.xml 1162 20,2000008 ASDNAQDGIS - - 2.01 2,5E-05 3 2911,43872 2911,4397 -0,0008 -0,27477813
1 2403166|2335gel09_0005.xml 1257 21,1100006 DAINEELDAL  - - 2.02 2,3E-08 2 1803,86523 1803,86108 0,0042 2,32833886
1 gel09_0005.xml 1264 21,1900005 NNILAQAGQSM11:+15.9949 3 3 2.01 2.02 2.03 1,7E-10 3 2814,44287 2814,44189 0,0011 0,39084125

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 539260|53741gel10_0005.xml 516 10,4899998 GMVVQHNMTM2:+15.9949 - - 1.01 0,03 2 1645,75134 1645,75366 -0,0024 -1,45829844
1 539260|53741gel10_0005.xml 518 10,5299997 GMVVQHNMTM2:+15.9949 - - 1.01 0,002 3 1645,75415 1645,75366 0,0004 0,24304973
1 539260|53741gel10_0005.xml 574 11,1800003 AINQVSSQR  - - 1.01 0,0084 2 1002,53375 1002,53308 0,0006 0,59848398
1 539260|53741gel10_0005.xml 621 11,8000002 AINQVSSQR  - - 1.01 0,0091 2 1002,5329 1002,53308 -0,0002 -0,19949466
1 62454|62076|Ggel10_0005.xml 664 12,3800001 IRDTDMASEMM6:+15.9949 - - 1.03 4,5E-05 3 1778,79175 1778,79395 -0,0022 -1,23679304
1 539260|53741gel10_0005.xml 676 12,5600004 MLGVTTSAQ M1:+15.9949 - - 1.01 0,0018 2 1122,5791 1122,58276 -0,0036 -3,20689034
1 62454|62076|Ggel10_0005.xml 678 12,5799999 DTDMASEMVM4:+15.9949 - - 1.03 7,2E-07 2 1509,61011 1509,60876 0,0014 0,9273926
1 2403166|2335gel10_0005.xml 757 13,6599998 LEHTVSNLDN - - 1.02 7,1E-07 3 2289,05835 2289,05933 -0,001 -0,43686068
1 2403166|2335gel10_0005.xml 758 13,6800003 LEHTVSNLDN - - 1.02 1,2E-11 2 2289,05859 2289,05933 -0,0007 -0,30580246
1 gel10_0005.xml 760 13,71 SALGALQNR  3 4 1.01 1.02 1.04 0,0022 2 929,516602 929,516724 -1E-04 -0,10758279
1 62454|62076|Ggel10_0005.xml 764 13,7600002 IRDTDMASEMM6:+15.9949 - - 1.03 0,029 2 1563,66675 1563,66699 -0,0002 -0,12790447
1 gel10_0005.xml 844 14,7700005 DYASANATID 3 4 1.01 1.02 1.04 9,4E-09 2 1466,71179 1466,71265 -0,0007 -0,47725773
1 gel10_0005.xml 849 14,8400002 DYASANATID 3 4 1.01 1.02 1.04 0,0087 3 1466,70923 1466,71265 -0,0034 -2,31810927
1 741199|73870gel10_0005.xml 931 15,96 TTVGQATQLT - - 1.04 0,0075 3 2993,51025 2993,50659 0,0035 1,16919744
1 gel10_0005.xml 967 16,4300003 NNILAQAGQSM11:+15.9949 3 4 1.01 1.02 1.03 7,3E-07 2 1659,81104 1659,81226 -0,0012 -0,72297335
1 539260|53741gel10_0005.xml 1237 20,1100006 ASDNAQDGIS - - 1.01 0,00014 3 2911,43335 2911,4397 -0,0063 -2,16387796
1 2403166|2335gel10_0005.xml 1343 21,1200008 DAINEELDAL  - - 1.02 9,1E-09 2 1803,8584 1803,86108 -0,0027 -1,49678934
1 gel10_0005.xml 1353 21,2199993 NNILAQAGQSM11:+15.9949 3 4 1.01 1.02 1.03 9,2E-11 3 2814,44482 2814,44189 0,0031 1,10146177

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 539260|53741gel11_0005.xml 467 10,5299997 MVVQHNMTAM1:+15.9949 - - 1.01 0,0035 3 1588,73877 1588,7323 0,0065 4,09131241
1 539260|53741gel11_0005.xml 469 10,5600004 GMVVQHNMTM2:+15.9949 - - 1.01 0,0017 2 1645,7511 1645,75366 -0,0026 -1,57982337
1 539260|53741gel11_0005.xml 470 10,5799999 GMVVQHNMTM2:+15.9949 - - 1.01 0,0021 3 1645,75098 1645,75366 -0,0027 -1,64058578
1 539260|53741gel11_0005.xml 505 11,1099997 GMVVQHNMTM2:+15.9949 - - 1.01 0,0011 2 1645,7478 1645,75366 -0,0059 -3,58498383
1 539260|53741gel11_0005.xml 517 11,2700005 AINQVSSQR  - - 1.01 0,00024 2 1002,53253 1002,53308 -0,0006 -0,59848398
1 gel11_0005.xml 531 11,4899998 AGDDAAGLK  3 6 1.01 1.03 1.04 0,013 2 817,404602 817,405396 -0,0009 -1,10104489
1 62454|62076|Ggel11_0005.xml 593 12,3999996 IRDTDMASEMM6:+15.9949 - - 1.06 9,3E-06 3 1778,79248 1778,79395 -0,0014 -0,78705013
1 539260|53741gel11_0005.xml 608 12,6199999 MLGVTTSAQ M1:+15.9949 - - 1.01 0,00011 2 1122,58289 1122,58276 0,0002 0,17816058
1 62454|62076|Ggel11_0005.xml 613 12,6899996 DTDMASEMVM4:+15.9949 - - 1.06 2,1E-08 2 1509,60754 1509,60876 -0,0012 -0,79490799
1 539260|53741gel11_0005.xml 645 13,1599998 MLGVTTSAQ M1:+15.9949 - - 1.01 0,002 2 1122,58215 1122,58276 -0,0006 -0,53448176
1 2403166|2335gel11_0005.xml 659 13,3500004 LEHTVSNLDN - - 1.02 1E-07 3 2289,05615 2289,05933 -0,0032 -1,39795411
1 2403166|2335gel11_0005.xml 679 13,6300001 LEHTVSNLDN - - 1.02 2,6E-16 2 2289,06274 2289,05933 0,0034 1,48532629
1 gel11_0005.xml 682 13,6800003 SALGALQNR  5 6 1.01 1.02 1.03 0,0022 2 929,516602 929,516724 -1E-04 -0,10758279
1 539260|53741gel11_0005.xml 687 13,75 MLGVTTSAQ  - - 1.01 0,00072 2 1106,59082 1106,58777 0,003 2,71103668
1 62454|62076|Ggel11_0005.xml 690 13,79 IRDTDMASEMM6:+15.9949 - - 1.06 6,7E-05 2 1563,66577 1563,66699 -0,0011 -0,70347458
1 2403166|2335gel11_0005.xml 697 13,8900003 LEHTVSNLDN - - 1.02 6,4E-06 3 2289,06104 2289,05933 0,0018 0,78634918
1 gel11_0005.xml 718 14,1800003 SALGALQNR  5 6 1.01 1.02 1.03 0,0055 2 929,516174 929,516724 -0,0006 -0,64549673
1 gel11_0005.xml 760 14,7600002 DYASANATID 4 6 1.01 1.02 1.04 1,3E-07 2 1466,71326 1466,71265 0,0007 0,47725773
1 gel11_0005.xml 766 14,8500004 DYASANATID 4 6 1.01 1.02 1.04 2,7E-05 3 1466,71057 1466,71265 -0,002 -1,3635937
1 741199|73870gel11_0005.xml 841 15,9399996 TTVGQATQLT - - 1.05 4,3E-05 3 2993,50562 2993,50659 -0,001 -0,33405641
1 2701612|2606gel11_0005.xml 854 16,1299992 ALGLHDIAGT - - 1.04 1,3E-05 2 1798,92712 1798,92981 -0,0026 -1,44530368
1 gel11_0005.xml 876 16,4500008 NNILAQAGQSM11:+15.9949 4 6 1.01 1.02 1.03 2,2E-10 2 1659,81274 1659,81226 0,0005 0,30123892
1 539260|53741gel11_0005.xml 1138 20,1000004 ASDNAQDGIS - - 1.01 2,8E-07 3 2911,43799 2911,4397 -0,0015 -0,51520902
1 2403166|2335gel11_0005.xml 1230 21,1000004 DAINEELDAL  - - 1.02 1,7E-07 2 1803,84912 1803,86096 -0,012 -6,65239763
1 2403166|2335gel11_0005.xml 1235 21,1499996 DAINEELDAL  - - 1.02 5,6E-07 3 1803,86096 1803,86108 -0,0002 -0,11087328
1 2820376|2720gel11_0005.xml 1236 21,1700001 DAINDELEAL  - - 1.03 0,043 2 1817,87317 1817,87683 -0,0035 -1,92532301
1 gel11_0005.xml 1238 21,1900005 NNILAQAGQSM11:+15.9949 4 6 1.01 1.02 1.03 2,6E-11 3 2814,44312 2814,44189 0,0012 0,42637232
1 2403166|2335gel11_0005.xml 1275 21,6100006 DAINEELDAL  - - 1.02 4,5E-06 2 1803,86694 1803,86108 0,0059 3,27076197
1 2820376|2720gel11_0005.xml 1324 22,1299992 DAINDELEAL  - - 1.03 0,00073 2 1817,88037 1817,87683 0,0037 2,03534126

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 539260|53741gel12_0005.xml 598 10,6000004 GMVVQHNMTM2:+15.9949 - - 1.01 0,013 2 1645,74597 1645,75366 -0,0077 -4,6787076
1 539260|53741gel12_0005.xml 601 10,6400003 GMVVQHNMTM2:+15.9949 - - 1.01 0,001 3 1645,75098 1645,75366 -0,0027 -1,64058578
1 539260|53741gel12_0005.xml 664 11,2799997 AINQVSSQR  - - 1.01 0,0026 2 1002,53265 1002,53308 -0,0005 -0,49873671
1 539260|53741gel12_0005.xml 710 11,8000002 AINQVSSQR  - - 1.01 0,013 2 1002,53253 1002,53308 -0,0006 -0,59848398
1 62454|62076|Ggel12_0005.xml 771 12,5299997 IRDTDMASEMM6:+15.9949 - - 1.03 8,2E-05 3 1778,79468 1778,79395 0,0008 0,44974291
1 62454|62076|Ggel12_0005.xml 781 12,6599998 DTDMASEMVM4:+15.9949 - - 1.03 7,3E-07 2 1509,61072 1509,60876 0,002 1,32484663
1 539260|53741gel12_0005.xml 783 12,6899996 MLGVTTSAQ M1:+15.9949 - - 1.01 0,00021 2 1122,5824 1122,58276 -0,0003 -0,26724088
1 539260|53741gel12_0005.xml 827 13,2200003 MLGVTTSAQ M1:+15.9949 - - 1.01 0,0022 2 1122,58398 1122,58276 0,0013 1,15804374
1 2403166|2335gel12_0005.xml 879 13,8100004 LEHTVSNLDN - - 1.02 8,3E-07 3 2289,05591 2289,05933 -0,0034 -1,48532629
1 2403166|2335gel12_0005.xml 880 13,8299999 LEHTVSNLDN - - 1.02 8,7E-17 2 2289,06055 2289,05933 0,0012 0,52423286
1 gel12_0005.xml 881 13,8500004 SALGALQNR  2 3 1.01 1.02 0,008 2 929,515747 929,516724 -0,001 -1,07582784
1 62454|62076|Ggel12_0005.xml 887 13,9300003 IRDTDMASEMM6:+15.9949 - - 1.03 0,036 2 1563,65881 1563,66699 -0,0081 -5,18013144
1 gel12_0005.xml 965 14,9099998 DYASANATID 2 3 1.01 1.02 1,1E-10 2 1466,71155 1466,71265 -0,001 -0,68179685
1 gel12_0005.xml 974 15,04 DYASANATID 2 3 1.01 1.02 0,0079 3 1466,71252 1466,71265 -1E-04 -0,06817968
1 gel12_0005.xml 1101 16,6399994 NNILAQAGQSM11:+15.9949 3 3 1.01 1.02 1.03 9,5E-08 2 1659,80139 1659,81201 -0,011 -6,62725639
1 gel12_0005.xml 1113 16,7999992 NNILAQAGQSM11:+15.9949 3 3 1.01 1.02 1.03 0,0042 2 1659,82043 1659,81226 0,0082 4,94031811
1 539260|53741gel12_0005.xml 1376 20,4400005 ASDNAQDGIS - - 1.01 1,6E-06 3 2911,43652 2911,4397 -0,0032 -1,09911251
1 2403166|2335gel12_0005.xml 1461 21,3600006 DAINEELDAL  - - 1.02 1,1E-08 2 1803,8595 1803,86108 -0,0016 -0,88698626
1 gel12_0005.xml 1477 21,5100002 NNILAQAGQSM11:+15.9949 3 3 1.01 1.02 1.03 1,4E-11 3 2814,43481 2814,44189 -0,007 -2,48717165

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 425262|42393gel07_0007.xml 532 12,7200003 AVNDELNSAD - - 1.01 4,1E-07 2 1246,58984 1246,59143 -0,0015 -1,20328116
1 425262|42393gel07_0007.xml 578 13,3900003 SGITMQLNDTM5:+15.9949 - - 1.01 0,0052 2 1338,6228 1338,62097 0,0019 1,41937125
1 425262|42393gel07_0007.xml 769 16,0100002 VTVVANYAAS - - 1.01 1,7E-10 2 2122,04053 2122,04565 -0,005 -2,35621691
1 425262|42393gel07_0007.xml 772 16,0599995 VTVVANYAAS - - 1.01 2,2E-06 3 2122,04248 2122,04565 -0,003 -1,41373014
1 425262|42393gel07_0007.xml 877 17,5 DQDTISLTYD - - 1.01 2E-05 2 1411,69751 1411,69556 0,002 1,41673613

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 425262|42393gel11_0007.xml 629 12,71 AVNDELNSAD - - 3.01 7,7E-07 2 1246,59119 1246,59143 -0,0002 -0,16043748
1 425262|42393gel11_0007.xml 862 15,9200001 VTVVANYAAS - - 3.01 1,1E-07 3 2122,04419 2122,04565 -0,0013 -0,61261642
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peptides

1 425262|42393gel11_0007.xml 968 17,4899998 DQDTISLTYD - - 3.01 0,00065 2 1411,69824 1411,69556 0,0027 1,91259372

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 425262|42393gel12_0007.xml 749 12,6300001 AVNDELNSAD - - 2.01 5,7E-06 2 1246,59485 1246,59143 0,0035 2,80765605
1 425262|42393gel12_0007.xml 1042 15,9099998 VTVVANYAAS - - 2.01 8,7E-11 2 2122,04297 2122,04565 -0,0025 -1,17810845
1 425262|42393gel12_0007.xml 1043 15,9200001 VTVVANYAAS - - 2.01 0,00018 3 2122,04224 2122,04565 -0,0033 -1,55510318
1 425262|42393gel12_0007.xml 1157 17,3600006 DQDTISLTYD - - 2.01 1,6E-05 2 1411,69482 1411,69556 -0,0007 -0,4958576

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2378111|2314gel01_0009.xml 344 14,79 LADSQYNAD  - - 2.01 0,00084 2 1124,5199 1124,52234 -0,0023 -2,04531288
1 2378111|2314gel01_0009.xml 404 15,6700001 DAAAVKPTND - - 2.01 4,7E-08 2 1869,90051 1869,9054 -0,0048 -2,56697488
1 2378111|2314gel01_0009.xml 649 19,0400009 AVYPAVQGQ - - 2.01 2,2E-05 2 1244,69971 1244,7002 -0,0004 -0,3213625
1 2378111|2314gel01_0009.xml 669 19,2999992 ITALDPTNVT  - - 2.01 0,00013 2 1172,65259 1172,65259 1E-04 0,08527675
1 2378111|2314gel01_0009.xml 702 19,7299995 LTVSGTEINY  - - 2.01 4,1E-06 2 1424,72522 1424,72717 -0,0019 -1,33358872
1 2378111|2314gel01_0009.xml 783 20,8400002 ATVVSYNYG  - - 2.01 3,9E-08 2 1487,77222 1487,77454 -0,0022 -1,47871864
1 2378111|2314gel01_0009.xml 796 21,0300007 IALSSSEDNV - - 2.01 0,0078 2 1785,93237 1785,93445 -0,0021 -1,17585504
1 2378111|2314gel01_0009.xml 839 21,6299992 EDYFSVNTDL - - 2.01 3,2E-07 2 1330,61804 1330,61658 0,0015 1,12729692
1 2378111|2314gel01_0009.xml 886 22,2700005 LLSAPYEGSL - - 2.01 0,0011 2 1375,78247 1375,78357 -0,001 -0,72685856
1 2378111|2314gel01_0009.xml 915 22,6700001 MPVANFINFGM1:+15.9949 - - 2.01 5,2E-06 2 1253,63489 1253,63513 -0,0002 -0,15953605
1 2378111|2314gel01_0009.xml 923 22,7900009 VFAVNYDGT  - - 2.01 2,3E-10 2 1709,83826 1709,8385 -0,0002 -0,11697011
1 2378111|2314gel01_0009.xml 957 23,2999992 SAINDIIGFR  - - 2.01 0,00017 2 1105,59888 1105,60046 -0,0015 -1,35672879

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2378111|2314gel02_0009.xml 482 11,75 LADSQYNAD  - - 2.01 0,0024 2 1124,52209 1124,52234 -1E-04 -0,08892664
1 2378111|2314gel02_0009.xml 569 13,0299997 ETTAAITYK  - - 2.01 0,0085 2 997,520691 997,520508 0,0002 0,20049712
1 2378111|2314gel02_0009.xml 703 14,9200001 ITALDPTNVT  - - 2.01 0,0017 2 1172,6521 1172,65259 -0,0004 -0,34110698
1 2378111|2314gel02_0009.xml 719 15,1499996 LTVSGTEINY  - - 2.01 1,6E-06 2 1424,72644 1424,72717 -0,0007 -0,4913221
1 2378111|2314gel02_0009.xml 757 15,7200003 DADGNFIPVK - - 2.01 0,0009 2 1075,54126 1075,54236 -0,001 -0,92976356
1 2378111|2314gel02_0009.xml 775 15,9799995 IALSSSEDNV - - 2.01 9,4E-07 2 1785,93384 1785,93445 -0,0007 -0,39195165
1 2378111|2314gel02_0009.xml 818 16,6299992 EDYFSVNTDL - - 2.01 0,00087 2 1330,61694 1330,61658 0,0004 0,30061251
1 2378111|2314gel02_0009.xml 830 16,8099995 AQSALIPVTLT - - 2.01 0,00067 2 1241,74561 1241,74683 -0,0011 -0,88584888
1 2378111|2314gel02_0009.xml 855 17,1900005 MPVANFINFGM1:+15.9949 - - 2.01 2,9E-06 2 1253,63745 1253,63513 0,0024 1,91443264
1 2378111|2314gel02_0009.xml 866 17,3500004 ELNYFVDAEN - - 2.01 0,00015 2 1454,71863 1454,71655 0,0021 1,44358015
1 2378111|2314gel02_0009.xml 896 17,8299999 SAINDIIGFR  - - 2.01 0,00021 2 1105,60022 1105,60046 -0,0002 -0,18089718

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2378111|2314gel03_0009.xml 695 14,8800001 ITALDPTNVT  - - 2.01 0,028 2 1172,65076 1172,65259 -0,0017 -1,44970477
1 2378111|2314gel03_0009.xml 710 15,1000004 LTVSGTEINY  - - 2.01 0,00011 2 1424,72498 1424,72717 -0,0022 -1,54415524
1 2378111|2314gel03_0009.xml 769 15,9399996 IALSSSEDNV - - 2.01 1E-04 2 1785,93872 1785,93445 0,0042 2,35171008

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2378111|2314gel08_0009.xml 467 11,6499996 AFDAATTTDK - - 1.01 0,00066 2 1326,65283 1326,65405 -0,0011 -0,82915366
1 2378111|2314gel08_0009.xml 469 11,6800003 LADSQYNAD  - - 1.01 1,7E-06 2 1124,52075 1124,52234 -0,0015 -1,33389974
1 2378111|2314gel08_0009.xml 470 11,6899996 VVATMNVSMM5:+15.9949 - - 1.01 0,002 2 1212,59912 1212,59668 0,0025 2,06169128
1 2378111|2314gel08_0009.xml 511 12,3000002 DAAAVKPTND - - 1.01 6,5E-10 2 1869,90698 1869,9054 0,0017 0,90913695
1 2378111|2314gel08_0009.xml 513 12,3299999 AFDAATTTDK - - 1.01 8,9E-05 2 1040,48877 1040,48987 -0,0011 -1,05719435
1 2378111|2314gel08_0009.xml 515 12,3599997 DAAAVKPTND - - 1.01 4,1E-05 3 1869,90283 1869,9054 -0,0025 -1,33696592
1 gel08_0009.xml 544 12,79 DWNAAATK  2 2 1.01 1.02 0,0071 2 876,421326 876,421387 -1E-04 -0,11410036
1 2378111|2314gel08_0009.xml 583 13,3599997 AAQVNNTLST - - 1.01 9,5E-09 2 1475,74622 1475,74524 0,001 0,67762375
1 2378111|2314gel08_0009.xml 630 14,04 KDADGNFIPV - - 1.01 0,04 2 1203,63599 1203,63721 -0,0012 -0,99697822
1 2378111|2314gel08_0009.xml 658 14,4300003 AVYPAVQGQ - - 1.01 1,6E-06 2 1244,69946 1244,7002 -0,0007 -0,56238443
1 2378111|2314gel08_0009.xml 685 14,8100004 ITALDPTNVT  - - 1.01 6,6E-05 2 1172,65173 1172,65259 -0,0008 -0,68221396
1 2378111|2314gel08_0009.xml 701 15,04 LTVSGTEINY  - - 1.01 3,1E-08 2 1424,72607 1424,72717 -0,0011 -0,77207762
1 gel08_0009.xml 706 15,1099997 TPHATVVSYN 2 2 1.01 1.02 1,1E-06 2 1822,93225 1822,93384 -0,0015 -0,82284939
1 gel08_0009.xml 710 15,1700001 TPHATVVSYN 2 2 1.01 1.02 1,8E-05 3 1822,93335 1822,93384 -0,0004 -0,2194265
1 2378111|2314gel08_0009.xml 741 15,6400003 DADGNFIPVK - - 1.01 0,00034 2 1075,54187 1075,54236 -0,0004 -0,37190539
1 gel08_0009.xml 745 15,6999998 AIYVVLDK  2 2 1.01 1.02 0,00094 2 920,545532 920,545593 -1E-04 -0,10863122
1 2378111|2314gel08_0009.xml 750 15,7700005 AYNGTLTLTAM19:+15.9949- - 1.01 1,1E-06 3 2584,27246 2584,2749 -0,0024 -0,92869377
1 gel08_0009.xml 753 15,8199997 ATVVSYNYG  2 2 1.01 1.02 2,3E-09 2 1487,77515 1487,77454 0,0007 0,47050139
1 2378111|2314gel08_0009.xml 755 15,8500004 IALSSSEDNV - - 1.01 5,6E-08 2 1785,93481 1785,93445 0,0003 0,1679793
1 2378111|2314gel08_0009.xml 758 15,8900003 LVSDATQKED - - 1.01 1,8E-05 3 2173,06543 2173,06641 -0,0009 -0,41416129
1 2378111|2314gel08_0009.xml 759 15,9099998 LVSDATQKED - - 1.01 3,1E-06 2 2173,0647 2173,06641 -0,0016 -0,7362867
1 970551|96670gel08_0009.xml 762 15,96 IALSSSNDEV - - 1.02 0,038 3 1785,93384 1785,93445 -0,0007 -0,39195165
1 gel08_0009.xml 777 16,1800003 AFYVNLGDAS 2 2 1.01 1.02 0,0002 2 1184,59521 1184,59497 0,0002 0,16883408
1 2378111|2314gel08_0009.xml 797 16,4799995 EDYFSVNTDL - - 1.01 0,00024 2 1330,61584 1330,61658 -0,0007 -0,52607191
1 gel08_0009.xml 814 16,7399998 AQSALIPVTLT 2 2 1.01 1.02 2,6E-05 2 1241,74744 1241,74683 0,0007 0,56372195
1 gel08_0009.xml 815 16,7600002 LLSAPYEGSL 2 2 1.01 1.02 1,6E-05 2 1375,78455 1375,78357 0,001 0,72685856
1 gel08_0009.xml 839 17,1200008 MPVANFINFGM1:+15.9949 2 2 1.01 1.02 1,4E-07 2 1253,63562 1253,63513 0,0005 0,39884013
1 2378111|2314gel08_0009.xml 850 17,2900009 ELNYFVDAEN - - 1.01 5E-05 2 1454,71887 1454,71655 0,0023 1,58106399
1 gel08_0009.xml 854 17,3500004 ATDFNTVYCCC9:+57.0215 - 2 2 1.01 1.02 5,7E-09 2 1688,70764 1688,70874 -0,0011 -0,65138531
1 gel08_0009.xml 858 17,4099998 EVPNTLPEGF 2 2 1.01 1.02 0,003 2 1458,76086 1458,75916 0,0018 1,23392546
1 gel08_0009.xml 863 17,5 VFAVNYDGT  2 2 1.01 1.02 5,5E-10 2 1709,83862 1709,8385 0,0002 0,11697011
1 2378111|2314gel08_0009.xml 876 17,7000008 QILFAAQVNN - - 1.01 1,2E-11 2 1977,03845 1977,04041 -0,0019 -0,96103245
1 gel08_0009.xml 879 17,75 SAINDIIGFR  2 2 1.01 1.02 0,00034 2 1105,6001 1105,60046 -0,0003 -0,27134579
1 gel08_0009.xml 883 17,8099995 AANESGLWN 2 2 1.01 1.02 1,3E-05 2 1629,86035 1629,85986 0,0005 0,30677485
1 gel08_0009.xml 901 18,0900002 ENVPSTLTVTC11:+57.0215 2 2 1.01 1.02 0,00066 3 2647,32837 2647,32886 -0,0004 -0,15109569
1 gel08_0009.xml 912 18,25 MPVANFINFG 2 2 1.01 1.02 0,0012 2 1237,6394 1237,64026 -0,0008 -0,64639133
1 gel08_0009.xml 937 18,6499996 SAINDIIGFR  2 2 1.01 1.02 0,0065 2 1105,59949 1105,60046 -0,0009 -0,81403726
1 2378111|2314gel08_0009.xml 1025 19,8700008 YVTSSYDLTL - - 1.01 1,1E-10 2 1937,91541 1937,91724 -0,0017 -0,87723041
1 2378111|2314gel08_0009.xml 1112 20,8099995 QILFAAQVNNQ1:-17.0265 - - 1.01 8,9E-10 2 1960,01111 1960,01392 -0,0027 -1,3775413

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2378111|2314gel09_0009.xml 580 11,6499996 LADSQYNAD  - - 1.01 0,0038 2 1124,51685 1124,52234 -0,0054 -4,80203867
1 2378111|2314gel09_0009.xml 583 11,6999998 VVATMNVSMM5:+15.9949 - - 1.01 1,9E-05 2 1212,58875 1212,59668 -0,0079 -6,51494408
1 2378111|2314gel09_0009.xml 585 11,7200003 AFDAATTTDK - - 1.01 5,7E-05 2 1326,65027 1326,65405 -0,0037 -2,78897119
1 2378111|2314gel09_0009.xml 602 11,9700003 AAAVKPTNDN - - 1.01 4E-06 2 1754,87769 1754,87842 -0,0007 -0,39888799
1 2378111|2314gel09_0009.xml 636 12,4099998 DAAAVKPTND - - 1.01 1,3E-05 3 1869,9054 1869,9054 1E-04 0,05347864
1 2378111|2314gel09_0009.xml 638 12,4399996 DAAAVKPTND - - 1.01 3,7E-10 2 1869,90393 1869,9054 -0,0014 -0,74870092
1 2378111|2314gel09_0009.xml 642 12,5 AFDAATTTDK - - 1.01 0,00022 2 1040,48962 1040,48987 -0,0002 -0,19221714
1 2378111|2314gel09_0009.xml 713 13,5 AAQVNNTLST - - 1.01 1,2E-09 2 1475,74451 1475,74524 -0,0007 -0,47433659
1 2378111|2314gel09_0009.xml 767 14,2399998 KDADGNFIPV - - 1.01 0,044 2 1203,63708 1203,63721 -1E-04 -0,08308151
1 2378111|2314gel09_0009.xml 794 14,6099997 AVYPAVQGQ - - 1.01 2,2E-06 2 1244,7002 1244,7002 1E-04 0,08034062
1 2378111|2314gel09_0009.xml 821 14,96 ITALDPTNVT  - - 1.01 6,6E-05 2 1172,65039 1172,65259 -0,0021 -1,79081166
1 2378111|2314gel09_0009.xml 837 15,1899996 LTVSGTEINY  - - 1.01 2,1E-08 2 1424,72314 1424,72717 -0,004 -2,8075552
1 gel09_0009.xml 847 15,3299999 TPHATVVSYN 2 2 1.01 1.02 8,6E-06 3 1822,93152 1822,93384 -0,0023 -1,26170242
1 gel09_0009.xml 849 15,3599997 TPHATVVSYN 2 2 1.01 1.02 1,1E-06 2 1822,92993 1822,93384 -0,0038 -2,08455181
1 2378111|2314gel09_0009.xml 852 15,4099998 LTNIPADFSK  - - 1.01 0,0036 2 1105,58728 1105,58923 -0,0019 -1,71854055
1 2378111|2314gel09_0009.xml 877 15,7700005 DADGNFIPVK - - 1.01 0,0013 2 1075,54199 1075,54236 -0,0002 -0,18595269
1 2378111|2314gel09_0009.xml 891 15,96 AYNGTLTLTAM19:+15.9949- - 1.01 7,8E-09 3 2584,27051 2584,2749 -0,0044 -1,70260525
1 gel09_0009.xml 892 15,9799995 ATVVSYNYG  2 2 1.01 1.02 2,5E-09 2 1487,77539 1487,77454 0,001 0,67214489
1 2378111|2314gel09_0009.xml 895 16,0200005 IALSSSEDNV - - 1.01 1,3E-09 2 1785,93164 1785,93445 -0,0029 -1,6237998
1 2378111|2314gel09_0009.xml 899 16,0799999 LVSDATQKED - - 1.01 7,1E-05 3 2173,06567 2173,06641 -0,0007 -0,32212543
1 970551|96670gel09_0009.xml 900 16,1000004 IALSSSNDEV - - 1.02 0,0015 3 1785,93433 1785,93445 -0,0002 -0,11198619
1 2378111|2314gel09_0009.xml 904 16,1599998 LVSDATQKED - - 1.01 4,8E-06 2 2173,06274 2173,06641 -0,0036 -1,65664518
1 gel09_0009.xml 917 16,3400002 AFYVNLGDAS 2 2 1.01 1.02 0,00029 2 1184,5946 1184,59497 -0,0004 -0,33766815
1 gel09_0009.xml 934 16,5799999 AFYVNLGDAS 2 2 1.01 1.02 1,3E-07 2 1299,61914 1299,62195 -0,0028 -2,15447259
1 2378111|2314gel09_0009.xml 936 16,6000004 STANLTNIPA  - - 1.01 5,1E-06 2 1478,74927 1478,74902 0,0003 0,20287418
1 2378111|2314gel09_0009.xml 940 16,6599998 EDYFSVNTDL - - 1.01 1,4E-05 2 1330,61584 1330,61658 -0,0007 -0,52607191
1 gel09_0009.xml 959 16,9400005 AQSALIPVTLT 2 2 1.01 1.02 7E-05 2 1241,74646 1241,74683 -0,0003 -0,24159516
1 gel09_0009.xml 960 16,9500008 LLSAPYEGSL 2 2 1.01 1.02 0,00045 2 1375,78284 1375,78357 -0,0007 -0,50880092
1 gel09_0009.xml 983 17,2900009 MPVANFINFGM1:+15.9949 2 2 1.01 1.02 5,2E-07 2 1253,63379 1253,63513 -0,0013 -1,03698432
1 2378111|2314gel09_0009.xml 992 17,4200001 ELNYFVDAEN - - 1.01 0,00016 2 1454,71619 1454,71655 -0,0004 -0,27496764
1 gel09_0009.xml 1000 17,5499992 ATDFNTVYCCC9:+57.0215 - 2 2 1.01 1.02 6,9E-08 2 1688,70837 1688,70874 -0,0003 -0,17765054
1 gel09_0009.xml 1007 17,6499996 VFAVNYDGT  2 2 1.01 1.02 2E-09 2 1709,83801 1709,8385 -0,0005 -0,29242527
1 2378111|2314gel09_0009.xml 1021 17,8700008 QILFAAQVNN - - 1.01 1,7E-10 2 1977,0376 1977,04041 -0,0028 -1,41625834
1 2378111|2314gel09_0009.xml 1022 17,8899994 QILFAAQVNN - - 1.01 0,00098 3 1977,03918 1977,04041 -0,0012 -0,60696787
1 gel09_0009.xml 1024 17,9200001 SAINDIIGFR  2 2 1.01 1.02 0,0004 2 1105,60059 1105,60046 0,0002 0,18089718
1 gel09_0009.xml 1047 18,2700005 ENVPSTLTVTC11:+57.0215 2 2 1.01 1.02 0,038 3 2647,3374 2647,32886 0,0086 3,24855757
1 gel09_0009.xml 1057 18,3899994 MPVANFINFG 2 2 1.01 1.02 4,2E-05 2 1237,63916 1237,64026 -0,001 -0,8079893
1 gel09_0009.xml 1059 18,4200001 EVPNTLPEGF 2 2 1.01 1.02 0,031 2 1102,5415 1102,54187 -0,0004 -0,36279801
1 gel09_0009.xml 1105 19,0599995 VFAVNYDGT  2 2 1.01 1.02 0,021 2 1312,64221 1312,64246 -1E-04 -0,0761822
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peptides

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 411917|41061gel08_0011.xml 574 13,29 AIDAHTAGEFC11:+57.0215- - 1.01 8,9E-10 2 1347,61096 1347,61145 -0,0004 -0,29682145
1 411917|41061gel08_0011.xml 579 13,3599997 GHHDMFGAYM5:+15.9949 - - 1.01 2,6E-06 2 1050,40808 1050,41016 -0,0021 -1,99921894
1 411917|41061gel08_0011.xml 600 13,6700001 IYESFMGTK M6:+15.9949 - - 1.01 0,0089 2 1091,50635 1091,50818 -0,0018 -1,64909434
1 411917|41061gel08_0011.xml 614 13,8699999 AIDAHTAGEFC11:+57.0215- - 1.01 9,3E-05 2 1347,60803 1347,61145 -0,0034 -2,52298236
1 411917|41061gel08_0011.xml 646 14,3299999 TALMLEPR M4:+15.9949 - - 1.01 0,031 2 946,501892 946,502991 -0,0012 -1,26782489
1 411917|41061gel08_0011.xml 713 15,29 IVYSGFPKPE - - 1.01 1,4E-08 2 1903,98792 1903,9917 -0,0037 -1,9432857
1 411917|41061gel08_0011.xml 734 15,6099997 LGLVDEINEK - - 1.01 0,03 2 1129,61035 1129,61035 0 0
1 411917|41061gel08_0011.xml 736 15,6300001 NVVIFGEGSA - - 1.01 2,5E-05 2 1263,6322 1263,63318 -0,001 -0,79136896
1 411917|41061gel08_0011.xml 745 15,7700005 IVYSGFPKPE - - 1.01 0,012 3 1903,98926 1903,9917 -0,0024 -1,26050973
1 411917|41061gel08_0011.xml 768 16,0900002 LGLVDEINEK - - 1.01 0,00041 2 1129,60999 1129,61035 -0,0003 -0,2655783
1 411917|41061gel08_0011.xml 776 16,2099991 NVVIFGEGSA - - 1.01 0,0004 2 1263,63086 1263,63318 -0,0023 -1,82014859
1 411917|41061gel08_0011.xml 789 16,3999996 TIGAVTVAVEM13:+15.9949- - 1.01 0,0017 2 1691,88672 1691,88879 -0,0021 -1,2412163
1 411917|41061gel08_0011.xml 806 16,6700001 INLDRFEASF  - - 1.01 0,0006 2 1339,69849 1339,70093 -0,0024 -1,79144466
1 411917|41061gel08_0011.xml 817 16,8400002 CTIGAVTVAVC1:+57.0215 -- - 1.01 1,4E-08 2 1851,9176 1851,91956 -0,0018 -0,97196448
1 411917|41061gel08_0011.xml 864 17,5900002 VGEPFIYESFM11:+15.9949- - 1.01 4,1E-07 2 1620,75928 1620,76184 -0,0025 -1,54248452
1 411917|41061gel08_0011.xml 899 18,1399994 VGEPFIYESFM11:+15.9949- - 1.01 5,2E-05 2 1620,76355 1620,76184 0,0018 1,11058891
1 411917|41061gel08_0011.xml 905 18,2199993 LTGEATYAID  - - 1.01 1,3E-05 2 1716,90771 1716,90588 0,0019 1,10664189
1 411917|41061gel08_0011.xml 918 18,4300003 LDITSVDLIEF - - 1.01 5,3E-06 3 2603,31128 2603,3103 0,0009 0,34571368
1 411917|41061gel08_0011.xml 926 18,5499992 VLGVTLENVP - - 1.01 0,035 3 2130,19678 2130,19629 0,0006 0,28166419
1 411917|41061gel08_0011.xml 927 18,5699997 VLGVTLENVP - - 1.01 2,6E-08 2 2130,19482 2130,19629 -0,0013 -0,61027241
1 411917|41061gel08_0011.xml 941 18,7700005 EPYTEVVLEA - - 1.01 2,9E-06 2 1756,9491 1756,94836 0,0007 0,39841807
1 411917|41061gel08_0011.xml 942 18,7900009 EPYTEVVLEA - - 1.01 1,3E-05 3 1756,95667 1756,94836 0,0082 4,6671834
1 411917|41061gel08_0011.xml 978 19,2999992 LDITSVDLIEF - - 1.01 1,6E-05 3 2447,20654 2447,20923 -0,0027 -1,10329759
1 411917|41061gel08_0011.xml 979 19,3199997 EPYTEVVLEA - - 1.01 0,034 3 1756,94495 1756,94836 -0,0035 -1,99209058
1 411917|41061gel08_0011.xml 984 19,3899994 LDITSVDLIEF - - 1.01 1,2E-07 2 2447,20313 2447,20923 -0,0061 -2,49263525
1 411917|41061gel08_0011.xml 1035 20,0200005 VLGVTLENVP - - 1.01 2E-07 2 1662,9469 1662,9469 0 0
1 411917|41061gel08_0011.xml 1134 20,9500008 EPYTEVVLEAE1:-18.0106 - - 1.01 0,015 2 1738,93347 1738,93774 -0,0043 -2,47277403
1 411917|41061gel08_0011.xml 1250 22,0300007 AVIPLITGTAY - - 1.01 7,9E-08 3 2816,5271 2816,53369 -0,0066 -2,34330583

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 411917|41061gel09_0011.xml 690 13,3100004 AIDAHTAGEFC11:+57.0215- - 1.01 1,8E-09 2 1347,61047 1347,61145 -0,0009 -0,66784829
1 411917|41061gel09_0011.xml 703 13,5 GHHDMFGAYM5:+15.9949 - - 1.01 0,0048 2 1050,4093 1050,41016 -0,0009 -0,85680813
1 411917|41061gel09_0011.xml 713 13,6300001 IYESFMGTK M6:+15.9949 - - 1.01 0,0086 2 1091,50732 1091,50818 -0,0008 -0,73293078
1 411917|41061gel09_0011.xml 760 14,3000002 TALMLEPR M4:+15.9949 - - 1.01 0,029 2 946,502747 946,502991 -0,0003 -0,31695622
1 411917|41061gel09_0011.xml 830 15,2700005 IVYSGFPKPE - - 1.01 0,024 3 1903,98376 1903,9917 -0,0079 -4,14917755
1 411917|41061gel09_0011.xml 833 15,3199997 IVYSGFPKPE - - 1.01 6,4E-09 2 1903,98938 1903,9917 -0,0022 -1,15546715
1 411917|41061gel09_0011.xml 854 15,6199999 NVVIFGEGSA - - 1.01 4,8E-05 2 1263,63135 1263,63318 -0,0018 -1,42446399
1 411917|41061gel09_0011.xml 855 15,6400003 LGLVDEINEK - - 1.01 0,0077 2 1129,60901 1129,61035 -0,0013 -1,15083933
1 411917|41061gel09_0011.xml 891 16,1399994 LGLVDEINEK - - 1.01 0,00031 2 1129,60876 1129,61035 -0,0015 -1,32789147
1 411917|41061gel09_0011.xml 893 16,1700001 NVVIFGEGSA - - 1.01 3,2E-05 2 1263,63269 1263,63318 -0,0005 -0,39568448
1 411917|41061gel09_0011.xml 940 16,8500004 INLDRFEASF  - - 1.01 0,00044 2 1339,70203 1339,70093 0,0012 0,89572233
1 411917|41061gel09_0011.xml 957 17,1000004 ALVDTDKLGL - - 1.01 0,00011 3 1871,9978 1871,99646 0,0013 0,69444579
1 411917|41061gel09_0011.xml 961 17,1599998 ALVDTDKLGL - - 1.01 0,00014 2 1871,99304 1871,99646 -0,0034 -1,81624269
1 411917|41061gel09_0011.xml 992 17,6499996 VGEPFIYESFM11:+15.9949- - 1.01 2,2E-07 2 1620,76221 1620,76184 0,0004 0,2467975
1 411917|41061gel09_0011.xml 995 17,7000008 VGEPFIYESFM11:+15.9949- - 1.01 4,7E-06 3 1620,76172 1620,76184 -1E-04 -0,06169938
1 411917|41061gel09_0011.xml 1037 18,3299999 LTGEATYAID  - - 1.01 2,2E-07 2 1716,90442 1716,90588 -0,0014 -0,81542033
1 411917|41061gel09_0011.xml 1051 18,5400009 LDITSVDLIEF - - 1.01 2,8E-07 3 2603,30884 2603,3103 -0,0015 -0,57618952
1 411917|41061gel09_0011.xml 1062 18,6900005 VLGVTLENVP - - 1.01 0,0012 3 2130,198 2130,19629 0,0017 0,7980485
1 411917|41061gel09_0011.xml 1063 18,7099991 VLGVTLENVP - - 1.01 3,5E-08 2 2130,20337 2130,19629 0,0072 3,37997007
1 411917|41061gel09_0011.xml 1072 18,8299999 EPYTEVVLEA - - 1.01 0,0021 3 1756,94727 1756,94836 -0,0011 -0,62608558
1 411917|41061gel09_0011.xml 1073 18,8500004 EPYTEVVLEA - - 1.01 8,9E-06 2 1756,95129 1756,94836 0,0029 1,65058923
1 411917|41061gel09_0011.xml 1102 19,25 VLGVTLENVP - - 1.01 0,032 3 2130,19287 2130,19629 -0,0034 -1,59609699
1 411917|41061gel09_0011.xml 1109 19,3600006 LDITSVDLIEF - - 1.01 4,4E-05 3 2447,20728 2447,20923 -0,002 -0,81725752
1 411917|41061gel09_0011.xml 1119 19,5 EPYTEVVLEA - - 1.01 0,003 3 1756,94458 1756,94836 -0,0038 -2,16284108
1 411917|41061gel09_0011.xml 1163 20,1299992 VLGVTLENVP - - 1.01 7,4E-06 2 1662,95068 1662,9469 0,0038 2,28509998
1 411917|41061gel09_0011.xml 1251 20,9699993 EPYTEVVLEAE1:-18.0106 - - 1.01 1,1E-05 2 1738,93103 1738,93774 -0,0068 -3,91043329
1 411917|41061gel09_0011.xml 1361 22,0100002 AVIPLITGTAY - - 1.01 1,5E-07 3 2816,54004 2816,53369 0,0064 2,27229667

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 411917|41061gel10_0011.xml 808 18,1800003 IVYSGFPKPE - - 3.01 6,2E-08 2 1903,99011 1903,9917 -0,0015 -0,78781855
1 411917|41061gel10_0011.xml 835 18,6000004 NVVIFGEGSA - - 3.01 0,00023 2 1263,63293 1263,63318 -0,0002 -0,15827377
1 411917|41061gel10_0011.xml 853 18,8799992 LGLVDEINEK - - 3.01 0,00066 2 1129,60986 1129,61035 -0,0004 -0,3541044

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 411917|41061gel12_0011.xml 826 16,6900005 IYESFMGTK M6:+15.9949 - - 1.01 0,0038 2 1091,50586 1091,50818 -0,0023 -2,1071763
1 411917|41061gel12_0011.xml 896 17,6900005 TALMLEPR M4:+15.9949 - - 1.01 0,048 2 946,501526 946,502991 -0,0015 -1,58478105
1 411917|41061gel12_0011.xml 990 18,9599991 NVVIFGEGSA - - 1.01 4,7E-05 2 1263,63318 1263,63318 0 0
1 411917|41061gel12_0011.xml 1010 19,2199993 LGLVDEINEK - - 1.01 0,0061 2 1129,61304 1129,61035 0,0027 2,39020491
1 411917|41061gel12_0011.xml 1186 21,7099991 VLGVTLENVP - - 1.01 0,0048 3 2130,19189 2130,19629 -0,0043 -2,01859355
1 411917|41061gel12_0011.xml 1189 21,75 EPYTEVVLEA - - 1.01 0,0042 3 1756,95203 1756,94836 0,0037 2,10592413

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel01_0012.xml 296 13,8299999 VATHDGEVC C9:+57.0215 2 3 1.01 1.02 0,00019 2 1283,6084 1283,60535 0,0032 2,49297786
1 gel01_0012.xml 361 14,75 SVSTDSHFVH 2 3 1.01 1.02 9,2E-05 2 1243,60754 1243,60706 0,0006 0,48246756
1 gel01_0012.xml 490 16,5300007 AWHDASESIR 2 3 1.01 1.02 0,0043 2 1171,55042 1171,54956 0,001 0,85357046
1 721223|71884gel01_0012.xml 529 17,0499992 VQAFHNGEF  - - 1.01 0,00017 2 1176,57922 1176,58008 -0,0008 -0,67993671
1 gel01_0012.xml 583 17,7700005 KVEAAQFVAT 2 3 1.01 1.02 0,0014 2 1200,64172 1200,63757 0,0042 3,49814129
1 gel01_0012.xml 613 18,1700001 GAETLKPSID 2 3 1.01 1.02 0,0052 2 1030,54163 1030,54187 -0,0003 -0,291109
1 721223|71884gel01_0012.xml 627 18,3700008 LAEIQDNSIG  - - 1.01 1E-04 2 1215,63281 1215,63318 -0,0004 -0,32904664
1 721223|71884gel01_0012.xml 632 18,4400005 LADPTGALSR - - 1.01 0,00072 2 1000,5434 1000,5426 0,0008 0,79956615
1 gel01_0012.xml 647 18,6499996 GTFVVNPEG  2 3 1.01 1.03 0,0014 2 1047,54688 1047,54736 -0,0004 -0,38184431
1 721223|71884gel01_0012.xml 670 18,9500008 EMGVEVYSVM2:+15.9949 - - 1.01 6,6E-05 2 1555,65613 1555,65845 -0,0023 -1,47847366
1 gel01_0012.xml 689 19,2199993 VEAAQFVATHC15:+57.0215 2 3 1.01 1.02 3,7E-12 2 1928,91553 1928,91748 -0,0019 -0,98500848
1 gel01_0012.xml 721 19,6700001 TLKPSIDLVG  2 3 1.01 1.02 0,016 2 1170,70679 1170,70972 -0,0028 -2,39171147
1 gel01_0012.xml 755 20,1499996 GAETLKPSID 2 3 1.01 1.02 3,2E-06 2 1427,80896 1427,81079 -0,0018 -1,26067114
1 721223|71884gel01_0012.xml 819 21,0300007 AFGVMIEEDGM5:+15.9949 - - 1.01 0,00097 2 1677,72339 1677,7251 -0,0017 -1,01327693
1 721223|71884gel01_0012.xml 825 21,1100006 AFGVMIEEDGM5:+15.9949 - - 1.01 4,9E-10 2 1620,70264 1620,70374 -0,001 -0,61701596
1 721223|71884gel01_0012.xml 853 21,4799995 MEPIINSQVP M1:+15.9949 - - 1.01 2,8E-05 2 1547,7771 1547,77783 -0,0007 -0,45226127
1 711322|70896gel01_0012.xml 885 21,8899994 AFGVMIEEEGM5:+15.9949 - - 1.02 2,9E-06 2 1634,72095 1634,71936 0,0017 1,03993392
1 1774462|1766gel01_0012.xml 926 22,4599991 KETLKPSLDL - - 1.03 0,0024 2 1540,89258 1540,8949 -0,0023 -1,49263918
1 721223|71884gel01_0012.xml 928 22,4899998 ITYPMLADPTM5:+15.9949 - - 1.01 5,5E-06 2 1621,82312 1621,82581 -0,0027 -1,66479039
1 721223|71884gel01_0012.xml 1019 23,75 ITYPMLADPT - - 1.01 3,4E-05 2 1605,83398 1605,83093 0,0031 1,93046486
1 721223|71884gel01_0012.xml 1117 25,0200005 ITYPMLADPTM5:+15.9949 - - 1.01 0,0069 2 1378,69312 1378,69275 0,0005 0,3626624

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 721223|71884gel10_0012.xml 672 15,9099998 VQAFHNGEF  - - 1.01 0,0027 2 1176,57886 1176,58008 -0,0012 -1,01990509
1 721223|71884gel10_0012.xml 731 16,7700005 LAEIQDNSIG  - - 1.01 0,00015 2 1215,63257 1215,63318 -0,0006 -0,49356997
1 721223|71884gel10_0012.xml 754 17,1100006 GTFVVNPEG  - - 1.01 0,0068 2 1047,5459 1047,54736 -0,0014 -1,33645511
1 721223|71884gel10_0012.xml 834 18,2999992 GAETLKPSID - - 1.01 9,1E-06 2 1427,80872 1427,81079 -0,0021 -1,47078311
1 721223|71884gel10_0012.xml 883 19,0499992 AFGVMIEEDGM5:+15.9949 - - 1.01 1E-09 2 1620,69995 1620,70374 -0,0037 -2,28295875
1 721223|71884gel10_0012.xml 902 19,3500004 MEPIINSQVP M1:+15.9949 - - 1.01 8,2E-06 2 1547,77539 1547,77783 -0,0024 -1,5506103
1 721223|71884gel10_0012.xml 950 20,0900002 ITYPMLADPTM5:+15.9949 - - 1.01 8E-07 2 1621,82739 1621,82581 0,0016 0,9865424

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 721223|71884gel11_0012.xml 667 14,6499996 SVSTDSHFVH - - 1.01 0,0038 2 1243,60095 1243,60706 -0,006 -4,82467508
1 721223|71884gel11_0012.xml 792 16,3600006 VQAFHNGEF  - - 1.01 0,048 2 1176,57947 1176,58008 -0,0005 -0,42496046
1 721223|71884gel11_0012.xml 853 17,2099991 LAEIQDNSIG  - - 1.01 0,00013 2 1215,62964 1215,63318 -0,0035 -2,87915802
1 721223|71884gel11_0012.xml 879 17,5900002 GTFVVNPEG  - - 1.01 0,007 2 1047,5459 1047,54736 -0,0014 -1,33645511
1 721223|71884gel11_0012.xml 958 18,7199993 GAETLKPSID - - 1.01 1,8E-05 2 1427,8103 1427,81079 -0,0005 -0,35018647
1 721223|71884gel11_0012.xml 1004 19,3999996 AFGVMIEEDGM5:+15.9949 - - 1.01 6,9E-11 2 1620,70117 1620,70374 -0,0025 -1,54253972
1 721223|71884gel11_0012.xml 1016 19,5799999 MEPIINSQVP M1:+15.9949 - - 1.01 2E-05 2 1547,77734 1547,77783 -0,0004 -0,25843501
1 721223|71884gel11_0012.xml 1067 20,3400002 ITYPMLADPTM5:+15.9949 - - 1.01 1,6E-05 2 1621,8208 1621,82581 -0,005 -3,08294511

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel12_0012.xml 747 15,7700005 AWHDASESIR 2 2 1.01 1.02 0,0036 2 1171,54944 1171,54956 0 0
1 721223|71884gel12_0012.xml 781 16,2700005 VQAFHNGEF  - - 1.01 4,4E-05 2 1176,58032 1176,58008 0,0003 0,25497627
1 721223|71884gel12_0012.xml 840 17,1100006 LAEIQDNSIG  - - 1.01 0,00014 2 1215,63306 1215,63318 -1E-04 -0,08226166
1 721223|71884gel12_0012.xml 861 17,4300003 GTFVVNPEG  - - 1.01 0,047 2 1047,54626 1047,54736 -0,001 -0,95461088
1 gel12_0012.xml 947 18,6800003 GAETLKPSID 2 2 1.01 1.02 1,1E-05 2 1427,80957 1427,81079 -0,0012 -0,84044749
1 721223|71884gel12_0012.xml 991 19,3199997 AFGVMIEEDGM5:+15.9949 - - 1.01 3,7E-10 2 1620,70532 1620,70374 0,0017 1,04892707
1 721223|71884gel12_0012.xml 1011 19,6299992 MEPIINSQVP M1:+15.9949 - - 1.01 3,4E-06 2 1547,77625 1547,77783 -0,0015 -0,96913129
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peptides

1 711322|70896gel12_0012.xml 1039 20,0400009 AFGVMIEEEGM5:+15.9949 - - 1.02 5,5E-08 2 1634,71777 1634,71936 -0,0015 -0,91758871
1 721223|71884gel12_0012.xml 1058 20,3400002 ITYPMLADPTM5:+15.9949 - - 1.01 6,6E-06 2 1621,8241 1621,82581 -0,0017 -1,04820144

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2893815|2791gel07_0013.xml 511 12,4499998 LYCQSVANR C3:+57.0215 - - 1.01 0,0076 2 1110,53577 1110,5365 -0,0007 -0,63032591
1 2893815|2791gel07_0013.xml 540 12,8999996 IIDDKGNVLHQ - - 1.01 0,003 2 1493,80737 1493,8075 -1E-04 -0,06694303
1 2893815|2791gel07_0013.xml 558 13,1800003 DKVSLENVSR - - 1.01 0,00096 2 1146,61292 1146,61182 0,0012 1,04656172
1 2893815|2791gel07_0013.xml 570 13,3500004 DNFLENHRPS - - 1.01 0,0012 2 1356,66492 1356,66589 -0,0009 -0,66339099
1 2893815|2791gel07_0013.xml 585 13,5699997 NYYTGDEHA  - - 1.01 5,9E-07 2 1537,72681 1537,72864 -0,0017 -1,10552657
1 2893815|2791gel07_0013.xml 589 13,6300001 VENSTLSTYT - - 1.01 0,00015 2 1270,62573 1270,62781 -0,002 -1,57402503
1 2893815|2791gel07_0013.xml 594 13,71 LQDSYDCIK C7:+57.0215 - - 1.01 7E-05 2 1141,52063 1141,51978 0,0009 0,78842258
1 2893815|2791gel07_0013.xml 607 13,8999996 TTDNTDYGSS - - 1.01 4,1E-08 2 1549,64392 1549,6405 0,0034 2,19405723
1 2893815|2791gel07_0013.xml 628 14,21 DNTDYGSSF  - - 1.01 1,4E-08 2 1347,54431 1347,54517 -0,0008 -0,5936721
1 2893815|2791gel07_0013.xml 724 15,6000004 DVMFYNSNIGM3:+15.9949 - - 1.01 1,4E-07 2 1374,63647 1374,63623 0,0003 0,21823956
1 2893815|2791gel07_0013.xml 731 15,6999998 TNINLNGNAL - - 1.01 1,1E-05 2 1362,71216 1362,71289 -0,0007 -0,51368117
1 2893815|2791gel07_0013.xml 750 15,9799995 LTDAFYISK  - - 1.01 0,027 2 1057,5564 1057,55688 -0,0004 -0,37823021
1 2893815|2791gel07_0013.xml 768 16,2399998 TGALYLDEDI  - - 1.01 0,00093 2 1237,63074 1237,63147 -0,0007 -0,56559646
1 2893815|2791gel07_0013.xml 800 16,7000008 MLSYDITPLGM1:+15.9949 - - 1.01 0,00011 2 1382,68872 1382,68762 0,0012 0,86787504
1 2893815|2791gel07_0013.xml 806 16,7999992 LTDAFYISKD  - - 1.01 4,7E-06 2 1576,7887 1576,78979 -0,001 -0,63419998
1 2893815|2791gel07_0013.xml 859 17,5699997 YNIYVVPLGK - - 1.01 0,023 2 1165,66223 1165,66199 0,0003 0,25736448
1 2893815|2791gel07_0013.xml 871 17,75 LDEIEYDGNFC11:+57.0215- - 1.01 0,0044 3 2182,08545 2182,08521 1E-04 0,04582772
1 2893815|2791gel07_0013.xml 895 18,1499996 EYGQIILSFK  - - 1.01 0,0014 2 1197,65112 1197,65186 -0,0007 -0,58447701

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2893815|2791gel11_0013.xml 627 12,5 IIDDKGNVLHQ - - 1.01 0,0064 2 1493,80603 1493,8075 -0,0014 -0,93720239
1 2893815|2791gel11_0013.xml 650 12,8299999 DNFLENHRPS - - 1.01 4,8E-05 2 1356,66479 1356,66589 -0,0011 -0,81081128
1 2893815|2791gel11_0013.xml 662 13,0100002 DKVSLENVSR - - 1.01 0,0016 2 1146,60999 1146,61182 -0,0017 -1,48262906
1 2893815|2791gel11_0013.xml 684 13,3100004 NYYTGDEHA  - - 1.01 1,4E-09 2 1537,72241 1537,72864 -0,0061 -3,96688986
1 2893815|2791gel11_0013.xml 691 13,3999996 VSLENVSR  - - 1.01 0,044 2 903,489624 903,489807 -0,0002 -0,22136386
1 2893815|2791gel11_0013.xml 702 13,5500002 VENSTLSTYT - - 1.01 6E-06 2 1270,62598 1270,62781 -0,0018 -1,41662252
1 2893815|2791gel11_0013.xml 711 13,6800003 LQDSYDCIK C7:+57.0215 - - 1.01 0,00036 2 1141,5188 1141,51978 -0,001 -0,8760252
1 2893815|2791gel11_0013.xml 723 13,8500004 TTDNTDYGSS - - 1.01 8,5E-08 2 1549,6377 1549,6405 -0,0028 -1,80687058
1 2893815|2791gel11_0013.xml 744 14,1400003 DNTDYGSSF  - - 1.01 4E-06 2 1347,54407 1347,54517 -0,0011 -0,8162992
1 2893815|2791gel11_0013.xml 845 15,5299997 TNINLNGNAL - - 1.01 1,1E-05 2 1362,71191 1362,71289 -0,0009 -0,66044724
1 2893815|2791gel11_0013.xml 868 15,8599997 LTDAFYISK  - - 1.01 0,0031 2 1057,5564 1057,55688 -0,0004 -0,37823021
1 2893815|2791gel11_0013.xml 884 16,0900002 TGALYLDEDI  - - 1.01 0,00065 2 1237,63025 1237,63147 -0,0012 -0,969594
1 2893815|2791gel11_0013.xml 916 16,5599995 MLSYDITPLGM1:+15.9949 - - 1.01 0,00067 2 1382,68677 1382,68762 -0,0008 -0,5785833
1 2893815|2791gel11_0013.xml 971 17,3600006 YNIYVVPLGK - - 1.01 0,016 2 1165,66235 1165,66199 0,0004 0,34315264
1 2893815|2791gel11_0013.xml 1001 17,8199997 TIDNTNNTFAM11:+15.9949- - 1.01 1,4E-09 2 2176,02393 2176,02319 0,0009 0,41359851
1 2893815|2791gel11_0013.xml 1007 17,8999996 EYGQIILSFK  - - 1.01 0,0085 2 1197,65173 1197,65186 0 0

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 365267|36406gel08_0016.xml 463 11,6999998 EEMTAVGTP M3:+15.9949 - - 2.02 0,00095 2 1106,51428 1106,51514 -0,0007 -0,6326167
1 365267|36406gel08_0016.xml 569 13,2700005 EEMTAVGTP M3:+15.9949 - - 2.02 0,022 2 1088,50366 1088,50452 -0,0008 -0,73495328
1 3142376|3037gel08_0016.xml 581 13,4499998 ILDVMTSSNDM5:+15.9949 - - 2.01 0,0046 2 1238,59045 1238,59375 -0,0032 -2,58357501
1 3142376|3037gel08_0016.xml 658 14,5600004 APYDNVDFR  - - 2.01 0,012 2 1096,50464 1096,50623 -0,0015 -1,36798131
1 3142376|3037gel08_0016.xml 693 15,0699997 APYDNVDFR  - - 2.01 0,0016 2 1096,50537 1096,50623 -0,0008 -0,72959
1 gel08_0016.xml 761 16,0499992 GEQFGEVAEM11:+15.9949 2 2 2.01 2.02 2,5E-05 3 2695,17896 2695,18311 -0,0042 -1,55833566
1 3142376|3037gel08_0016.xml 841 17,2900009 FGVTIWGND C10:+57.0215- - 2.01 0,00034 2 1324,61108 1324,61072 0,0004 0,30197552
1 gel08_0016.xml 873 17,7900009 GISQCDYYNTC5:+57.0215 2 2 2.01 2.02 2,3E-10 2 1980,89941 1980,90125 -0,0017 -0,85819525
1 3142376|3037gel08_0016.xml 898 18,1800003 IACWYNEFPYC3:+57.0215 -- - 2.01 2,1E-10 2 2323,96069 2323,96387 -0,0031 -1,33392775
1 3142376|3037gel08_0016.xml 933 18,7199993 AYDELGNWV - - 2.01 8,1E-08 2 1627,77441 1627,77551 -0,0011 -0,67576885
1 3142376|3037gel08_0016.xml 1061 20,3400002 ASCFPILTATSC3:+57.0215 -- - 2.01 9,1E-08 2 1918,88916 1918,89294 -0,0037 -1,92819512
1 3142376|3037gel08_0016.xml 1094 20,6399994 QMSMINNEV C13:+57.0215- - 2.01 1E-05 3 3373,51685 3373,51587 0,001 0,29642665

2 319340|31821gel08_0016.xml 521 12,5699997 NAEATEIIHK  - - 3.01 0,017 2 1125,58545 1125,59033 -0,0048 -4,26442909
2 319340|31821gel08_0016.xml 654 14,5 WNNAEATEII  - - 3.01 0,0073 2 1425,71094 1425,71252 -0,0015 -1,05210555
2 319340|31821gel08_0016.xml 798 16,6200008 IAIQDMPFIGFM6:+15.9949 - - 3.01 3,7E-07 2 1775,91663 1775,91528 0,0014 0,78832585
2 319340|31821gel08_0016.xml 800 16,6499996 IAIQDMPFIGFM6:+15.9949 - - 3.01 0,0006 3 1775,91321 1775,91528 -0,0021 -1,1824888
2 319340|31821gel08_0016.xml 801 16,6599998 VSATSDESYEM13:+15.9949- - 3.01 5,3E-11 2 1907,85559 1907,85828 -0,0027 -1,4151994
2 319340|31821gel08_0016.xml 834 17,1800003 VSATSDESYEM13:+15.9949- - 3.01 3,3E-06 2 1907,85754 1907,85828 -0,0007 -0,36690354
2 319340|31821gel08_0016.xml 1212 21,7000008 DLYSQINGW  - - 3.01 2,9E-11 2 2274,14209 2274,14038 0,0016 0,70356256

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 365267|36406gel09_0016.xml 601 11,6899996 EEMTAVGTP M3:+15.9949 - - 1.02 2,6E-06 2 1106,51367 1106,51514 -0,0014 -1,2652334
1 3142376|3037gel09_0016.xml 734 13,4899998 ILDVMTSSNDM5:+15.9949 - - 1.01 0,0008 2 1238,59277 1238,59375 -0,0009 -0,72663051
1 3142376|3037gel09_0016.xml 816 14,6199999 APYDNVDFR  - - 1.01 0,0036 2 1096,50452 1096,50623 -0,0017 -1,5503788
1 3142376|3037gel09_0016.xml 857 15,1400003 APYDNVDFR  - - 1.01 0,002 2 1096,50586 1096,50623 -0,0003 -0,27359626
1 gel09_0016.xml 930 16,1399994 GEQFGEVAEM11:+15.9949 2 2 1.01 1.02 9,2E-06 3 2695,17798 2695,18311 -0,0052 -1,9293679
1 gel09_0016.xml 1052 17,9200001 GISQCDYYNTC5:+57.0215 2 2 1.01 1.02 3,1E-10 2 1980,89954 1980,90125 -0,0016 -0,80771315
1 3142376|3037gel09_0016.xml 1111 18,7900009 AYDELGNWV - - 1.01 3E-05 2 1627,77637 1627,77551 0,0009 0,5529018

2 319340|31821gel09_0016.xml 679 12,7299995 NNAEATEIIHK - - 2.01 0,003 2 1239,63062 1239,63318 -0,0026 -2,0973947
2 319340|31821gel09_0016.xml 973 16,7099991 VSATSDESYEM13:+15.9949- - 2.01 2,5E-13 2 1907,85547 1907,85828 -0,0028 -1,46761417
2 319340|31821gel09_0016.xml 977 16,7800007 IAIQDMPFIGFM6:+15.9949 - - 2.01 0,00038 3 1775,91174 1775,91528 -0,0036 -2,02712369
2 319340|31821gel09_0016.xml 979 16,8099995 IAIQDMPFIGFM6:+15.9949 - - 2.01 0,00036 2 1775,91089 1775,91528 -0,0044 -2,47759557

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 3004512|2900gel02_0017.xml 505 11,8999996 TKEEAHSKPG - - 1.01 6,3E-06 2 1905,97253 1905,97815 -0,0056 -2,9381237
1 3004512|2900gel02_0017.xml 627 13,6499996 NGESYYIAR  - - 1.01 1,5E-05 2 1072,50562 1072,50623 -0,0006 -0,55943733
1 3004512|2900gel02_0017.xml 702 14,6999998 VDATLVATLN - - 1.01 0,00071 2 1272,74731 1272,75256 -0,0052 -4,0856328
1 3004512|2900gel02_0017.xml 725 15,0200005 VTVGTNSTSN - - 1.01 1E-10 2 2391,10669 2391,1062 0,0004 0,16728659
1 3004512|2900gel02_0017.xml 754 15,4499998 AADQEPTTLV - - 1.01 0,00013 2 1413,75757 1413,75879 -0,0012 -0,84880114
1 3004512|2900gel02_0017.xml 755 15,46 GFYMANAPEM4:+15.9949 - - 1.01 9,7E-07 2 1290,58154 1290,58276 -0,0012 -0,92981255
1 3004512|2900gel02_0017.xml 763 15,5799999 KLGLDVTNGV - - 1.01 0,0054 2 1313,77771 1313,77917 -0,0014 -1,06562817
1 3004512|2900gel02_0017.xml 782 15,8599997 VDATLVATLN - - 1.01 0,00038 2 1144,65698 1144,65759 -0,0006 -0,52417427
1 3004512|2900gel02_0017.xml 806 16,2000008 ANLIAQITSK  - - 1.01 0,0065 2 1058,62219 1058,62085 0,0014 1,32247531
1 3004512|2900gel02_0017.xml 829 16,5400009 ATYIPSVLSST - - 1.01 1,3E-08 2 1698,84399 1698,84375 0,0004 0,23545425
1 3004512|2900gel02_0017.xml 839 16,7099991 LGLDVTNGVG - - 1.01 7,3E-05 2 1185,68494 1185,6842 0,0008 0,67471594
1 3004512|2900gel02_0017.xml 957 18,5100002 ATVGENGDY - - 1.01 5,1E-07 2 1839,94836 1839,9491 -0,0007 -0,3804453
1 3004512|2900gel02_0017.xml 968 18,6800003 VYWGIDPNYSM11:+15.9949- - 1.01 4,9E-08 2 2128,99976 2129,00122 -0,0014 -0,65758532

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 3004512|2900gel07_0017.xml 694 15,1000004 VTVGTNSTSN - - 1.01 1,7E-08 2 2391,09204 2391,10596 -0,014 -5,85503149
1 3004512|2900gel07_0017.xml 730 15,6199999 AADQEPTTLV - - 1.01 6,3E-05 2 1413,75781 1413,75879 -0,001 -0,70733428
1 3004512|2900gel07_0017.xml 731 15,6400003 GFYMANAPEM4:+15.9949 - - 1.01 7,5E-07 2 1290,5824 1290,58276 -0,0003 -0,23245314
1 3004512|2900gel07_0017.xml 759 16,0499992 VDATLVATLN - - 1.01 0,0057 2 1144,65747 1144,65759 -1E-04 -0,08736236
1 3004512|2900gel07_0017.xml 815 16,8400002 ATYIPSVLSST - - 1.01 2,9E-08 2 1698,84058 1698,84375 -0,003 -1,76590693
1 3004512|2900gel07_0017.xml 821 16,9200001 LGLDVTNGVG - - 1.01 3,4E-05 2 1185,68457 1185,6842 0,0004 0,33735797
1 3004512|2900gel07_0017.xml 947 18,8500004 ATVGENGDY - - 1.01 1,7E-06 2 1839,94702 1839,9491 -0,0021 -1,14133596

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel08_0017.xml 440 11,3199997 SKPGTTVHVE 3 3 1.01 1.02 1.03 0,037 2 1210,65369 1210,6543 -0,0006 -0,49559981
1 gel08_0017.xml 443 11,3699999 PGTTVHVER  3 3 1.01 1.02 1.03 8,4E-05 2 995,526855 995,527283 -0,0005 -0,50224644
1 gel08_0017.xml 455 11,5500002 EEAHSKPGTT 2 3 1.01 1.02 0,00012 2 1676,83594 1676,83545 0,0005 0,29818073
1 gel08_0017.xml 465 11,71 EEAHSKPGTTE1:-18.0106 2 3 1.01 1.02 1E-04 2 1658,82532 1658,82495 0,0004 0,24113452
1 gel08_0017.xml 467 11,7399998 TKEEAHSKPG 2 3 1.01 1.02 1,6E-06 2 1905,98303 1905,97815 0,0049 2,57085848
1 gel08_0017.xml 470 11,79 TKEEAHSKPG 2 3 1.01 1.02 0,00088 3 1905,97754 1905,97815 -0,0006 -0,31479898
1 gel08_0017.xml 502 12,2700005 TKEEAHSKPG 2 3 1.01 1.02 3,5E-07 2 1905,97693 1905,97815 -0,0012 -0,62959796
1 gel08_0017.xml 598 13,6599998 NGESYYIAR  2 3 1.01 1.02 5,2E-05 2 1072,50598 1072,50623 -0,0002 -0,18647909
1 3004512|2900gel08_0017.xml 669 14,6599998 PNYSMGLQDM5:+15.9949 - - 1.01 7,9E-05 2 1395,65771 1395,65771 1E-04 0,0716508
1 3004512|2900gel08_0017.xml 672 14,6999998 VDATLVATLN - - 1.01 1,8E-05 2 1272,7522 1272,75256 -0,0004 -0,31427947
1 3004512|2900gel08_0017.xml 678 14,8000002 TEKVDATLVA - - 1.01 0,00054 3 1630,93738 1630,93774 -0,0004 -0,24525766
1 3004512|2900gel08_0017.xml 692 15 VTVGTNSTSN - - 1.01 1,7E-15 2 2391,10425 2391,1062 -0,002 -0,83643299
1 3004512|2900gel08_0017.xml 693 15,0200005 VTVGTNSTSN - - 1.01 2,7E-05 3 2391,10718 2391,1062 0,0008 0,33457318
1 3004512|2900gel08_0017.xml 696 15,0600004 NAATNATNLL - - 1.01 1E-09 2 1460,73523 1460,73438 0,0009 0,61612844
1 3004512|2900gel08_0017.xml 708 15,2399998 TEKVDATLVA - - 1.01 4,3E-07 2 1502,84229 1502,8429 -0,0005 -0,33270279
1 3004512|2900gel08_0017.xml 712 15,3000002 TEKVDATLVA - - 1.01 0,03 3 1502,84204 1502,8429 -0,0008 -0,53232443
1 3004512|2900gel08_0017.xml 719 15,3999996 AADQEPTTLV - - 1.01 3,5E-05 2 1413,75818 1413,75879 -0,0006 -0,42440057
1 3004512|2900gel08_0017.xml 720 15,4200001 GFYMANAPEM4:+15.9949 - - 1.01 9,4E-09 2 1290,58154 1290,58276 -0,0012 -0,92981255
1 3004512|2900gel08_0017.xml 727 15,5200005 KLGLDVTNGV - - 1.01 0,015 2 1313,77881 1313,77917 -0,0003 -0,2283489
1 3004512|2900gel08_0017.xml 729 15,5600004 KLGLDVTNGV - - 1.01 0,00088 3 1313,77917 1313,77917 0 0
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peptides

1 gel08_0017.xml 731 15,5799999 WALDVTNK  2 3 1.01 1.02 0,023 2 946,499329 946,499695 -0,0004 -0,42260972
1 3004512|2900gel08_0017.xml 747 15,8199997 VDATLVATLN - - 1.01 0,00059 2 1144,65759 1144,65759 0 0
1 3004512|2900gel08_0017.xml 757 15,9700003 AADQEPTTLV - - 1.01 0,00018 2 1413,7583 1413,75879 -0,0005 -0,35366714
1 3004512|2900gel08_0017.xml 761 16,0300007 GFYMANAPEM4:+15.9949 - - 1.01 0,00026 2 1290,58057 1290,58276 -0,0021 -1,62717187
1 3004512|2900gel08_0017.xml 771 16,1700001 ANLIAQITSK  - - 1.01 0,012 2 1058,61975 1058,62085 -0,0011 -1,03908777
1 3004512|2900gel08_0017.xml 784 16,3600006 VDATLVATLN - - 1.01 0,00024 2 1144,6571 1144,65759 -0,0005 -0,43681186
1 3004512|2900gel08_0017.xml 795 16,5300007 ATYIPSVLSST - - 1.01 8E-10 2 1698,84131 1698,84375 -0,0023 -1,35386205
1 3004512|2900gel08_0017.xml 803 16,6599998 LGLDVTNGVG - - 1.01 4,4E-05 2 1185,68372 1185,6842 -0,0004 -0,33735797
1 3004512|2900gel08_0017.xml 809 16,7600002 ANLIAQITSK  - - 1.01 0,0035 2 1058,62109 1058,62085 0,0003 0,2833876
1 2762492|2664gel08_0017.xml 825 17 NNWYDLTINK - - 1.02 0,0015 2 1280,62585 1280,62744 -0,0015 -1,17130077
1 701126|69879gel08_0017.xml 874 17,7600002 FVEAVPLGNL - - 1.03 6,4E-06 2 1726,95386 1726,95313 0,0008 0,4632436
1 3004512|2900gel08_0017.xml 906 18,2299995 ETGTGDKVT  - - 1.01 5,5E-07 3 3469,67358 3469,67212 0,0014 0,40349633
1 3004512|2900gel08_0017.xml 923 18,4899998 ATVGENGDY - - 1.01 4,2E-11 2 1839,94702 1839,9491 -0,0021 -1,14133596
1 3004512|2900gel08_0017.xml 924 18,5100002 ATVGENGDY - - 1.01 0,00098 3 1839,94849 1839,9491 -0,0007 -0,3804453
1 3004512|2900gel08_0017.xml 931 18,6200008 VYWGIDPNYSM11:+15.9949- - 1.01 4,1E-09 2 2129,00098 2129,00122 -0,0002 -0,09394076
1 gel08_0017.xml 939 18,7399998 TFFMIGNSSDM4:+15.9949 2 3 1.01 1.02 3,5E-05 2 1662,7876 1662,78357 0,004 2,40560484
1 3004512|2900gel08_0017.xml 957 19,0100002 VTLPSGSTTY - - 1.01 3,5E-07 3 2781,36597 2781,36938 -0,0034 -1,22241938
1 701126|69879gel08_0017.xml 970 19,1900005 FVEAVPLGNL - - 1.03 5,9E-06 2 1598,8573 1598,85815 -0,0008 -0,50035709
1 3004512|2900gel08_0017.xml 985 19,4099998 ATYIPSVLSST - - 1.01 2,4E-05 2 2094,02271 2094,02832 -0,0054 -2,57876182
1 3004512|2900gel08_0017.xml 1210 21,6900005 TTAELTVELT  - - 1.01 2,3E-06 3 3013,60205 3013,59448 0,0078 2,58827114

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 3004512|2900gel09_0017.xml 548 11,3800001 PGTTVHVER  - - 1.01 0,0015 2 995,52655 995,527283 -0,0008 -0,80359423
1 3004512|2900gel09_0017.xml 612 12,2700005 TKEEAHSKPG - - 1.01 0,0018 3 1905,9812 1905,97815 0,0031 1,62646151
1 3004512|2900gel09_0017.xml 623 12,4300003 TKEEAHSKPG - - 1.01 0,00042 2 1905,97119 1905,97815 -0,0069 -3,62018847
1 3004512|2900gel09_0017.xml 648 12,79 TKEEAHSKPG - - 1.01 0,0043 3 1905,97644 1905,97815 -0,0017 -0,89193046
1 3004512|2900gel09_0017.xml 712 13,6899996 NGESYYIAR  - - 1.01 3,6E-05 2 1072,5061 1072,50623 -1E-04 -0,09323955
1 3004512|2900gel09_0017.xml 784 14,6999998 PNYSMGLQDM5:+15.9949 - - 1.01 0,00018 2 1395,65674 1395,65771 -0,0009 -0,64485729
1 3004512|2900gel09_0017.xml 808 15,04 VTVGTNSTSN - - 1.01 3E-06 3 2391,10645 2391,1062 0,0002 0,08364329
1 3004512|2900gel09_0017.xml 812 15,1099997 NAATNATNLL - - 1.01 0,00017 2 1460,72656 1460,73438 -0,0078 -5,33977985
1 3004512|2900gel09_0017.xml 816 15,1700001 VTVGTNSTSN - - 1.01 2,2E-07 2 2391,09766 2391,1062 -0,0086 -3,59666181
1 3004512|2900gel09_0017.xml 838 15,4799995 AADQEPTTLV - - 1.01 2E-05 2 1413,75818 1413,75879 -0,0006 -0,42440057
1 3004512|2900gel09_0017.xml 839 15,5 GFYMANAPEM4:+15.9949 - - 1.01 8,7E-08 2 1290,58142 1290,58276 -0,0013 -1,00729692
1 3004512|2900gel09_0017.xml 859 15,7799997 KLGLDVTNGV - - 1.01 0,00086 2 1313,77869 1313,77917 -0,0004 -0,30446517
1 3004512|2900gel09_0017.xml 863 15,8400002 KLGLDVTNGV - - 1.01 0,0023 3 1313,7782 1313,77917 -0,001 -0,76116294
1 3004512|2900gel09_0017.xml 867 15,8900003 VDATLVATLN - - 1.01 0,00049 2 1144,65808 1144,65759 0,0005 0,43681186
1 3004512|2900gel09_0017.xml 895 16,2900009 ANLIAQITSK  - - 1.01 0,0079 2 1058,62061 1058,62085 -0,0002 -0,18892504
1 3004512|2900gel09_0017.xml 904 16,4200001 VDATLVATLN - - 1.01 0,0096 2 1144,65588 1144,65759 -0,0017 -1,48516023
1 3004512|2900gel09_0017.xml 918 16,6200008 ATYIPSVLSST - - 1.01 2,2E-10 2 1698,84082 1698,84375 -0,0028 -1,64817977
1 3004512|2900gel09_0017.xml 930 16,7999992 LGLDVTNGVG - - 1.01 7,5E-05 2 1185,68335 1185,6842 -0,0008 -0,67471594
1 3004512|2900gel09_0017.xml 1051 18,5900002 ATVGENGDY - - 1.01 4E-09 2 1839,9491 1839,9491 0 0
1 3004512|2900gel09_0017.xml 1127 19,6200008 ATYIPSVLSST - - 1.01 5,9E-05 2 2094,03101 2094,02832 0,0029 1,38489056
1 3004512|2900gel09_0017.xml 1359 21,8400002 TTAELTVELT  - - 1.01 8E-06 3 3013,59985 3013,59448 0,0056 1,85824597

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 3004512|2900gel10_0017.xml 884 15,5 AADQEPTTLV - - 1.01 1,8E-05 2 1413,75732 1413,75879 -0,0014 -0,99026793
1 3004512|2900gel10_0017.xml 885 15,5200005 GFYMANAPEM4:+15.9949 - - 1.01 9,1E-08 2 1290,58313 1290,58276 0,0004 0,30993748
1 3004512|2900gel10_0017.xml 914 15,9099998 VDATLVATLN - - 1.01 0,00075 2 1144,65698 1144,65759 -0,0006 -0,52417427
1 3004512|2900gel10_0017.xml 946 16,3099995 ANLIAQITSK  - - 1.01 0,0074 2 1058,62 1058,62085 -0,0008 -0,75570017
1 3004512|2900gel10_0017.xml 976 16,7399998 ATYIPSVLSST - - 1.01 0,011 2 1698,84143 1698,84375 -0,0022 -1,29499853

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel01_0018.xml 536 17,1700001 DNTTTDIYSE 2 2 1.01 1.02 2,3E-07 2 1515,65405 1515,65625 -0,0021 -1,38553846
1 gel01_0018.xml 572 17,6599998 LPDGVTNNMC11:+57.0215 2 2 1.01 1.02 2,9E-06 2 1491,68933 1491,69336 -0,0041 -2,74855423
1 604596|60252gel01_0018.xml 582 17,7900009 TTTESLDLGN - - 1.01 8,3E-05 2 1292,63489 1292,6333 0,0017 1,31514478
1 gel01_0018.xml 586 17,8500004 SSMPAQYPDM3:+15.9949 2 2 1.01 1.02 0,00064 2 1252,58948 1252,58826 0,0013 1,03785098
1 gel01_0018.xml 701 19,3899994 VQAEGLDQA 2 2 1.01 1.02 2,5E-06 2 1435,70593 1435,70679 -0,0008 -0,55721682
1 gel01_0018.xml 792 20,6800003 GGFEEGLVS  2 2 1.01 1.02 2,1E-08 2 1609,7699 1609,77075 -0,0009 -0,55908585
1 1939312|1930gel01_0018.xml 851 21,4899998 VDNNELVTTE - - 1.02 3,3E-08 2 2030,95105 2030,95569 -0,0046 -2,2649436
1 gel01_0018.xml 892 22,0599995 AVNLSLSQSG 2 2 1.01 1.02 1,4E-09 2 1692,89038 1692,89197 -0,0015 -0,88605773
1 gel01_0018.xml 1041 24,1200008 AVLDNSPVAF 2 2 1.01 1.02 4,1E-09 2 1807,92456 1807,92285 0,0017 0,94030559
1 gel01_0018.xml 1060 24,3600006 NLAELVTGCYC9:+57.0215 2 2 1.01 1.02 1,4E-07 2 1737,85193 1737,84802 0,0039 2,24415469

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel07_0018.xml 578 13,4499998 DNTTTDIYSE 2 2 1.01 1.02 0,00011 2 1515,6532 1515,65625 -0,0029 -1,91336262
1 gel07_0018.xml 586 13,5699997 LPDGVTNNMC11:+57.0215 2 2 1.01 1.02 0,00015 2 1491,69299 1491,69336 -0,0004 -0,26815161
1 604596|60252gel07_0018.xml 594 13,6899996 TTTESLDLGN - - 1.02 0,00046 2 1292,63342 1292,6333 0,0002 0,15472291
1 gel07_0018.xml 595 13,6999998 IPVYPR  2 2 1.01 1.02 2,9E-05 2 744,440491 744,440674 -0,0002 -0,26865807
1 gel07_0018.xml 596 13,7200003 SSMPAQYPDM3:+15.9949 2 2 1.01 1.02 0,0018 2 1252,58691 1252,58826 -0,0013 -1,03785098
1 1939312|1930gel07_0018.xml 654 14,5500002 MLDDVTLDD M1:+15.9949 - - 1.01 8,7E-07 2 1651,77466 1651,77356 0,0012 0,72649187
1 1939312|1930gel07_0018.xml 657 14,6000004 MLDDVTLDD M1:+15.9949 - - 1.01 0,0027 3 1651,77209 1651,77356 -0,0015 -0,90811479
1 gel07_0018.xml 679 14,8800001 VQAEGLDQA 2 2 1.01 1.02 2,4E-06 2 1435,70679 1435,70679 1E-04 0,0696521
1 gel07_0018.xml 749 15,8800001 GGFEEGLVS  2 2 1.01 1.02 2,4E-09 2 1609,77051 1609,77075 -0,0003 -0,18636194
1 gel07_0018.xml 788 16,4400005 GYAVAQTAIG 2 2 1.01 1.02 5,8E-10 2 1795,88403 1795,88647 -0,0024 -1,3363874
1 1939312|1930gel07_0018.xml 792 16,5 VDNNELVTTE - - 1.01 0,0012 3 2030,95313 2030,95569 -0,0026 -1,28018558
1 1939312|1930gel07_0018.xml 794 16,5300007 VDNNELVTTE - - 1.01 1,3E-07 2 2030,95166 2030,95569 -0,004 -1,96951628
1 gel07_0018.xml 814 16,8199997 AVNLSLSQSG 2 2 1.01 1.02 5,3E-11 2 1692,88855 1692,89197 -0,0034 -2,00839758
1 gel07_0018.xml 821 16,9300003 KYDVCLIAPIRC5:+57.0215 2 2 1.01 1.02 0,00068 2 1347,74927 1347,74573 0,0036 2,67112708
1 gel07_0018.xml 837 17,1599998 YTLAVNGGSVM22:+15.9949 2 2 1.01 1.02 1E-08 3 2632,24976 2632,25635 -0,0067 -2,54534459
1 gel07_0018.xml 927 18,5200005 YNTYDVLPVQ 2 2 1.01 1.02 1,4E-06 3 2775,36108 2775,36279 -0,0018 -0,64856386
1 gel07_0018.xml 934 18,6299992 AVLDNSPVAF 2 2 1.01 1.02 1,5E-11 2 1807,92151 1807,92285 -0,0014 -0,7743693
1 gel07_0018.xml 1010 19,75 VYSFNDITIDP 2 2 1.01 1.02 0,0014 3 2430,18701 2430,18286 0,0043 1,76941419
1 gel07_0018.xml 1013 19,7900009 VYSFNDITIDP 2 2 1.01 1.02 3,7E-05 2 2430,18091 2430,18286 -0,0018 -0,74068499

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 604596|60252gel08_0018.xml 599 13,54 DNTTTDIYSE - - 6.01 0,0049 2 1515,6554 1515,65625 -0,0008 -0,52782416
1 604596|60252gel08_0018.xml 608 13,6800003 TTTESLDLGN - - 6.01 0,025 2 1292,63269 1292,6333 -0,0005 -0,38680732
1 604596|60252gel08_0018.xml 752 15,7700005 GGFEEGLVS  - - 6.01 1,7E-05 2 1609,76721 1609,77075 -0,0036 -2,23634338

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 604596|60252gel09_0018.xml 665 12,8400002 KTTTESLDLG - - 1.02 2,9E-05 2 1420,72583 1420,72815 -0,0024 -1,68927467
1 gel09_0018.xml 709 13,4300003 DNTTTDIYSE 2 2 1.01 1.02 6E-07 2 1515,65405 1515,65625 -0,0021 -1,38553846
1 604596|60252gel09_0018.xml 727 13,6800003 TTTESLDLGN - - 1.02 0,0002 2 1292,63513 1292,6333 0,0019 1,46986783
1 gel09_0018.xml 728 13,6899996 SSMPAQYPDM3:+15.9949 2 2 1.01 1.02 4,4E-06 2 1252,58728 1252,58826 -0,0009 -0,71851224
1 1939312|1930gel09_0018.xml 788 14,5200005 MLDDVTLDD M1:+15.9949 - - 1.01 0,00059 3 1651,77734 1651,77356 0,0038 2,30055761
1 1939312|1930gel09_0018.xml 789 14,54 MLDDVTLDD M1:+15.9949 - - 1.01 2,9E-07 2 1651,77502 1651,77356 0,0015 0,90811479
1 gel09_0018.xml 812 14,8599997 VQAEGLDQA 2 2 1.01 1.02 2E-06 2 1435,70789 1435,70679 0,0012 0,83582526
1 gel09_0018.xml 885 15,8000002 GGFEEGLVS  2 2 1.01 1.02 1,7E-08 2 1609,77087 1609,77075 1E-04 0,06212065
1 gel09_0018.xml 925 16,3400002 GYAVAQTAIG 2 2 1.01 1.02 9,5E-10 2 1795,88696 1795,88647 0,0005 0,27841404
1 1939312|1930gel09_0018.xml 929 16,3899994 VDNNELVTTE - - 1.01 4,4E-09 2 2030,9502 2030,95569 -0,0055 -2,70808458
1 1939312|1930gel09_0018.xml 934 16,4599991 VDNNELVTTE - - 1.01 0,011 3 2030,95728 2030,95569 0,0016 0,78780639
1 gel09_0018.xml 943 16,5799999 KYDVCLIAPIRC5:+57.0215 2 2 1.01 1.02 0,00098 2 1347,74854 1347,74573 0,0028 2,07754302
1 gel09_0018.xml 945 16,6000004 KYDVCLIAPIRC5:+57.0215 2 2 1.01 1.02 0,022 3 1347,745 1347,74573 -0,0008 -0,59358376
1 gel09_0018.xml 953 16,7199993 AVNLSLSQSG 2 2 1.01 1.02 6E-09 2 1692,88977 1692,89197 -0,0021 -1,24048078
1 gel09_0018.xml 955 16,75 AVNLSLSQSG 2 2 1.01 1.02 0,00061 3 1692,88782 1692,89197 -0,0041 -2,42189121
1 gel09_0018.xml 976 17,0400009 YTLAVNGGSVM22:+15.9949 2 2 1.01 1.02 2,4E-10 3 2632,26001 2632,25635 0,0036 1,36764789
1 gel09_0018.xml 1020 17,7199993 YDVCLIAPIR C4:+57.0215 2 2 1.01 1.02 0,0018 2 1219,65015 1219,65076 -0,0006 -0,49194416
1 gel09_0018.xml 1070 18,4500008 AVLDNSPVAF 2 2 1.01 1.02 1,4E-08 2 1807,9231 1807,92285 0,0002 0,11062419
1 gel09_0018.xml 1081 18,6200008 NLAELVTGCYC9:+57.0215 2 2 1.01 1.02 6E-10 2 1737,84229 1737,84802 -0,0057 -3,27991867
1 gel09_0018.xml 1149 19,5400009 VYSFNDITIDP 2 2 1.01 1.02 0,0018 3 2430,18164 2430,18286 -0,0012 -0,49379003

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel10_0018.xml 738 13,5200005 DNTTTDIYSE 2 2 1.01 1.02 5,5E-05 2 1515,65479 1515,65625 -0,0014 -0,92369223
1 604596|60252gel10_0018.xml 751 13,6899996 TTTESLDLGN - - 1.02 0,00099 2 1292,62952 1292,6333 -0,0037 -2,86237407
1 gel10_0018.xml 754 13,7299995 SSMPAQYPDM3:+15.9949 2 2 1.01 1.02 0,00079 2 1252,58679 1252,58826 -0,0014 -1,11768568
1 1939312|1930gel10_0018.xml 811 14,5 MLDDVTLDD M1:+15.9949 - - 1.01 0,0015 3 1651,77039 1651,77356 -0,0031 -1,87677062
1 gel10_0018.xml 842 14,8599997 VQAEGLDQA 2 2 1.01 1.02 5,1E-06 2 1435,70752 1435,70679 0,0008 0,55721682
1 gel10_0018.xml 910 15,8100004 GGFEEGLVS  2 2 1.01 1.02 4,1E-06 2 1609,76575 1609,77075 -0,005 -3,10603213
1 gel10_0018.xml 952 16,3700008 GYAVAQTAIG 2 2 1.01 1.02 1,4E-08 2 1795,88574 1795,88647 -0,0007 -0,38977966
1 1939312|1930gel10_0018.xml 954 16,3899994 VDNNELVTTE - - 1.01 1,2E-08 2 2030,95105 2030,95569 -0,0046 -2,2649436
1 gel10_0018.xml 978 16,7299995 AVNLSLSQSG 2 2 1.01 1.02 4,7E-10 2 1692,89026 1692,89197 -0,0016 -0,9451282
1 gel10_0018.xml 1003 17,0900002 YTLAVNGGSVM22:+15.9949 2 2 1.01 1.02 1,3E-05 3 2632,25488 2632,25635 -0,0014 -0,53186309
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peptides

1 gel10_0018.xml 1090 18,3999996 YNTYDVLPVQ 2 2 1.01 1.02 0,0026 3 2775,36499 2775,36279 0,0022 0,79268914
1 gel10_0018.xml 1096 18,5 AVLDNSPVAF 2 2 1.01 1.02 5,7E-10 2 1807,92249 1807,92285 -0,0004 -0,22124837
1 gel10_0018.xml 1103 18,6000004 NLAELVTGCYC9:+57.0215 2 2 1.01 1.02 2,7E-07 2 1737,84949 1737,84802 0,0015 0,86313647

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 604596|60252gel11_0018.xml 691 13,5799999 DNTTTDIYSE - - 2.01 1,3E-05 2 1515,65442 1515,65625 -0,0017 -1,12162638
1 604596|60252gel11_0018.xml 698 13,6800003 IPVYPR  - - 2.01 0,00011 2 744,439941 744,440674 -0,0008 -1,07463229
1 604596|60252gel11_0018.xml 701 13,7200003 TTTESLDLGN - - 2.01 0,0013 2 1292,63403 1292,6333 0,0008 0,61889166
1 604596|60252gel11_0018.xml 703 13,75 SSMPAQYPDM3:+15.9949 - - 2.01 0,00071 2 1252,58594 1252,58826 -0,0022 -1,75636327
1 604596|60252gel11_0018.xml 787 14,8999996 VQAEGLDQA - - 2.01 8,1E-05 2 1435,70544 1435,70679 -0,0013 -0,90547734
1 604596|60252gel11_0018.xml 854 15,8599997 GGFEEGLVS  - - 2.01 1E-07 2 1609,76868 1609,77075 -0,0021 -1,30453348
1 604596|60252gel11_0018.xml 892 16,4200001 GYAVAQTAIG - - 2.01 2,9E-07 2 1795,88391 1795,88647 -0,0026 -1,44775295

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 604596|60252gel12_0018.xml 720 12,8000002 KTTTESLDLG - - 1.01 6,6E-05 2 1420,72632 1420,72815 -0,0019 -1,33734238
1 604596|60252gel12_0018.xml 723 12,8400002 KTTTESLDLG - - 1.01 0,044 3 1420,72791 1420,72815 -0,0003 -0,21115933
1 gel12_0018.xml 748 13,1599998 FNKDNTTTDI  3 3 1.01 1.02 1.03 0,00024 3 1904,86023 1904,86255 -0,0022 -1,15493906
1 gel12_0018.xml 762 13,3500004 LPDGVTNNMC11:+57.0215 3 3 1.01 1.02 1.03 1,8E-06 2 1491,69043 1491,69336 -0,003 -2,01113725
1 gel12_0018.xml 765 13,3999996 DNTTTDIYSE 3 3 1.01 1.02 1.03 2,3E-06 2 1515,65576 1515,65625 -0,0004 -0,26391208
1 604596|60252gel12_0018.xml 784 13,6599998 TTTESLDLGN - - 1.01 6E-05 2 1292,63257 1292,6333 -0,0007 -0,54153019
1 gel12_0018.xml 786 13,6899996 SSMPAQYPDM3:+15.9949 2 3 1.01 1.02 6,7E-06 2 1252,58789 1252,58826 -0,0003 -0,23950408
1 gel12_0018.xml 804 13,9300003 GTPAQTEAQ  2 3 1.01 1.02 3,2E-05 2 1419,72046 1419,72314 -0,0026 -1,83134294
1 1939312|1930gel12_0018.xml 837 14,4099998 MLDDVTLDD M1:+15.9949 - - 1.02 0,0032 3 1651,77441 1651,77356 0,0009 0,54486883
1 1939312|1930gel12_0018.xml 838 14,4300003 MLDDVTLDD M1:+15.9949 - - 1.02 6,6E-07 2 1651,77832 1651,77356 0,0048 2,90596747
1 gel12_0018.xml 852 14,6000004 LPDGVTNNMC11:+57.0215 3 3 1.01 1.02 1.03 0,0044 3 2086,04468 2086,04248 0,0024 1,15050399
1 gel12_0018.xml 855 14,6400003 PANSTNGDLV 2 3 1.01 1.02 5,7E-07 2 1262,63867 1262,63794 0,0008 0,63359416
1 gel12_0018.xml 860 14,71 VQAEGLDQA 3 3 1.01 1.02 1.03 2,5E-05 2 1435,70728 1435,70679 0,0005 0,34826052
1 gel12_0018.xml 864 14,7700005 SSMPAQYPD 2 3 1.01 1.02 0,024 2 1236,59204 1236,59326 -0,0012 -0,97040802
1 gel12_0018.xml 895 15,21 VQAEGLDQA 3 3 1.01 1.02 1.03 1,3E-05 2 1435,70178 1435,70679 -0,0049 -3,41295314
1 gel12_0018.xml 934 15,7600002 GGFEEGLVS  2 3 1.01 1.02 4,4E-08 2 1609,77026 1609,77075 -0,0005 -0,31060323
1 gel12_0018.xml 972 16,2900009 GGFEEGLVS  2 3 1.01 1.02 2,5E-06 2 1609,77014 1609,77075 -0,0006 -0,37272388
1 gel12_0018.xml 974 16,3199997 GYAVAQTAIG 2 3 1.01 1.02 8,4E-10 2 1795,88684 1795,88647 0,0004 0,22273122
1 gel12_0018.xml 978 16,3799992 VDNNELVTTE 2 3 1.02 1.03 1E-09 2 2030,95239 2030,95569 -0,0033 -1,62485087
1 gel12_0018.xml 979 16,3999996 VDNNELVTTE 2 3 1.02 1.03 0,00085 3 2030,95288 2030,95569 -0,0028 -1,37866127
1 gel12_0018.xml 993 16,6100006 KYDVCLIAPIRC5:+57.0215 2 3 1.01 1.02 0,00042 2 1347,74365 1347,74573 -0,002 -1,48395956
1 gel12_0018.xml 995 16,6299992 KYDVCLIAPIRC5:+57.0215 2 3 1.01 1.02 0,01 3 1347,74426 1347,74573 -0,0015 -1,11296964
1 gel12_0018.xml 1000 16,7000008 AVNLSLSQSG 2 3 1.01 1.02 2,4E-11 2 1692,8916 1692,89197 -0,0003 -0,17721155
1 gel12_0018.xml 1003 16,75 TYNTAAPNGT 2 3 1.01 1.02 0,022 3 2825,354 2825,35913 -0,0053 -1,87586772
1 gel12_0018.xml 1011 16,8700008 AVNLSLSQSG 2 3 1.01 1.02 0,0022 3 1692,88806 1692,89197 -0,0039 -2,30375004
1 gel12_0018.xml 1023 17,0400009 YTLAVNGGSVM22:+15.9949 2 3 1.01 1.02 8E-11 3 2632,25439 2632,25635 -0,0019 -0,72181422
1 gel12_0018.xml 1067 17,7399998 YDVCLIAPIR C4:+57.0215 2 3 1.01 1.02 0,00039 2 1219,6499 1219,65076 -0,0008 -0,65592545
1 gel12_0018.xml 1109 18,3700008 YNTYDVLPVQ 2 3 1.01 1.02 2,9E-08 3 2775,36133 2775,36279 -0,0014 -0,50443858
1 gel12_0018.xml 1113 18,4300003 AVLDNSPVAF 3 3 1.01 1.02 1.03 1,7E-10 2 1807,92188 1807,92285 -0,001 -0,55312097
1 gel12_0018.xml 1117 18,4899998 AVLDNSPVAF 3 3 1.01 1.02 1.03 2,6E-06 3 1807,92041 1807,92285 -0,0025 -1,38280237
1 gel12_0018.xml 1125 18,6200008 NLAELVTGCYC9:+57.0215 3 3 1.01 1.02 1.03 4,9E-11 2 1737,84741 1737,84802 -0,0006 -0,3452546
1 604596|60252gel12_0018.xml 1146 18,9400005 SFDTEATPYL - - 1.01 1,6E-05 2 1642,81958 1642,81165 0,0081 4,93057156
1 gel12_0018.xml 1151 19 AVLDNSPVAF 3 3 1.01 1.02 1.03 2,7E-08 2 1807,92273 1807,92285 -1E-04 -0,05531209
1 2083086|2060gel12_0018.xml 1168 19,2600002 SWGTSYDTE - - 1.03 0,046 2 2105,98608 2105,98193 0,0042 1,99431908
1 gel12_0018.xml 1189 19,5499992 VYSFNDITIDP 2 3 1.01 1.02 8E-13 2 2430,18286 2430,18286 1E-04 0,04114917
1 gel12_0018.xml 1193 19,6100006 VYSFNDITIDP 2 3 1.01 1.02 1E-06 3 2430,18286 2430,18286 1E-04 0,04114917
1 gel12_0018.xml 1261 20,5400009 NNGGSNVEEM10:+15.9949 2 3 1.01 1.02 1E-06 3 2859,31445 2859,3186 -0,0041 -1,4339081

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel08_0020.xml 568 12,0600004 TTDLNAPASR 2 4 1.01 1.03 0,00024 2 1045,52747 1045,52771 -0,0002 -0,19129094
1 gel08_0020.xml 603 12,5699997 SGHIVTDGEQ 2 4 1.01 1.02 1,4E-05 2 1283,66211 1283,65942 0,0027 2,10336185
1 gel08_0020.xml 624 12,8699999 GYPDGTFKP  3 4 1.01 1.03 1.04 0,04 2 1253,61609 1253,61646 -0,0004 -0,31907687
1 gel08_0020.xml 656 13,3299999 SGLYATYNK  2 4 1.01 1.03 0,0036 2 1016,50421 1016,50519 -0,001 -0,98376292
1 gel08_0020.xml 672 13,5600004 DYDDNYGYA 2 4 1.01 1.02 1,6E-05 2 1223,48706 1223,48547 0,0016 1,30773926
1 659552|65729gel08_0020.xml 675 13,6000004 AVAECDVAH C5:+57.0215 - - 1.02 7,3E-08 2 1455,69019 1455,69006 0,0002 0,13739188
1 gel08_0020.xml 695 13,8999996 GYEDGSFKP  2 4 1.01 1.03 0,0013 2 1669,7821 1669,7821 1E-04 0,05988805
1 2769615|2671gel08_0020.xml 697 13,9399996 GYEDGSFQP - - 1.04 3,5E-05 3 1669,78198 1669,7821 -1E-04 -0,05988805
1 gel08_0020.xml 717 14,2200003 YTVNLTDTK  2 4 1.01 1.02 0,0028 2 1054,54163 1054,54187 -0,0003 -0,28448376
1 gel08_0020.xml 728 14,3800001 SGADTTANPY 2 4 1.01 1.02 2,4E-07 2 1372,63782 1372,63843 -0,0005 -0,36426201
1 gel08_0020.xml 735 14,4700003 SGDVTHSTG M15:+15.9949 2 4 1.01 1.02 1E-06 2 1645,82153 1645,82178 -0,0002 -0,12151983
1 gel08_0020.xml 737 14,5100002 ANVTYMDGTM6:+15.9949 2 4 1.01 1.02 8,7E-10 2 1829,86035 1829,85901 0,0014 0,76508623
1 gel08_0020.xml 756 14,7799997 ATTFVEKPDL 2 4 1.01 1.02 8,8E-06 2 1613,8407 1613,84253 -0,0018 -1,11535037
1 gel08_0020.xml 791 15,3000002 AEVATIIYR  2 4 1.01 1.03 0,012 2 1035,58362 1035,58374 -1E-04 -0,0965639
1 gel08_0020.xml 792 15,3199997 VTYVADITYD 2 4 1.01 1.02 3,9E-08 2 1779,89099 1779,8916 -0,0006 -0,33709919
1 gel08_0020.xml 830 15,8800001 SNGTLDAVEV 2 4 1.01 1.02 1E-07 2 1604,8125 1604,81299 -0,0005 -0,31156278
1 gel08_0020.xml 837 15,9799995 VLNTADQYAE 2 4 1.01 1.02 5,7E-08 2 1550,80664 1550,80652 0,0002 0,12896515
1 659552|65729gel08_0020.xml 841 16,0400009 ADTAYTLIVN  - - 1.02 1,7E-08 2 1753,89758 1753,89709 0,0005 0,28507948
1 gel08_0020.xml 842 16,0499992 KGDVYSVTLE 2 4 1.01 1.02 0,00034 2 1507,81299 1507,81189 0,0011 0,72953397
1 659552|65729gel08_0020.xml 852 16,2000008 YYSVVTDLTK - - 1.02 2,3E-05 2 1188,61487 1188,61511 -0,0002 -0,16826305
1 gel08_0020.xml 864 16,3700008 LYNLADVAVS 2 4 1.01 1.02 0,011 2 1192,65808 1192,65759 0,0005 0,41923183
1 gel08_0020.xml 872 16,5 SITGFTNIDNY 2 4 1.01 1.02 1,2E-05 2 1443,71179 1443,71191 0 0
1 gel08_0020.xml 880 16,6200008 DTFADSLYHD 2 4 1.01 1.02 2,8E-07 2 1746,76147 1746,76099 0,0005 0,28624409
1 2538583|2460gel08_0020.xml 883 16,6599998 AQVTYTPAFG - - 1.01 1,3E-07 2 1660,8219 1660,82214 -0,0002 -0,12042229
1 gel08_0020.xml 909 17,0599995 YFYVDTYINT  2 4 1.01 1.02 1,8E-05 2 1540,73132 1540,7323 -0,0009 -0,5841378
1 659552|65729gel08_0020.xml 920 17,25 DEYVLVNAYT - - 1.02 3,6E-06 2 1413,72803 1413,72644 0,0016 1,1317606
1 659552|65729gel08_0020.xml 944 17,6299992 FANFDALQNT - - 1.02 1,5E-06 2 1381,71252 1381,71155 0,0011 0,79611409
1 2361546|2299gel08_0020.xml 1057 19,2299995 SISDDYAESVM16:+15.9949- - 1.03 2,3E-08 2 2118,00488 2118,00635 -0,0015 -0,70821315
1 2538583|2460gel08_0020.xml 1059 19,2600002 ISGQTGYPVN - - 1.01 1,1E-06 3 2566,34326 2566,34033 0,0029 1,1300137
1 gel08_0020.xml 1082 19,5400009 SGVDVPNAA  2 4 1.01 1.02 1,1E-06 2 1910,03369 1910,03455 -0,0009 -0,47119564
1 gel08_0020.xml 1139 20,25 GEVDYVDLN  2 4 1.01 1.02 0,016 3 2918,37939 2918,39502 -0,015 -5,13981152
1 gel08_0020.xml 1161 20,4799995 VTGYEVLAM M9:+15.9949 3 4 1.01 1.03 1.04 0,0011 2 1380,75476 1380,75598 -0,0012 -0,86908913
1 gel08_0020.xml 1162 20,5 ELVAELLFQG 2 4 1.01 1.03 4,5E-06 2 1487,84802 1487,84717 0,0008 0,53768963
1 gel08_0020.xml 1164 20,5200005 ELVAELLFQG 2 4 1.01 1.03 0,028 3 1487,84741 1487,84717 0,0002 0,13442241

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2769615|2671gel12_0020.xml 629 11,8100004 ASMYATYNK M3:+15.9949 - - 3.01 0,00053 2 1064,47168 1064,47205 -0,0004 -0,37577313
1 2538583|2460gel12_0020.xml 709 12,8000002 SGHIVTDGEQ - - 3.02 0,02 2 1283,65784 1283,65942 -0,0015 -1,16853428
1 2769615|2671gel12_0020.xml 749 13,3500004 GYEDGSFQP - - 3.01 0,015 2 1127,50146 1127,50085 0,0007 0,62084204
1 2769615|2671gel12_0020.xml 969 16,3099995 IVEINTYLAK  - - 3.01 0,015 2 1163,66565 1163,66748 -0,0018 -1,54683352
1 gel12_0020.xml 1287 20,5499992 VTGYEVLAM M9:+15.9949 2 2 3.01 3.02 0,0089 2 1380,75598 1380,75598 1E-04 0,07242409

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1861838|1853gel01_0021.xml 422 15,5600004 GTTVGTVTDMM10:+15.9949- - 1.01 2,4E-06 2 1297,59241 1297,59436 -0,002 -1,54131389
1 1861838|1853gel01_0021.xml 428 15,6400003 DGSSVFGSN - - 1.01 0,00083 2 1162,52478 1162,52405 0,0008 0,6881578
1 1861838|1853gel01_0021.xml 430 15,6700001 TTVGTVTDM M9:+15.9949 - - 1.01 0,017 2 1240,5752 1240,573 0,0023 1,85398197
1 1861838|1853gel01_0021.xml 476 16,2700005 LNEEGNETTS - - 1.01 1,4E-13 2 1826,80261 1826,80432 -0,0017 -0,93058681
1 1861838|1853gel01_0021.xml 516 16,7999992 AAATAIYGSR - - 1.01 0,0013 2 980,514954 980,516418 -0,0015 -1,52980614
1 1861838|1853gel01_0021.xml 525 16,9200001 AGEINENNNQ - - 1.01 8,4E-05 2 1430,64978 1430,65112 -0,0012 -0,83877891
1 1861838|1853gel01_0021.xml 549 17,2299995 TDLSTAGTPQ - - 1.01 0,00053 2 1845,88477 1845,88684 -0,0021 -1,13766456
1 1861838|1853gel01_0021.xml 557 17,3500004 SSNFLR  - - 1.01 0,025 2 723,378906 723,378784 1E-04 0,13824016
1 1861838|1853gel01_0021.xml 581 17,6700001 AANGVIVITTK - - 1.01 0,0048 2 1271,76135 1271,76855 -0,0072 -5,66140699
1 1861838|1853gel01_0021.xml 591 17,8099995 DAAATAIYGS - - 1.01 6,4E-06 2 1095,5437 1095,54333 0,0004 0,36511561
1 1861838|1853gel01_0021.xml 637 18,4500008 TDLSTAGTPQ - - 1.01 1,2E-08 2 1717,79004 1717,79199 -0,0019 -1,10607111
1 1861838|1853gel01_0021.xml 643 18,5400009 LLLGQEMQR M7:+15.9949 - - 1.01 0,016 2 1103,58875 1103,58826 0,0006 0,54368103
1 1861838|1853gel01_0021.xml 652 18,6599998 AVDYNGLGQ - - 1.01 1,5E-07 2 1584,73926 1584,74048 -0,0012 -0,75722182
1 1861838|1853gel01_0021.xml 657 18,7299995 YYVSGSFR  - - 1.01 0,043 2 978,468323 978,468384 -1E-04 -0,10220054
1 1861838|1853gel01_0021.xml 661 18,7900009 GFYSSGYNY  - - 1.01 1,6E-06 2 1428,6084 1428,60706 0,0014 0,97997552
1 1861838|1853gel01_0021.xml 705 19,3799992 YPQYIYGDPN - - 1.01 1,4E-05 2 1357,64282 1357,6427 0,0002 0,14731416
1 1861838|1853gel01_0021.xml 711 19,4599991 FTLSNVPSSA - - 1.01 0,00011 2 1150,61011 1150,61072 -0,0005 -0,43455186
1 1861838|1853gel01_0021.xml 722 19,6200008 GFYSSGYNY M15:+15.9949- - 1.01 1,8E-09 2 2028,86047 2028,86475 -0,0043 -2,11941195
1 1861838|1853gel01_0021.xml 740 19,8700008 SVAYGNTYD  - - 1.01 4,2E-09 2 2015,92236 2015,92371 -0,0013 -0,64486569
1 1861838|1853gel01_0021.xml 742 19,8999996 TYDESYDYLK - - 1.01 1,6E-06 2 1296,56323 1296,56348 -0,0002 -0,15425391
1 1861838|1853gel01_0021.xml 744 19,9300003 ALEGAVPGVQM11:+15.9949- - 1.01 0,04 2 1288,62073 1288,62061 0,0002 0,15520471
1 1861838|1853gel01_0021.xml 745 19,9400005 HNINLLLGQEM11:+15.9949- - 1.01 1,8E-10 2 1581,81543 1581,81702 -0,0015 -0,94827658
1 1861838|1853gel01_0021.xml 750 20,0200005 GYYQDYNVN - - 1.01 2E-05 2 1589,7345 1589,73474 -0,0002 -0,12580715
1 1861838|1853gel01_0021.xml 752 20,0499992 LASYFMDAHYM6:+15.9949 - - 1.01 1,1E-08 2 1855,78149 1855,78479 -0,0032 -1,72433782
1 1861838|1853gel01_0021.xml 782 20,4799995 DNSIITNATLR - - 1.01 0,00014 2 1217,64868 1217,64893 -1E-04 -0,08212548
1 1861838|1853gel01_0021.xml 787 20,5599995 DVALNSWTE  - - 1.01 1,3E-06 2 1405,65845 1405,65979 -0,0013 -0,92483258
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peptides

1 1861838|1853gel01_0021.xml 789 20,5900002 GFYSSGYNY  - - 1.01 0,0054 2 1171,4696 1171,46948 1E-04 0,08536287
1 1861838|1853gel01_0021.xml 799 20,7199993 SGSDFPFAAD - - 1.01 0,00018 2 1198,53735 1198,53784 -0,0005 -0,41717499
1 1861838|1853gel01_0021.xml 819 21 PGMTPTSISNM3:+15.9949 - - 1.01 2,2E-10 2 2067,96533 2067,9541 0,011 5,31926727
1 1861838|1853gel01_0021.xml 842 21,2900009 SVAYGNTYD  - - 1.01 8,2E-09 2 1887,8219 1887,82874 -0,0068 -3,60202169
1 1861838|1853gel01_0021.xml 877 21,7600002 TGAAAIIGEDV - - 1.01 0,00039 2 1328,74182 1328,74243 -0,0006 -0,45155481
1 1861838|1853gel01_0021.xml 882 21,8299999 ASYGTVGNQ - - 1.01 0,00014 2 1943,87463 1943,88904 -0,014 -7,20205736
1 1861838|1853gel01_0021.xml 884 21,8500004 VFDSGASFTGM13:+15.9949- - 1.01 3,1E-11 2 1679,75549 1679,74866 0,0069 4,10775757
1 1861838|1853gel01_0021.xml 885 21,8700008 NINLLLGQEMM10:+15.9949- - 1.01 1,9E-05 2 1444,75891 1444,75806 0,0009 0,62294167
1 1861838|1853gel01_0021.xml 892 21,9599991 ASYGTVGNQ - - 1.01 3,4E-12 2 1886,86475 1886,86719 -0,0024 -1,27194977
1 1861838|1853gel01_0021.xml 924 22,4099998 ISNMTLGYTVM4:+15.9949 - - 1.01 1,9E-06 2 1766,93445 1766,93616 -0,0016 -0,90552223
1 1861838|1853gel01_0021.xml 929 22,4799995 GFDFNMNFT M6:+15.9949 - - 1.01 2,4E-07 2 1427,60107 1427,60535 -0,0042 -2,94198942
1 1861838|1853gel01_0021.xml 931 22,5100002 TTLGVNIADL  - - 1.01 0,0011 2 1172,66431 1172,66382 0,0006 0,51165563
1 1861838|1853gel01_0021.xml 947 22,7099991 INPSDIESVTV - - 1.01 0,0051 2 1414,77722 1414,77917 -0,0019 -1,34296584
1 1861838|1853gel01_0021.xml 949 22,7399998 ISNYNPLALY  - - 1.01 1,9E-07 2 1539,76892 1539,76941 -0,0004 -0,25977916
1 1861838|1853gel01_0021.xml 957 22,8500004 FLYSSNFLR  - - 1.01 0,0063 2 1146,59509 1146,5946 0,0005 0,43607396
1 1861838|1853gel01_0021.xml 959 22,8799992 STSMPGVWSM4:+15.9949 - - 1.01 6,4E-05 2 1627,77893 1627,77893 1E-04 0,0614334
1 1861838|1853gel01_0021.xml 979 23,1900005 AGEINENNNQ - - 1.01 7,7E-05 2 1951,86987 1951,87854 -0,0086 -4,40601206
1 1861838|1853gel01_0021.xml 984 23,2700005 AAINPSDIESV - - 1.01 2,9E-05 2 1556,85107 1556,85339 -0,0023 -1,47733891
1 1861838|1853gel01_0021.xml 990 23,3500004 VLGGFGTNLS - - 1.01 5,4E-05 2 1278,68433 1278,68445 -1E-04 -0,07820538
1 1861838|1853gel01_0021.xml 991 23,3700008 FNPYLQIDLG - - 1.01 0,00059 2 1307,698 1307,69983 -0,0018 -1,37646258
1 1861838|1853gel01_0021.xml 1000 23,4899998 PMAAINPSDI M2:+15.9949 - - 1.01 4,6E-08 2 1800,94287 1800,94165 0,0013 0,72184455
1 1861838|1853gel01_0021.xml 1028 23,8500004 KNYFYEYYSG - - 1.01 2,6E-11 2 2369,03809 2369,04004 -0,002 -0,84422386
1 1861838|1853gel01_0021.xml 1066 24,3299999 VTGTVISEED - - 1.01 4,2E-06 2 1729,88379 1729,88586 -0,002 -1,15614569
1 1861838|1853gel01_0021.xml 1080 24,5100002 ASFTGAAAIIG - - 1.01 5E-09 2 1633,87744 1633,88 -0,0025 -1,53010011
1 1861838|1853gel01_0021.xml 1084 24,5699997 SDAEVLEEVV - - 1.01 2,9E-07 2 1949,98071 1949,98193 -0,0011 -0,56410778
1 1861838|1853gel01_0021.xml 1114 24,9799995 KFDIGFDLSL  - - 1.01 1,1E-09 2 1537,8396 1537,83765 0,0019 1,23550105
1 1861838|1853gel01_0021.xml 1138 25,2999992 NYFYEYYSGS - - 1.01 1,5E-14 2 2240,94458 2240,94531 -0,0005 -0,22312014
1 1861838|1853gel01_0021.xml 1156 25,5300007 LSTDEPIEYTY - - 1.01 1,4E-11 2 2156,03784 2156,03979 -0,0019 -0,88124532
1 1861838|1853gel01_0021.xml 1162 25,6100006 VTGTVISEED - - 1.01 1,3E-10 2 2183,21143 2183,21729 -0,0059 -2,70243382
1 1861838|1853gel01_0021.xml 1258 26,8600006 FDIGFDLSLIN - - 1.01 9,1E-06 2 1409,74255 1409,7428 -0,0002 -0,14186984
1 1861838|1853gel01_0021.xml 1366 28,25 TFIGGIQLSF  - - 1.01 0,049 2 1082,58875 1082,5885 0,0003 0,27711362

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1861838|1853gel03_0021.xml 764 15,0500002 GTTVGTVTDMM10:+15.9949- - 2.01 1,9E-06 2 1297,59998 1297,59436 0,0056 4,31567812
1 1861838|1853gel03_0021.xml 784 15,3500004 DGSSVFGSN - - 2.01 0,0042 2 1162,52368 1162,52405 -0,0003 -0,2580592
1 1861838|1853gel03_0021.xml 939 17,6299992 YYVSGSFR  - - 2.01 0,045 2 978,466919 978,468384 -0,0015 -1,5330081
1 1861838|1853gel03_0021.xml 970 18,0799999 YPQYIYGDPN - - 2.01 0,012 2 1357,64063 1357,6427 -0,002 -1,47314179
1 1861838|1853gel03_0021.xml 974 18,1399994 FTLSNVPSSA - - 2.01 0,00014 2 1150,61108 1150,61072 0,0004 0,34764144
1 1861838|1853gel03_0021.xml 989 18,3700008 GYYQDYNVN - - 2.01 2,4E-06 2 1589,73181 1589,73474 -0,0029 -1,82420361
1 1861838|1853gel03_0021.xml 1013 18,7299995 HNINLLLGQEM11:+15.9949- - 2.01 9,8E-05 2 1581,81616 1581,81702 -0,0008 -0,5057475
1 1861838|1853gel03_0021.xml 1133 20,5699997 TTLGVNIADL  - - 2.01 0,02 2 1172,66418 1172,66382 0,0004 0,3411037
1 1861838|1853gel03_0021.xml 1207 21,75 ASFTGAAAIIG - - 2.01 1,6E-05 2 1633,87561 1633,88 -0,0043 -2,63177228

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1861838|1853gel10_0021.xml 589 14,8100004 GTTVGTVTDMM10:+15.9949- - 1.01 0,00034 2 1297,59204 1297,59436 -0,0024 -1,84957647
1 1861838|1853gel10_0021.xml 701 16,4699993 DAAATAIYGS - - 1.01 0,00024 2 1095,54358 1095,54333 0,0003 0,27383676

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1861838|1853gel11_0021.xml 713 15,1000004 GTTVGTVTDMM10:+15.9949- - 1.01 6,8E-06 2 1297,59424 1297,59436 -0,0002 -0,15413137
1 1861838|1853gel11_0021.xml 732 15,3599997 DGSSVFGSN - - 1.01 0,016 2 1162,52466 1162,52405 0,0007 0,6021381
1 1861838|1853gel11_0021.xml 833 16,75 DAAATAIYGS - - 1.01 3,7E-05 2 1095,54614 1095,54333 0,0029 2,64708853

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1861838|1853gel12_0021.xml 686 14,8699999 GTTVGTVTDMM10:+15.9949- - 1.01 6,3E-06 2 1297,6001 1297,59436 0,0057 4,39274454
1 1861838|1853gel12_0021.xml 712 15,2200003 DGSSVFGSN - - 1.01 0,027 2 1162,52417 1162,52405 0,0002 0,17203945
1 1861838|1853gel12_0021.xml 716 15,2700005 LNEEGNETTS - - 1.01 1,6E-11 2 1826,80383 1826,80432 -0,0004 -0,2189616
1 1861838|1853gel12_0021.xml 746 15,6800003 AGEINENNNQ - - 1.01 0,0023 2 1430,65198 1430,65112 0,001 0,69898248
1 1861838|1853gel12_0021.xml 817 16,6299992 DAAATAIYGS - - 1.01 5,8E-06 2 1095,54346 1095,54333 0,0002 0,18255781
1 1861838|1853gel12_0021.xml 848 17,0699997 TDLSTAGTPQ - - 1.01 3E-09 2 1717,78992 1717,79199 -0,002 -1,1642853
1 1861838|1853gel12_0021.xml 873 17,4200001 GFYSSGYNY  - - 1.01 1,8E-07 2 1428,60718 1428,60706 0,0002 0,1399965
1 1861838|1853gel12_0021.xml 910 17,9400005 YPQYIYGDPN - - 1.01 3,6E-05 2 1357,64197 1357,6427 -0,0007 -0,51559955
1 1861838|1853gel12_0021.xml 916 18,0200005 FTLSNVPSSA - - 1.01 0,00046 2 1150,60962 1150,61072 -0,001 -0,86910373
1 1861838|1853gel12_0021.xml 929 18,2099991 ALEGAVPGVQM11:+15.9949- - 1.01 0,016 2 1288,62158 1288,62061 0,001 0,77602363
1 1861838|1853gel12_0021.xml 935 18,2900009 GYYQDYNVN - - 1.01 7,7E-07 2 1589,73413 1589,73474 -0,0005 -0,31451792
1 1861838|1853gel12_0021.xml 963 18,7199993 HNINLLLGQEM11:+15.9949- - 1.01 3,6E-07 2 1581,81702 1581,81702 1E-04 0,06321844
1 1861838|1853gel12_0021.xml 966 18,7600002 DNSIITNATLR - - 1.01 7,4E-05 2 1217,64941 1217,64893 0,0006 0,49275291
1 1861838|1853gel12_0021.xml 972 18,8500004 DVALNSWTE  - - 1.01 1,3E-06 2 1405,65723 1405,65979 -0,0026 -1,84966516
1 1861838|1853gel12_0021.xml 987 19,0599995 SGSDFPFAAD - - 1.01 0,00027 2 1198,5365 1198,53784 -0,0014 -1,16808987
1 1861838|1853gel12_0021.xml 1010 19,3999996 SVAYGNTYD  - - 1.01 1,8E-10 2 1887,82739 1887,82874 -0,0013 -0,68862182
1 1861838|1853gel12_0021.xml 1045 19,9099998 VFDSGASFTGM13:+15.9949- - 1.01 2,9E-10 2 1679,7489 1679,74866 0,0003 0,17859815
1 1861838|1853gel12_0021.xml 1046 19,9200001 ASYGTVGNQ - - 1.01 1,7E-12 2 1886,86621 1886,86719 -0,0009 -0,47698107
1 1861838|1853gel12_0021.xml 1075 20,3600006 ISNMTLGYTVM4:+15.9949 - - 1.01 2,6E-06 2 1766,93433 1766,93616 -0,0017 -0,96211737
1 1861838|1853gel12_0021.xml 1077 20,3899994 GFDFNMNFT M6:+15.9949 - - 1.01 2,7E-06 2 1427,60486 1427,60535 -0,0004 -0,28018948
1 1861838|1853gel12_0021.xml 1084 20,4799995 TTLGVNIADL  - - 1.01 0,00074 2 1172,66284 1172,66382 -0,0009 -0,76748335
1 1861838|1853gel12_0021.xml 1107 20,8500004 FLYSSNFLR  - - 1.01 0,0055 2 1146,59534 1146,5946 0,0007 0,61050344
1 1861838|1853gel12_0021.xml 1118 21,0200005 FNPYLQIDLG - - 1.01 0,0014 2 1307,70129 1307,69983 0,0015 1,14705217
1 1861838|1853gel12_0021.xml 1121 21,0699997 VLGGFGTNLS - - 1.01 0,0006 2 1278,6864 1278,68445 0,0019 1,48590219
1 1861838|1853gel12_0021.xml 1160 21,6499996 SDAEVLEEVV - - 1.01 5,4E-05 2 1949,9801 1949,98193 -0,0017 -0,87180299
1 1861838|1853gel12_0021.xml 1163 21,7000008 ASFTGAAAIIG - - 1.01 1,3E-07 2 1633,87854 1633,88 -0,0014 -0,85685605
1 1861838|1853gel12_0021.xml 1202 22,2600002 LSTDEPIEYTY - - 1.01 7,4E-11 2 2156,04395 2156,03979 0,0042 1,94801605
1 1861838|1853gel12_0021.xml 1222 22,5499992 FDIGFDLSLIN - - 1.01 0,00033 2 1409,73926 1409,7428 -0,0035 -2,48272252

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2184023|2148gel02_0022.xml 574 12,1899996 STTPVTLDKD - - 1.01 0,034 2 1204,6416 1204,64246 -0,0007 -0,58108526
1 2051380|2030gel02_0022.xml 584 12,3400002 DGSVIGAANN - - 1.02 0,024 2 1045,52612 1045,52771 -0,0015 -1,43468213
1 2051380|2030gel02_0022.xml 629 12,9499998 DGSVIGAANN - - 1.02 0,0014 2 1045,52539 1045,52771 -0,0022 -2,1042006
1 2184023|2148gel02_0022.xml 638 13,0799999 AVSTTPVTLD - - 1.01 0,021 2 1374,74438 1374,74792 -0,0035 -2,54592156
1 gel02_0022.xml 652 13,2700005 VGAGVQADIT 2 2 1.01 1.02 1,6E-05 2 1058,58423 1058,58447 -0,0002 -0,18893154
1 2184023|2148gel02_0022.xml 668 13,4799995 ADNAVSTTPV - - 1.01 0,0049 3 1674,85486 1674,85486 0 0
1 2184023|2148gel02_0022.xml 669 13,4899998 ADNAVSTTPV - - 1.01 6,3E-08 2 1674,85242 1674,85486 -0,0024 -1,43296003
1 2184023|2148gel02_0022.xml 683 13,6999998 SSSNGSTAIF - - 1.01 1,1E-05 2 1297,63831 1297,63867 -0,0003 -0,23118918
1 gel02_0022.xml 701 13,9499998 VGAGVQADIT 2 2 1.01 1.02 0,006 2 1058,58203 1058,58447 -0,0024 -2,26717854
1 gel02_0022.xml 726 14,3100004 GIHTVNLNIK  2 2 1.01 1.02 0,00068 2 1108,65234 1108,64771 0,0046 4,14919901
1 gel02_0022.xml 732 14,3800001 NMGAYASLDM2:+15.9949 2 2 1.01 1.02 2,9E-05 2 1349,60474 1349,60461 0,0002 0,14819154
1 2184023|2148gel02_0022.xml 739 14,4799995 ADNAVSTTPV - - 1.01 4,3E-06 2 1431,73401 1431,73303 0,0011 0,76829964
1 gel02_0022.xml 794 15,1999998 ADFNTNGFG M11:+15.9949 2 2 1.01 1.02 2,3E-08 2 1387,63135 1387,63147 -1E-04 -0,07206524
1 gel02_0022.xml 795 15,2200003 GDTEGYSFH  2 2 1.01 1.02 5,1E-07 2 1246,50098 1246,50146 -0,0005 -0,40112269
1 gel02_0022.xml 807 15,3999996 GDTEGYSFH  2 2 1.01 1.02 0,02 3 1602,71741 1602,71875 -0,0014 -0,87351567
1 gel02_0022.xml 808 15,4099998 GDTEGYSFH  2 2 1.01 1.02 6,8E-07 2 1602,71741 1602,71875 -0,0013 -0,8111217
1 2184023|2148gel02_0022.xml 810 15,4399996 VSGDKNVVIN - - 1.01 2,1E-07 3 2637,35107 2637,34839 0,0029 1,09958923
1 gel02_0022.xml 839 15,8699999 HTTAGNASY M17:+15.9949 2 2 1.01 1.02 2,3E-07 3 2380,08081 2380,08374 -0,003 -1,26045978
1 2184023|2148gel02_0022.xml 840 15,8900003 SYWEGNAYT - - 1.01 3,4E-09 2 1704,74902 1704,75037 -0,0014 -0,82123458
1 gel02_0022.xml 847 15,9899998 VGYDFAVGN 2 2 1.01 1.02 3E-05 2 1340,68359 1340,68494 -0,0013 -0,96965355
1 2184023|2148gel02_0022.xml 851 16,0499992 NVVINATGST - - 1.01 4,9E-08 3 2151,10327 2151,10449 -0,0012 -0,55785298
1 2184023|2148gel02_0022.xml 852 16,0699997 NVVINATGST - - 1.01 3,1E-11 2 2151,10181 2151,10449 -0,0026 -1,20868134
1 gel02_0022.xml 853 16,0900002 LGDESVNAS  2 2 1.01 1.02 1,5E-07 2 1621,77979 1621,7821 -0,0022 -1,35653234
1 gel02_0022.xml 870 16,3299999 LGDESVNAS  2 2 1.01 1.02 3,2E-06 3 1621,78174 1621,7821 -0,0003 -0,1849817
1 gel02_0022.xml 887 16,5799999 LGDESVNAS  2 2 1.01 1.02 6,7E-10 2 1621,78052 1621,7821 -0,0015 -0,92490846
1 gel02_0022.xml 906 16,8799992 TAMVIDSTGDM3:+15.9949 2 2 1.01 1.02 8,8E-14 2 2110,04858 2110,04883 -0,0003 -0,14217682
1 gel02_0022.xml 920 17,0799999 DGNGLFIQPY 2 2 1.01 1.02 9,3E-05 2 1322,67297 1322,67444 -0,0013 -0,98285717
1 2184023|2148gel02_0022.xml 924 17,1399994 DKDLNVTLGG - - 1.01 1,1E-12 3 2916,45874 2916,45898 -1E-04 -0,03428816
1 2184023|2148gel02_0022.xml 928 17,2099991 SSATGISLEA  - - 1.01 6,4E-09 3 2848,42505 2848,42871 -0,0036 -1,26385462
1 gel02_0022.xml 930 17,2399998 VGYDFAVGN 2 2 1.01 1.02 0,00017 2 1600,80017 1600,80103 -0,0008 -0,49974978
1 gel02_0022.xml 940 17,3899994 ASNASSVIQAM11:+15.9949 2 2 1.01 1.02 3,1E-11 3 2829,41675 2829,4165 0,0004 0,14137191
1 gel02_0022.xml 957 17,6499996 QYNNGIFIDT  2 2 1.01 1.02 5,3E-06 3 2702,25977 2702,25977 -1E-04 -0,03700607
1 gel02_0022.xml 962 17,7299995 LNLAALNEFS 2 2 1.01 1.02 0,0006 2 1505,75977 1505,75989 -1E-04 -0,06641165
1 gel02_0022.xml 970 17,8600006 DGNGLFIQPY 2 2 1.01 1.02 0,0074 2 1322,67529 1322,67444 0,001 0,75604397
1 gel02_0022.xml 981 18,0100002 AGSDLDINLS 2 2 1.01 1.02 3E-10 2 1706,82642 1706,82361 0,0029 1,69906247
1 gel02_0022.xml 983 18,0499992 GGVWIQYFG 2 2 1.01 1.02 0,00055 2 1211,6217 1211,62122 0,0006 0,4952043
1 2184023|2148gel02_0022.xml 1026 18,6900005 TTLEQDVVIS  - - 1.01 8,4E-06 3 2375,26709 2375,26685 0,0002 0,08420106
1 gel02_0022.xml 1047 18,9699993 ATGTTEGGLY 2 2 1.01 1.02 1,1E-09 3 2816,30078 2816,30542 -0,0047 -1,66885304
1 gel02_0022.xml 1048 18,9899998 LSALTLEGVD 2 2 1.01 1.02 7,4E-12 3 3479,6897 3479,69287 -0,0031 -0,89088327
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peptides

1 gel02_0022.xml 1070 19,2900009 QYNNGIFIDT Q1:-17.0265 2 2 1.01 1.02 4,6E-05 3 2685,23096 2685,23315 -0,0024 -0,89377713
1 gel02_0022.xml 1110 19,8199997 VGYDFAVGN 2 2 1.01 1.02 4,6E-09 3 3087,54199 3087,54248 -0,0007 -0,22671752
1 gel02_0022.xml 1129 20,0699997 DGNGLFIQPY 2 2 1.01 1.02 0,041 2 1123,54248 1123,54236 0,0003 0,26701263
1 2184023|2148gel02_0022.xml 1138 20,1499996 ASGDLSVYSA - - 1.01 4E-07 3 2744,35107 2744,36304 -0,012 -4,3725996

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2051380|2030gel03_0022.xml 634 12,3000002 DGSVIGAANN - - 1.02 0,028 2 1045,51965 1045,52771 -0,008 -7,65163898
1 2051380|2030gel03_0022.xml 689 12,9700003 DGSVIGAANN - - 1.02 0,0076 2 1045,52222 1045,52771 -0,0054 -5,16485643
1 gel03_0022.xml 710 13,2600002 VGAGVQADIT 2 2 1.01 1.02 4,9E-06 2 1058,5835 1058,58447 -0,0009 -0,85019195
1 2184023|2148gel03_0022.xml 730 13,5100002 ADNAVSTTPV - - 1.01 1E-05 2 1674,85388 1674,85486 -0,001 -0,5970667
1 2184023|2148gel03_0022.xml 743 13,6899996 SSSNGSTAIF - - 1.01 1,2E-06 2 1297,63794 1297,63867 -0,0007 -0,53944135
1 gel03_0022.xml 798 14,4499998 NMGAYASLDM2:+15.9949 2 2 1.01 1.02 0,00069 2 1349,60376 1349,60461 -0,0008 -0,59276617
1 2184023|2148gel03_0022.xml 803 14,5299997 ADNAVSTTPV - - 1.01 0,00053 2 1431,73523 1431,73303 0,0023 1,60644484
1 gel03_0022.xml 806 14,5699997 GIHTVNLNIK  2 2 1.01 1.02 0,0003 2 1108,64612 1108,64771 -0,0016 -1,44319963
1 gel03_0022.xml 857 15,2299995 ADFNTNGFG M11:+15.9949 2 2 1.01 1.02 4,8E-07 2 1387,63013 1387,63147 -0,0013 -0,93684816
1 gel03_0022.xml 875 15,4700003 GDTEGYSFH  2 2 1.01 1.02 0,042 3 1602,7168 1602,71875 -0,0019 -1,1854856
1 gel03_0022.xml 876 15,4899998 GDTEGYSFH  2 2 1.01 1.02 1,9E-08 2 1602,71912 1602,71875 0,0004 0,24957591
1 gel03_0022.xml 906 15,8999996 AAAPANVAN  2 2 1.01 1.02 1,5E-09 2 1753,91736 1753,91956 -0,0022 -1,2543335
1 gel03_0022.xml 911 15,9700003 HTTAGNASY M17:+15.9949 2 2 1.01 1.02 4,6E-07 3 2380,08643 2380,08374 0,0025 1,05038321
1 gel03_0022.xml 916 16,0300007 LGDESVNAS  2 2 1.01 1.02 6,2E-07 2 1621,77942 1621,7821 -0,0026 -1,60317469
1 gel03_0022.xml 917 16,0499992 HTTAGNASY M17:+15.9949 2 2 1.01 1.02 1,3E-08 2 2380,07739 2380,08374 -0,0064 -2,68898082
1 2184023|2148gel03_0022.xml 918 16,0699997 NVVINATGST - - 1.01 8,7E-07 3 2151,10498 2151,10449 0,0006 0,27892649
1 2184023|2148gel03_0022.xml 920 16,0900002 NVVINATGST - - 1.01 2,1E-11 2 2151,10059 2151,10449 -0,0038 -1,76653445
1 gel03_0022.xml 940 16,3600006 LGDESVNAS  2 2 1.01 1.02 6,5E-05 3 1621,78247 1621,7821 0,0004 0,24664226
1 gel03_0022.xml 955 16,5499992 LGDESVNAS  2 2 1.01 1.02 3,5E-11 2 1621,78662 1621,7821 0,0046 2,8363862
1 gel03_0022.xml 973 16,8099995 TAMVIDSTGDM3:+15.9949 2 2 1.01 1.02 5,2E-12 2 2110,04346 2110,04883 -0,0054 -2,55918264
1 gel03_0022.xml 974 16,8299999 TAMVIDSTGDM3:+15.9949 2 2 1.01 1.02 2,1E-05 3 2110,04688 2110,04883 -0,0021 -0,99523753
1 gel03_0022.xml 999 17,1900005 VGYDFAVGN 2 2 1.01 1.02 0,0007 2 1600,78943 1600,80103 -0,012 -7,49624729
1 gel03_0022.xml 1001 17,2099991 VGYDFAVGN 2 2 1.01 1.02 1,4E-06 2 1600,80554 1600,80103 0,0046 2,87356138
1 gel03_0022.xml 1014 17,3999996 ASNASSVIQAM11:+15.9949 2 2 1.01 1.02 1,6E-10 3 2829,4209 2829,4165 0,0046 1,62577689
1 gel03_0022.xml 1040 17,8099995 LNLAALNEFS 2 2 1.01 1.02 2,1E-05 2 1505,76086 1505,75989 0,001 0,66411656
1 2184023|2148gel03_0022.xml 1105 18,7099991 TTLEQDVVIS  - - 1.01 2,8E-05 3 2375,26782 2375,26685 0,0009 0,37890479
1 gel03_0022.xml 1138 19,1000004 ATGTTEGGLY 2 2 1.01 1.02 0,0014 3 2816,31152 2816,30542 0,0061 2,16595817
1 gel03_0022.xml 1224 20,0599995 DGNGLFIQPY 2 2 1.01 1.02 0,034 2 1123,54126 1123,54236 -0,001 -0,89004213

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2051380|2030gel12_0022.xml 741 13,3599997 VGAGVQADIT - - 3.01 0,0018 2 1058,58411 1058,58447 -0,0003 -0,28339732
1 2051380|2030gel12_0022.xml 967 16,3799992 LGDESVNAS  - - 3.01 8,3E-07 2 1621,77881 1621,7821 -0,0032 -1,97313809

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1129931|1124gel02_0023.xml 442 11,1199999 ADAVATETST - - 1.01 5E-06 2 1180,56934 1180,56958 -0,0002 -0,16940975
1 1129931|1124gel02_0023.xml 529 12,3199997 VTLQTTNEAG - - 1.01 0,00064 2 1161,61096 1161,61145 -0,0004 -0,34434921
1 1129931|1124gel02_0023.xml 549 12,6199999 GKEAATEASE - - 1.01 2,2E-06 2 1524,75146 1524,75452 -0,0029 -1,90194547
1 1129931|1124gel02_0023.xml 556 12,7299995 KSTEVVLKDD - - 1.01 8E-06 2 1360,76636 1360,76855 -0,0022 -1,61673331
1 1129931|1124gel02_0023.xml 587 13,1800003 STEVVLKDDV - - 1.01 0,021 2 1232,67285 1232,67371 -0,0008 -0,64899576
1 1129931|1124gel02_0023.xml 594 13,2799997 EAATEASEVA - - 1.01 1E-07 2 1339,63794 1339,63794 0 0
1 1129931|1124gel02_0023.xml 627 13,75 FGCMIVDSK C3:+57.0215 -- - 1.01 0,00051 2 1072,47949 1072,48059 -0,0011 -1,02565956
1 1129931|1124gel02_0023.xml 699 14,75 VIDNEFYTAK - - 1.01 0,00029 2 1199,5946 1199,59473 -1E-04 -0,08336148
1 1129931|1124gel02_0023.xml 714 14,9700003 LAATLNLQAMM10:+15.9949- - 1.01 4,9E-06 2 1189,65979 1189,66125 -0,0015 -1,26086307
1 1129931|1124gel02_0023.xml 719 15,0500002 FGCMIVDSK C3:+57.0215 - - 1.01 0,0014 2 1056,4873 1056,48572 0,0017 1,60910833
1 1129931|1124gel02_0023.xml 732 15,2399998 FGHEHNVPA M14:+15.9949- - 1.01 0,0034 3 1744,84729 1744,84802 -0,0006 -0,34386951
1 1129931|1124gel02_0023.xml 734 15,2700005 FGHEHNVPA M14:+15.9949- - 1.01 9,6E-05 2 1744,8429 1744,84802 -0,005 -2,86557913
1 1129931|1124gel02_0023.xml 737 15,3199997 AASNGLYTVT - - 1.01 1,8E-06 2 1565,85413 1565,85376 0,0004 0,25545168
1 1129931|1124gel02_0023.xml 739 15,3400002 AASNGLYTVT - - 1.01 0,032 3 1565,85315 1565,85376 -0,0007 -0,44704047
1 1129931|1124gel02_0023.xml 746 15,4499998 YVAFAVAATK - - 1.01 2,7E-05 2 1040,57727 1040,57788 -0,0006 -0,5766027
1 1129931|1124gel02_0023.xml 778 15,9200001 TSVIITITDK  - - 1.01 0,0031 2 1090,63599 1090,63574 0,0002 0,18337929
1 1129931|1124gel02_0023.xml 790 16,1000004 FYNNEGTFLS - - 1.01 1,1E-08 2 1734,83057 1734,83374 -0,0032 -1,84455717
1 1129931|1124gel02_0023.xml 793 16,1399994 TVTSTYDVTIQ - - 1.01 2,8E-12 2 2060,0376 2060,03979 -0,0022 -1,06794047
1 1129931|1124gel02_0023.xml 813 16,4300003 AASNGLYTVT - - 1.01 2,1E-05 2 1437,76086 1437,75879 0,0021 1,46060658
1 1129931|1124gel02_0023.xml 817 16,4899998 VAYDYGDIAY - - 1.01 1,3E-08 2 1541,71802 1541,71631 0,0018 1,16752994
1 1129931|1124gel02_0023.xml 822 16,5699997 TNAINNGVLT - - 1.01 4E-06 2 2205,09814 2205,10376 -0,0056 -2,53956294
1 1129931|1124gel02_0023.xml 851 17,0100002 LAITDEEDNF  - - 1.01 2,7E-09 2 1839,85242 1839,84985 0,0026 1,41315877
1 1129931|1124gel02_0023.xml 883 17,5 VLASYVVVDI  - - 1.01 0,00019 2 1448,80151 1448,79993 0,0016 1,10436225
1 1129931|1124gel02_0023.xml 915 17,9899998 ENVFNIAIGG  - - 1.01 0,00023 2 1512,77087 1512,76965 0,0012 0,79324704
1 1129931|1124gel02_0023.xml 952 18,5599995 QYPYEGINAF - - 1.01 1E-09 2 2175,07202 2175,07617 -0,0041 -1,88499141
1 1129931|1124gel02_0023.xml 971 18,8400002 GLTPSITATP C15:+57.0215- - 1.01 0,00048 3 2909,40137 2909,38794 0,014 4,81200886
1 1129931|1124gel02_0023.xml 1077 20,2299995 AFNGLDGAN  - - 1.01 7,7E-07 3 2873,40405 2873,40698 -0,0029 -1,00925493
1 1129931|1124gel02_0023.xml 1222 21,6299992 TLLDGTILTFF - - 1.01 0,00021 2 1368,77588 1368,77783 -0,0018 -1,31504166

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1129931|1124gel03_0023.xml 448 11,2200003 ADAVATETST - - 1.01 1,3E-05 2 1180,56946 1180,56958 -1E-04 -0,08470488
1 1129931|1124gel03_0023.xml 535 12,3999996 VTLQTTNEAG - - 1.01 3,8E-05 2 1161,61096 1161,61145 -0,0004 -0,34434921
1 1129931|1124gel03_0023.xml 567 12,8500004 KSTEVVLKDD - - 1.01 0,0048 2 1360,76868 1360,76855 1E-04 0,07348789
1 1129931|1124gel03_0023.xml 603 13,3400002 EAATEASEVA - - 1.01 9,6E-08 2 1339,63538 1339,63794 -0,0026 -1,94082284
1 1129931|1124gel03_0023.xml 708 14,8299999 VIDNEFYTAK - - 1.01 0,0011 2 1199,59485 1199,59473 0,0002 0,16672297
1 1129931|1124gel03_0023.xml 720 15 LAATLNLQAMM10:+15.9949- - 1.01 1,6E-05 2 1189,66052 1189,66125 -0,0008 -0,67246032
1 1129931|1124gel03_0023.xml 746 15,3800001 AASNGLYTVT - - 1.01 1,5E-06 2 1565,85107 1565,85376 -0,0027 -1,72429895
1 1129931|1124gel03_0023.xml 800 16,1599998 FYNNEGTFLS - - 1.01 5,6E-09 2 1734,828 1734,83374 -0,0057 -3,28561759
1 1129931|1124gel03_0023.xml 802 16,1900005 TVTSTYDVTIQ - - 1.01 8,1E-11 2 2060,03735 2060,03979 -0,0024 -1,16502607
1 1129931|1124gel03_0023.xml 827 16,5499992 VAYDYGDIAY - - 1.01 9,3E-08 2 1541,71582 1541,71631 -0,0004 -0,25945109
1 1129931|1124gel03_0023.xml 828 16,5699997 AASNGLYTVT - - 1.01 0,0037 2 1437,75696 1437,75879 -0,0018 -1,2519486
1 1129931|1124gel03_0023.xml 837 16,7199993 TNAINNGVLT - - 1.01 0,00058 2 2205,09814 2205,10376 -0,0056 -2,53956294
1 1129931|1124gel03_0023.xml 865 17,1499996 LAITDEEDNF  - - 1.01 2,5E-08 2 1839,84717 1839,84985 -0,0027 -1,46751106
1 1129931|1124gel03_0023.xml 896 17,6299992 VLASYVVVDI  - - 1.01 0,00032 2 1448,79883 1448,79993 -0,0011 -0,75924909
1 1129931|1124gel03_0023.xml 963 18,6399994 QYPYEGINAF - - 1.01 1,4E-07 2 2175,07275 2175,07617 -0,0033 -1,51718831
1 1129931|1124gel03_0023.xml 1089 20,2800007 AFNGLDGAN  - - 1.01 2,8E-06 3 2873,39673 2873,40698 -0,01 -3,48018932
1 1129931|1124gel03_0023.xml 1233 21,6499996 TLLDGTILTFF - - 1.01 4,7E-05 2 1368,78003 1368,77783 0,0023 1,68033111

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2814324|2714gel08_0025.xml 452 11,5200005 GIADKDEHYR - - 1.01 0,00099 2 1203,57544 1203,57568 -0,0002 -0,16617152
1 2814324|2714gel08_0025.xml 503 12,29 CVEAHELACEC1:+57.0215 -- - 1.01 1,2E-07 2 1574,65735 1574,65784 -0,0004 -0,25402343
1 2814324|2714gel08_0025.xml 541 12,8599997 NSTEGTPGV  - - 1.01 0,0062 2 1102,5752 1102,57434 0,0009 0,81627148
1 2814324|2714gel08_0025.xml 554 13,0500002 CVEAHELACEC1:+57.0215 -- - 1.01 0,00012 3 1815,83875 1815,83679 0,002 1,10142064
1 2814324|2714gel08_0025.xml 588 13,54 IAAVDADAYN - - 1.01 8,8E-07 2 1278,63245 1278,63293 -0,0004 -0,31283411
1 2814324|2714gel08_0025.xml 666 14,6599998 KEEIAVINNAG - - 1.01 6,9E-06 3 2334,19507 2334,19409 0,001 0,42841342
1 2814324|2714gel08_0025.xml 716 15,3999996 QAVPVTVELK - - 1.01 0,00021 2 1083,64148 1083,64136 0,0003 0,27684435
1 2814324|2714gel08_0025.xml 740 15,7600002 TSQYGFITYK - - 1.01 4E-05 2 1207,59949 1207,59985 -0,0003 -0,24842669
1 2814324|2714gel08_0025.xml 771 16,2199993 TITADVDNAEC11:+57.0215- - 1.01 4,4E-10 2 1862,85645 1862,85535 0,0012 0,64417243
1 2814324|2714gel08_0025.xml 776 16,2999992 VSAFNIYVK  - - 1.01 0,0016 2 1040,57727 1040,57788 -0,0006 -0,5766027
1 2814324|2714gel08_0025.xml 779 16,3400002 TITADVDNAEC11:+57.0215- - 1.01 0,011 3 1862,85352 1862,85535 -0,0018 -0,96625853
1 2814324|2714gel08_0025.xml 782 16,3899994 DMNVQVYNEM2:+15.9949 - - 1.01 1,2E-07 2 1625,78564 1625,78442 0,0013 0,79961401
1 2814324|2714gel08_0025.xml 790 16,5100002 QLLNTGAMY M8:+15.9949 - - 1.01 7,3E-09 2 1845,91431 1845,91675 -0,0024 -1,30016696
1 2814324|2714gel08_0025.xml 795 16,5900002 VTVEYGWGT - - 1.01 0,00035 2 1252,65833 1252,65759 0,0007 0,5588119
1 2814324|2714gel08_0025.xml 799 16,6499996 ENGEDVTSD  - - 1.01 6,4E-05 2 1674,75037 1674,74976 0,0007 0,41797286
1 2814324|2714gel08_0025.xml 886 17,9899998 DLSDLAIADP  - - 1.01 4,9E-07 2 1570,79517 1570,79626 -0,0011 -0,70028174
1 2814324|2714gel08_0025.xml 928 18,6499996 LEDLIAPYDW - - 1.01 0,0013 2 1390,70117 1390,70056 0,0007 0,5033434
1 2814324|2714gel08_0025.xml 958 19,1100006 TDFITVPVSS  - - 1.01 0,0044 2 1608,80273 1608,81201 -0,0092 -5,71850538
1 2814324|2714gel08_0025.xml 964 19,1900005 VFIADETSAP  - - 1.01 1,3E-05 3 2629,30469 2629,30371 0,0012 0,45639461
1 2814324|2714gel08_0025.xml 988 19,5200005 LGLSFAFDVV - - 1.01 0,0024 2 1195,67212 1195,67261 -0,0004 -0,33453971
1 2814324|2714gel08_0025.xml 996 19,6399994 AVTGIEYFFCC10:+57.0215- - 1.01 8,3E-09 2 1748,81982 1748,82043 -0,0005 -0,28590703
1 2814324|2714gel08_0025.xml 1037 20,2099991 AAASNDFAM M9:+15.9949 - - 1.01 3E-06 3 2348,11084 2348,11182 -0,0011 -0,46846151
1 2814324|2714gel08_0025.xml 1039 20,25 AAASNDFAM M9:+15.9949 - - 1.01 3,9E-09 2 2348,10742 2348,11182 -0,0044 -1,87384605
1 2814324|2714gel08_0025.xml 1042 20,2900009 VGNPVTDQA - - 1.01 0,0028 3 2257,17212 2257,17139 0,0006 0,26581943
1 2814324|2714gel08_0025.xml 1043 20,3099995 VGNPVTDQA - - 1.01 2,2E-15 2 2257,17188 2257,17139 0,0004 0,17721294
1 2814324|2714gel08_0025.xml 1109 21,1000004 PVNIAEQAAD - - 1.01 6,6E-05 3 2263,08984 2263,08813 0,0017 0,75118595
1 2814324|2714gel08_0025.xml 1148 21,5900002 ANFIRPVNIAE - - 1.01 8,3E-09 3 2864,41333 2864,42188 -0,0085 -2,96744013

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2814324|2714gel09_0025.xml 573 11,6199999 GIADKDEHYR - - 1.01 0,014 2 1203,57678 1203,57568 0,0011 0,91394335
1 2814324|2714gel09_0025.xml 670 12,9399996 NSTEGTPGV  - - 1.01 0,0031 2 1102,57385 1102,57434 -0,0004 -0,36278731
1 2814324|2714gel09_0025.xml 718 13,6199999 IAAVDADAYN - - 1.01 8,6E-06 2 1278,63245 1278,63293 -0,0004 -0,31283411
1 2814324|2714gel09_0025.xml 852 15,4499998 QAVPVTVELK - - 1.01 0,0032 2 1083,64124 1083,64136 0 0
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peptides

1 2814324|2714gel09_0025.xml 864 15,6199999 EEIAVINNAGS - - 1.01 4,6E-07 2 2206,10156 2206,09912 0,0026 1,17855084
1 2814324|2714gel09_0025.xml 878 15,8100004 TSQYGFITYK - - 1.01 2,3E-05 2 1207,59888 1207,59985 -0,0009 -0,74527997
1 2814324|2714gel09_0025.xml 933 16,4799995 DMNVQVYNEM2:+15.9949 - - 1.01 8,1E-08 2 1625,78381 1625,78442 -0,0005 -0,30754387
1 2814324|2714gel09_0025.xml 939 16,5699997 QLLNTGAMY M8:+15.9949 - - 1.01 3E-08 2 1845,91541 1845,91675 -0,0013 -0,70425713
1 2814324|2714gel09_0025.xml 949 16,7199993 ENGEDVTSD  - - 1.01 6,3E-05 2 1674,74927 1674,74976 -0,0004 -0,23884164
1 2814324|2714gel09_0025.xml 1090 18,7600002 LEDLIAPYDW - - 1.01 0,0041 2 1390,7113 1390,70105 0,011 7,90967989
1 2814324|2714gel09_0025.xml 1134 19,3400002 VFIADETSAP  - - 1.01 1,4E-05 3 2629,30103 2629,30371 -0,0025 -0,95082206
1 2814324|2714gel09_0025.xml 1156 19,6499996 LGLSFAFDVV - - 1.01 0,0038 2 1195,67395 1195,67261 0,0014 1,17088902
1 2814324|2714gel09_0025.xml 1162 19,7299995 AVTGIEYFFCC10:+57.0215- - 1.01 6,9E-05 2 1748,81726 1748,82043 -0,0031 -1,77262342
1 2814324|2714gel09_0025.xml 1207 20,2900009 VGNPVTDQA - - 1.01 0,036 3 2257,16846 2257,17139 -0,0029 -1,28479385

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 604697|60262gel01_0029.xml 375 15,1700001 EDGTSYEHS  - - 1.01 0,014 2 1265,56812 1265,56494 0,0033 2,60753107
1 gel01_0029.xml 440 16,1200008 MICSSADLSNC3:+57.0215 - 2 2 1.01 1.02 4,1E-07 2 1443,604 1443,60938 -0,0054 -3,74062419
1 gel01_0029.xml 455 16,3199997 VGEDGPTHE 2 2 1.01 1.02 9,1E-07 2 1721,76025 1721,76172 -0,0014 -0,8131206
1 604697|60262gel01_0029.xml 464 16,4599991 LPAGNDYEQ  - - 1.01 0,0015 2 1233,58484 1233,5863 -0,0014 -1,13490224
1 604697|60262gel01_0029.xml 533 17,3999996 INGNDVDEIR - - 1.01 0,00061 2 1144,56091 1144,55969 0,0012 1,04843819
1 gel01_0029.xml 536 17,4400005 VGEDGPTHE 2 2 1.01 1.02 6,6E-07 2 1990,94287 1990,9469 -0,004 -2,00909424
1 gel01_0029.xml 555 17,6900005 GIENTSGPLG 2 2 1.01 1.02 1,6E-06 2 1266,60791 1266,60767 0,0002 0,15790209
1 604697|60262gel01_0029.xml 581 18,0499992 THGAPLGGN - - 1.01 0,00038 2 1270,61743 1270,61792 -0,0004 -0,31480747
1 gel01_0029.xml 620 18,5799999 LGYTAENVYK 2 2 1.01 1.02 3,9E-05 2 1157,58374 1157,58411 -0,0004 -0,34554726
1 604697|60262gel01_0029.xml 636 18,7800007 THGAPLGGN - - 1.01 6,7E-09 2 1612,84436 1612,8446 -0,0002 -0,1240045
1 gel01_0029.xml 678 19,3299999 MAALMEVPIKM1:+15.9949 2 2 1.01 1.02 0,00074 2 1134,58923 1134,59009 -0,0009 -0,79323804
1 604697|60262gel01_0029.xml 770 20,5699997 ISDGGIEEEIS - - 1.01 3,2E-09 2 1647,78223 1647,78247 -0,0002 -0,12137524
1 gel01_0029.xml 778 20,6700001 GIENTSGPLG 2 2 1.01 1.02 0,00019 2 1514,72339 1514,72375 -0,0004 -0,26407453
1 765558|76295gel01_0029.xml 781 20,7099991 VDWSAVVQK - - 1.02 0,013 2 1031,5531 1031,55237 0,0007 0,67858887
1 gel01_0029.xml 815 21,1700001 FIWTHDAFR  2 2 1.01 1.02 0,0079 2 1192,58997 1192,59021 -0,0002 -0,1677022
1 604697|60262gel01_0029.xml 901 22,3400002 IVSVPSEGLF  - - 1.01 0,018 2 1203,67346 1203,67358 -1E-04 -0,083079
1 gel01_0029.xml 930 22,7299995 AASAACLGVLC6:+57.0215 2 2 1.01 1.02 0,0019 2 1132,57178 1132,56714 0,0047 4,1498642
1 gel01_0029.xml 969 23,2900009 VFGMPSFGF M4:+15.9949 2 2 1.01 1.02 1,1E-07 2 1550,73486 1550,73523 -0,0003 -0,19345663
1 604697|60262gel01_0029.xml 970 23,3099995 IYAYISDGGIE - - 1.01 2E-11 2 2158,02271 2158,03027 -0,0075 -3,47539139
1 gel01_0029.xml 1005 23,7800007 AASAACLGVLC6:+57.0215 2 2 1.01 1.02 1,5E-08 2 1570,79016 1570,78979 0,0004 0,25464895
1 604697|60262gel01_0029.xml 1100 25,0300007 FTLEELAMFRM8:+15.9949 - - 1.01 9,7E-05 2 1272,63538 1272,62976 0,0057 4,47891474
1 gel01_0029.xml 1204 26,3500004 IFGMTAGLPVM4:+15.9949 2 2 1.01 1.02 3E-06 2 2061,10767 2061,10522 0,0024 1,16442394

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1065025|1060gel03_0029.xml 796 15,71 LPAGNDYEQ  - - 1.01 0,015 2 1233,58984 1233,5863 0,0036 2,91832018
1 1065025|1060gel03_0029.xml 964 18,1900005 MAALMEVPIKM1:+15.9949 - - 1.01 0,00072 2 1134,59167 1134,59009 0,0016 1,41020083

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 604697|60262gel09_0029.xml 663 12,8699999 LPAGNDYEQ  - - 1.01 4,6E-05 2 1233,58679 1233,5863 0,0006 0,48638675
1 604697|60262gel09_0029.xml 681 13,1099997 GALKEDGTSY - - 1.01 0,00022 3 1634,802 1634,80249 -0,0004 -0,24467786
1 604697|60262gel09_0029.xml 710 13,5200005 VGEDGPTHE - - 1.01 8E-05 3 1990,94214 1990,9469 -0,0047 -2,36068583
1 604697|60262gel09_0029.xml 713 13,5600004 INGNDVDEIR - - 1.01 0,00021 2 1144,55774 1144,55969 -0,0019 -1,66002703
1 604697|60262gel09_0029.xml 721 13,6700001 VGEDGPTHE - - 1.01 0,00039 2 1990,93347 1990,94702 -0,013 -6,52955627
1 604697|60262gel09_0029.xml 788 14,5799999 THGAPLGGN - - 1.01 5,1E-07 2 1612,84668 1612,8446 0,0021 1,30204725
1 604697|60262gel09_0029.xml 814 14,9099998 MAALMEVPIKM1:+15.9949 - - 1.01 0,00064 2 1134,58875 1134,59009 -0,0014 -1,23392582
1 604697|60262gel09_0029.xml 891 15,8800001 ISDGGIEEEIS - - 1.01 9,6E-06 2 1647,7771 1647,78247 -0,0053 -3,21644402
1 604697|60262gel09_0029.xml 987 17,1000004 IVSVPSEGLF  - - 1.01 0,013 2 1203,67273 1203,67358 -0,0008 -0,66463202
1 604697|60262gel09_0029.xml 1042 17,9400005 VFGMPSFGF M4:+15.9949 - - 1.01 7,1E-08 2 1550,73645 1550,73523 0,0013 0,83831203
1 604697|60262gel09_0029.xml 1140 19,2700005 FTLEELAMFRM8:+15.9949 - - 1.01 4,7E-05 2 1272,62915 1272,62976 -0,0005 -0,39288726

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 604697|60262gel11_0029.xml 786 15,5900002 LPAGNDYEQ  - - 1.01 5,1E-05 2 1233,59253 1233,5863 0,0063 5,10706043
1 604697|60262gel11_0029.xml 788 15,6099997 GALKEDGTSY - - 1.01 0,0014 2 1634,80151 1634,80249 -0,0009 -0,55052519
1 604697|60262gel11_0029.xml 843 16,3899994 VGEDGPTHE - - 1.01 0,00015 3 1990,94873 1990,9469 0,0019 0,95431983
1 604697|60262gel11_0029.xml 846 16,4300003 INGNDVDEIR - - 1.01 0,00079 2 1144,56079 1144,55969 0,0011 0,96106827
1 604697|60262gel11_0029.xml 864 16,6800003 GIENTSGPLG - - 1.01 2,9E-05 2 1266,60754 1266,60767 -1E-04 -0,07895105
1 604697|60262gel11_0029.xml 892 17,0799999 THGAPLGGN - - 1.01 0,001 2 1270,6167 1270,61792 -0,0012 -0,94442242
1 604697|60262gel11_0029.xml 920 17,4899998 LGYTAENVYK - - 1.01 9,2E-06 2 1157,58386 1157,58411 -0,0002 -0,17277363
1 604697|60262gel11_0029.xml 940 17,7600002 THGAPLGGN - - 1.01 1,1E-06 2 1612,84607 1612,8446 0,0015 0,9300338
1 604697|60262gel11_0029.xml 966 18,1200008 MAALMEVPIKM1:+15.9949 - - 1.01 0,0032 2 1134,58984 1134,59009 -0,0003 -0,26441267
1 604697|60262gel11_0029.xml 998 18,5900002 GIENTSGPLG - - 1.01 0,00097 3 2283,1377 2283,13672 0,0008 0,35039514
1 604697|60262gel11_0029.xml 1014 18,8199997 ISDGGIEEEIS - - 1.01 1,6E-09 2 1647,78674 1647,78247 0,0043 2,60956788
1 604697|60262gel11_0029.xml 1127 20,4799995 IVSVPSEGLF  - - 1.01 0,0079 2 1203,67395 1203,67358 0,0004 0,33231601
1 604697|60262gel11_0029.xml 1170 21,1499996 VFGMPSFGF M4:+15.9949 - - 1.01 5,3E-06 2 1550,73633 1550,73523 0,0011 0,70934093
1 604697|60262gel11_0029.xml 1242 22,2399998 FTLEELAMFRM8:+15.9949 - - 1.01 0,0002 2 1272,62964 1272,62976 0 0

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 604697|60262gel12_0029.xml 744 15,5299997 LPAGNDYEQ  - - 1.01 0,00044 2 1233,58521 1233,5863 -0,001 -0,81064457
1 604697|60262gel12_0029.xml 806 16,3799992 INGNDVDEIR - - 1.01 0,00035 2 1144,56067 1144,55969 0,001 0,87369847
1 604697|60262gel12_0029.xml 819 16,5499992 GIENTSGPLG - - 1.01 3,1E-06 2 1266,60742 1266,60767 -0,0003 -0,23685315
1 604697|60262gel12_0029.xml 925 18,0400009 EYQESILPK  - - 1.01 0,028 2 1106,57324 1106,57324 0 0
1 604697|60262gel12_0029.xml 929 18,0900002 MAALMEVPIKM1:+15.9949 - - 1.01 0,0096 2 1134,59021 1134,59009 1E-04 0,08813755
1 604697|60262gel12_0029.xml 980 18,8099995 ISDGGIEEEIS - - 1.01 1,5E-09 2 1647,78088 1647,78247 -0,0015 -0,91031432
1 604697|60262gel12_0029.xml 1093 20,4200001 IVSVPSEGLF  - - 1.01 0,0052 2 1203,67798 1203,67358 0,0044 3,65547609
1 604697|60262gel12_0029.xml 1138 21,1299992 VFGMPSFGF M4:+15.9949 - - 1.01 0,0033 2 1550,73706 1550,73523 0,0019 1,22522533
1 604697|60262gel12_0029.xml 1214 22,2399998 FTLEELAMFRM8:+15.9949 - - 1.01 0,00082 2 1272,62537 1272,62976 -0,0043 -3,37883043

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 901926|89854gel12_0030.xml 739 12,3400002 AACEEFGMKC3:+57.0215 -- - 1.01 0,0038 2 1058,42773 1058,42859 -0,0008 -0,75583744
1 901926|89854gel12_0030.xml 853 13,9300003 IGIVTGSVSQ  - - 1.01 0,011 3 1718,86646 1718,86719 -0,0007 -0,40724495
1 901926|89854gel12_0030.xml 855 13,96 IGIVTGSVSQ  - - 1.01 0,02 2 1718,8645 1718,86719 -0,0026 -1,51262414
1 901926|89854gel12_0030.xml 926 14,9200001 FMGNAEVEIPM2:+15.9949 - - 1.01 0,0023 2 1379,651 1379,65161 -0,0005 -0,36241037
1 901926|89854gel12_0030.xml 986 15,7399998 AAYFCTNDAHC5:+57.0215 - - 1.01 0,0066 3 1850,87341 1850,87463 -0,0011 -0,59431362
1 901926|89854gel12_0030.xml 997 15,9099998 GYLIIR  - - 1.01 0,03 2 734,455444 734,456421 -0,0009 -1,22539592
1 901926|89854gel12_0030.xml 1066 16,8899994 AIIVNQAVPG  - - 1.01 0,00022 2 1686,91602 1686,91785 -0,0017 -1,00775504
1 901926|89854gel12_0030.xml 1093 17,2700005 LVEETAPDPT - - 1.01 4E-09 2 2105,98877 2105,98779 0,0011 0,52232021
1 901926|89854gel12_0030.xml 1136 17,9400005 LVEETAPDPT - - 1.01 1,9E-05 3 2589,29126 2589,29346 -0,0021 -0,811032
1 901926|89854gel12_0030.xml 1232 19,3600006 SDNVFLIYQDM14:+15.9949- - 1.01 5,6E-11 2 2192,0061 2192,02197 -0,016 -7,29919767

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel01_0031.xml 461 16,4899998 VICAATQQGYC3:+57.0215 2 2 1.01 1.02 0,00073 2 1266,62463 1266,62634 -0,0017 -1,34214807
1 gel01_0031.xml 566 17,9400005 HAPLGDASPV 2 2 1.01 1.02 2,7E-06 2 1347,70154 1347,70203 -0,0004 -0,29680151
1 1627384|1619gel01_0031.xml 654 19,0900002 VFEQYPEYR  - - 1.01 0,0029 2 1230,57861 1230,57935 -0,0007 -0,5688377
1 1242595|1237gel01_0031.xml 1007 23,8999996 LEAYGLSDYLM13:+15.9949- - 1.02 0,00011 2 1716,84827 1716,85168 -0,0034 -1,98036897

2 505528|50386gel01_0031.xml 424 15,9399996 VMDYNTSDT M2:+15.9949 - - 2.01 1,4E-06 2 1359,60974 1359,61011 -0,0003 -0,22065151
2 505528|50386gel01_0031.xml 534 17,5 HEQLPQVVMM9:+15.9949 - - 2.01 1E-05 2 1295,67383 1295,6781 -0,0042 -3,24154568
2 505528|50386gel01_0031.xml 933 22,8899994 VLEWANYPE  - - 2.01 0,0014 2 1361,71594 1361,71045 0,0056 4,11247492
2 505528|50386gel01_0031.xml 1095 25,0400009 GIVDPESFTQ - - 2.01 8,8E-14 2 2075,97729 2075,9812 -0,0039 -1,87862968

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1627384|1619gel10_0031.xml 637 15,3699999 VICAATQQGYC3:+57.0215 - - 1.01 0,00018 2 1266,62402 1266,62634 -0,0023 -1,81584728
1 1627384|1619gel10_0031.xml 781 17,4599991 VFEQYPEYR  - - 1.01 0,001 2 1230,58008 1230,57935 0,0007 0,5688377
1 1627384|1619gel10_0031.xml 895 19,1599998 TAIQTIGNMS M9:+15.9949 - - 1.01 0,00085 2 1654,85193 1654,84729 0,0047 2,8401413

2 505528|50386gel10_0031.xml 610 14,9700003 VMDYNTSDT M2:+15.9949 - - 2.01 2,9E-06 2 1359,60791 1359,61011 -0,0021 -1,54456043
2 505528|50386gel10_0031.xml 711 16,4500008 HEQLPQVVMM9:+15.9949 - - 2.01 0,033 2 1295,6825 1295,6781 0,0045 3,47308469

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1079116|1074gel01_0032.xml 567 17,8899994 SALGALQNR  - - 2.01 0,0013 2 929,517639 929,516724 0,0009 0,96824509
1 1079116|1074gel01_0032.xml 614 18,5499992 MNELAVQGAM1:+15.9949 - - 2.01 2,1E-11 2 1992,8949 1992,89307 0,0018 0,90320951
1 1079116|1074gel01_0032.xml 653 19,0400009 DYASANATID - - 2.01 7,2E-08 2 1466,70984 1466,71265 -0,0027 -1,84085143
1 1079116|1074gel01_0032.xml 681 19,3999996 ISISIGEMNSKM8:+15.9949 - - 2.01 0,00015 2 1194,60327 1194,60388 -0,0006 -0,50225854

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 999719|99558gel02_0032.xml 450 11,2299995 AINSVSSQR  - - 2.02 0,023 2 961,50531 961,506592 -0,0013 -1,35204482
1 975974|97202gel02_0032.xml 488 11,7700005 NLQVGANNG - - 2.01 1E-04 2 1142,5918 1142,59167 0,0002 0,17504065
1 2374576|2311gel02_0032.xml 492 11,8299999 MVVQHNLTA M1:+15.9949 - - 2.03 8,9E-05 2 1630,77649 1630,77917 -0,0027 -1,65565026
1 2374576|2311gel02_0032.xml 495 11,8800001 MVVQHNLTA M1:+15.9949 - - 2.03 0,00038 3 1630,78064 1630,77917 0,0014 0,85848528
1 999719|99558gel02_0032.xml 538 12,54 IRDTDMADEMM6:+15.9949 - - 2.02 1,3E-05 3 1834,78467 1834,78381 0,0009 0,49052101
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peptides

1 999719|99558gel02_0032.xml 558 12,8199997 DTDMADEMVM4:+15.9949 - - 2.02 7,6E-09 2 1565,59778 1565,59863 -0,0008 -0,51098663
1 gel02_0032.xml 615 13,6199999 SALGALQNR  3 3 2.01 2.02 2.03 0,0049 2 929,516235 929,516724 -0,0005 -0,53791392
1 999719|99558gel02_0032.xml 640 13,9899998 LEHTVANLDN - - 2.02 0,00091 3 2273,06274 2273,06445 -0,0018 -0,79188246
1 975974|97202gel02_0032.xml 652 14,1700001 LEHTISNLDN  - - 2.01 0,00014 3 2344,09961 2344,10156 -0,002 -0,85320538
1 gel02_0032.xml 686 14,6400003 MNELAVQGA 2 3 2.01 2.03 4,4E-08 2 1975,9032 1975,91394 -0,011 -5,56704378
1 999719|99558gel02_0032.xml 697 14,8100004 DYASANATID - - 2.02 3,2E-09 2 1466,71277 1466,71265 0,0002 0,13635936
1 999719|99558gel02_0032.xml 700 14,8500004 ISISIGEMNSKM8:+15.9949 - - 2.02 0,0014 2 1194,60303 1194,60388 -0,0008 -0,66967803
1 975974|97202gel02_0032.xml 709 14,9899998 ITINIAAMNAKM8:+15.9949 - - 2.01 0,00022 2 1175,64575 1175,64575 1E-04 0,08505964
1 975974|97202gel02_0032.xml 855 17,2199993 VDTYAHANATM13:+15.9949- - 2.01 6,6E-05 3 2717,30322 2717,3064 -0,0032 -1,17763686
1 gel02_0032.xml 1103 20,3700008 ASDNASDGV 2 3 2.01 2.03 0,00084 3 2897,41772 2897,42407 -0,0063 -2,17434502
1 gel02_0032.xml 1194 21,1599998 NNILAQAGQSM11:+15.9949 2 3 2.01 2.03 1,1E-06 3 2814,44019 2814,44189 -0,0017 -0,60402739

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel08_0032.xml 433 11,25 AINSVSSQR  3 3 2.01 2.02 2.03 0,048 2 961,504211 961,506592 -0,0024 -2,49608278
1 2701612|2606gel08_0032.xml 476 11,8999996 MVVQHNLTA M1:+15.9949 - - 2.02 3,9E-05 2 1630,77966 1630,77917 0,0005 0,30660191
1 2701612|2606gel08_0032.xml 477 11,9200001 MVVQHNLTA M1:+15.9949 - - 2.02 0,022 3 1630,78455 1630,77917 0,0053 3,24998021
1 999719|99558gel08_0032.xml 521 12,6000004 IRDTDMADEMM6:+15.9949 - - 2.01 0,0011 3 1834,78528 1834,78381 0,0015 0,81753498
1 999719|99558gel08_0032.xml 522 12,6099997 IRDTDMADEMM6:+15.9949 - - 2.01 0,012 2 1834,78381 1834,78381 1E-04 0,05450233
1 999719|99558gel08_0032.xml 536 12,8299999 DTDMADEMVM4:+15.9949 - - 2.01 1,6E-09 2 1565,59912 1565,59863 0,0006 0,38324001
1 gel08_0032.xml 593 13,6499996 SALGALQNR  3 3 2.01 2.02 2.03 0,01 2 929,516602 929,516724 -1E-04 -0,10758279
1 gel08_0032.xml 618 14,0200005 LEHTVANLDN 3 3 2.01 2.02 2.03 0,00031 3 2273,06543 2273,06445 0,001 0,43993476
1 741199|73870gel08_0032.xml 647 14,4399996 TTVGQATQLT - - 2.03 5,9E-05 2 1545,81116 1545,81226 -0,0011 -0,71160001
1 gel08_0032.xml 674 14,8100004 DYASANATID 3 3 2.01 2.02 2.03 5E-08 2 1466,71143 1466,71265 -0,0011 -0,74997652
1 2701612|2606gel08_0032.xml 1127 21,0100002 DAINEELSAL  - - 2.02 1,6E-08 2 1775,86731 1775,86621 0,0012 0,67572659

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1079116|1074gel09_0032.xml 747 14,0799999 LEHTVANLDN - - 2.01 0,00052 3 2273,05566 2273,06445 -0,0087 -3,82743192
1 1079116|1074gel09_0032.xml 804 14,8800001 ISISIGEMNSKM8:+15.9949 - - 2.01 0,02 2 1194,60547 1194,60388 0,0016 1,33935606

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2701612|2606gel11_0032.xml 541 11,29 AINSVSSQR  - - 1.01 0,026 2 961,50592 961,506592 -0,0007 -0,72802407
1 2701612|2606gel11_0032.xml 583 11,8900003 MVVQHNLTA M1:+15.9949 - - 1.01 0,00054 3 1630,78491 1630,77917 0,0057 3,49526191
1 2701612|2606gel11_0032.xml 586 11,9300003 MVVQHNLTA M1:+15.9949 - - 1.01 2E-05 2 1630,77649 1630,77917 -0,0027 -1,65565026
1 1650635|1642gel11_0032.xml 631 12,5900002 IRDTDMADEMM6:+15.9949 - - 1.02 4,3E-06 3 1834,78308 1834,78381 -0,0007 -0,38151631
1 1650635|1642gel11_0032.xml 659 12,9799995 DTDMADEMVM4:+15.9949 - - 1.02 2,5E-07 2 1565,60034 1565,59863 0,0018 1,14971995
1 gel11_0032.xml 713 13,6899996 SALGALQNR  2 2 1.01 1.02 0,0014 2 929,516785 929,516724 0 0
1 gel11_0032.xml 737 14,0200005 LEHTVANLDN 2 2 1.01 1.02 2E-05 3 2273,06372 2273,06445 -0,0007 -0,30795431
1 gel11_0032.xml 750 14,21 KVTGFTFGK  2 2 1.01 1.02 0,025 2 984,552307 984,551697 0,0006 0,6094144
1 2701612|2606gel11_0032.xml 757 14,29 MTVGQATTLTM1:+15.9949 - - 1.01 2,9E-08 2 1564,78979 1564,78906 0,0007 0,44734463
1 gel11_0032.xml 795 14,7799997 DYASANATID 2 2 1.01 1.02 3,3E-10 2 1466,71228 1466,71265 -0,0003 -0,20453905
1 2701612|2606gel11_0032.xml 803 14,8900003 ISISIGEMNSKM8:+15.9949 - - 1.01 6,4E-05 2 1194,60425 1194,60388 0,0004 0,33483902
1 2701612|2606gel11_0032.xml 1251 20,7000008 ASSNAQDGIS - - 1.01 0,003 3 2837,44238 2837,43921 0,0032 1,12777746
1 2701612|2606gel11_0032.xml 1278 21,0499992 DAINEELSAL  - - 1.01 1,6E-10 2 1775,86499 1775,86621 -0,0012 -0,67572659
1 1650635|1642gel11_0032.xml 1294 21,2700005 NNILAQAGQSM11:+15.9949- - 1.02 1,6E-06 3 2814,45068 2814,44189 0,0087 3,09119892

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2701612|2606gel12_0032.xml 585 11,1300001 NLTAMNANR M5:+15.9949 - - 1.01 0,026 2 1020,48749 1020,4895 -0,002 -1,95984375
1 2701612|2606gel12_0032.xml 588 11,1700001 AINSVSSQR  - - 1.01 0,0027 2 961,507935 961,506592 0,0014 1,45604813
1 2701612|2606gel12_0032.xml 645 11,8800001 MVVQHNLTA M1:+15.9949 - - 1.01 7,1E-06 3 1630,77979 1630,77917 0,0005 0,30660191
1 2701612|2606gel12_0032.xml 646 11,8999996 MVVQHNLTA M1:+15.9949 - - 1.01 1,1E-07 2 1630,77771 1630,77917 -0,0015 -0,91980571
1 1650635|1642gel12_0032.xml 694 12,5699997 IRDTDMADEMM6:+15.9949 - - 1.03 2E-05 3 1834,78381 1834,78381 0 0
1 1650635|1642gel12_0032.xml 710 12,8100004 DTDMADEMVM4:+15.9949 - - 1.03 2,8E-12 2 1565,5957 1565,59863 -0,0028 -1,78845322
1 gel12_0032.xml 776 13,7399998 SALGALQNR  3 3 1.01 1.02 1.03 0,0014 2 929,515808 929,516724 -0,0009 -0,96824509
1 gel12_0032.xml 799 14,0600004 LEHTVANLDN 3 3 1.01 1.02 1.03 1,8E-05 3 2273,06567 2273,06445 0,0013 0,57191515
1 gel12_0032.xml 800 14,0799999 LEHTVANLDN 3 3 1.01 1.02 1.03 1,3E-14 2 2273,06104 2273,06445 -0,0034 -1,49577808
1 2701612|2606gel12_0032.xml 808 14,1899996 ALGLHDIAGT - - 1.01 0,00027 3 1927,02466 1927,02478 -1E-04 -0,05189347
1 2701612|2606gel12_0032.xml 815 14,29 MTVGQATTLTM1:+15.9949 - - 1.01 4E-08 2 1564,78967 1564,78906 0,0006 0,38343829
1 gel12_0032.xml 819 14,3400002 MNELAVQGAM1:+15.9949 2 3 1.01 1.02 6,5E-13 2 1992,89282 1992,89307 -0,0003 -0,15053493
1 2701612|2606gel12_0032.xml 829 14,4799995 ALGLHDIAGT - - 1.01 0,011 3 1798,93042 1798,92981 0,0007 0,38912022
1 2701612|2606gel12_0032.xml 830 14,5 MTVGQATTLTM1:+15.9949 - - 1.01 0,0069 2 1153,53967 1153,54102 -0,0012 -1,0402751
1 2701612|2606gel12_0032.xml 833 14,54 ALGLHDIAGT - - 1.01 3,1E-12 2 1798,92957 1798,92981 -0,0002 -0,11117721
1 gel12_0032.xml 852 14,8000002 DYASANATID 3 3 1.01 1.02 1.03 8,1E-10 2 1466,71167 1466,71265 -0,0009 -0,61361706
1 gel12_0032.xml 853 14,8100004 DYASANATID 3 3 1.01 1.02 1.03 0,00035 3 1466,71167 1466,71265 -0,0009 -0,61361706
1 2701612|2606gel12_0032.xml 858 14,8900003 ISISIGEMNSKM8:+15.9949 - - 1.01 0,0013 2 1194,60376 1194,60388 -1E-04 -0,08370975
1 2701612|2606gel12_0032.xml 897 15,4399996 MTVGQATTLT - - 1.01 5,1E-05 2 1548,79443 1548,79419 0,0003 0,19369908
1 539260|53741gel12_0032.xml 903 15,5299997 ISISIDAMNSKM8:+15.9949 - - 1.02 0,0068 2 1194,60461 1194,60388 0,0008 0,66967803
1 2701612|2606gel12_0032.xml 938 16,0200005 QLGITTGAQAQ1:-17.0265 - - 1.01 1,2E-06 2 1070,58459 1070,58447 0,0002 0,18681383
1 2701612|2606gel12_0032.xml 943 16,0900002 ISISIGEMNSK - - 1.01 0,018 2 1178,60779 1178,60901 -0,0011 -0,93330359
1 gel12_0032.xml 970 16,4500008 NNILAQAGQSM11:+15.9949 2 3 1.02 1.03 2,2E-10 2 1659,81104 1659,81226 -0,0012 -0,72297335
1 2701612|2606gel12_0032.xml 1255 20,3600006 MNELAVQGAM1:+15.9949 - - 1.01 1,2E-10 3 3749,73193 3749,74121 -0,0092 -2,45350266
1 2701612|2606gel12_0032.xml 1284 20,6900005 ASSNAQDGIS - - 1.01 4,1E-06 3 2837,43774 2837,43921 -0,0016 -0,56388873
1 2701612|2606gel12_0032.xml 1312 20,9699993 DAINEELSAL  - - 1.01 6,4E-10 2 1775,86658 1775,86621 0,0004 0,22524218
1 2701612|2606gel12_0032.xml 1314 21 DAINEELSAL  - - 1.01 0,00011 3 1775,86865 1775,86621 0,0025 1,4077636
1 539260|53741gel12_0032.xml 1316 21,0300007 DAINEELTALT - - 1.02 0,0021 2 1789,88367 1789,88184 0,0019 1,0615226
1 gel12_0032.xml 1331 21,2000008 NNILAQAGQSM11:+15.9949 2 3 1.02 1.03 8,1E-12 3 2814,44507 2814,44189 0,0033 1,17252374

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 425262|42393gel07_0034.xml 532 12,7600002 AVNDELNSAD - - 1.01 1,2E-05 2 1246,59216 1246,59143 0,0008 0,64174992
1 425262|42393gel07_0034.xml 771 16,1000004 VTVVANYAAS - - 1.01 0,0015 3 2122,04224 2122,04565 -0,0033 -1,55510318
1 425262|42393gel07_0034.xml 772 16,1200008 VTVVANYAAS - - 1.01 7,3E-08 2 2122,0376 2122,04565 -0,0079 -3,72282267
1 425262|42393gel07_0034.xml 875 17,5799999 DQDTISLTYD - - 1.01 9,4E-05 2 1411,69519 1411,69556 -0,0003 -0,21251042

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2026742|2006gel08_0035.xml 527 12,4099998 AMNEIANSDYM2:+15.9949 - - 1.01 0,0016 2 1271,55627 1271,55774 -0,0013 -1,02236795
1 2026742|2006gel08_0035.xml 799 16,3400002 YVDSDYVLDV - - 1.01 0,013 2 1315,64856 1315,64197 0,0066 5,01656246

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2026742|2006gel09_0035.xml 659 12,3900003 AMNEIANSDYM2:+15.9949 - - 2.01 0,023 2 1271,55408 1271,55774 -0,0035 -2,75252938
1 2026742|2006gel09_0035.xml 859 15,0500002 MLSGFDDAY M1:+15.9949 - - 2.01 0,039 2 1190,51453 1190,51514 -0,0005 -0,41998631
1 2026742|2006gel09_0035.xml 959 16,3799992 YVDSDYVLDV - - 2.01 0,00066 2 1315,64233 1315,64197 0,0003 0,22802557

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel01_0036.xml 384 15,2600002 QEYNVSASG 2 2 1.01 1.02 3,5E-05 2 1396,60999 1396,60925 0,0008 0,5728159
1 1331303|1325gel01_0036.xml 397 15,4499998 TTTTTYAEAT - - 1.01 0,0003 2 1215,58521 1215,58557 -0,0003 -0,24679466
1 gel01_0036.xml 468 16,4400005 IGDGQSFGG  2 2 1.01 1.02 0,00053 2 993,474304 993,475281 -0,001 -1,0065676
1 gel01_0036.xml 553 17,5499992 QEYNVSASGQ1:-17.0265 2 2 1.01 1.02 2E-06 2 1379,58179 1379,58264 -0,0008 -0,57988554
1 1331303|1325gel01_0036.xml 563 17,6900005 VAMAGADDEM3:+15.9949 - - 1.01 1,1E-12 2 1821,73901 1821,74219 -0,0032 -1,75656021
1 gel01_0036.xml 565 17,7199993 AAGGVVMITTM7:+15.9949 2 2 1.01 1.02 3,8E-06 2 1063,57898 1063,58203 -0,003 -2,82065678
1 gel01_0036.xml 593 18,1000004 DAVSNSLYG  2 2 1.01 1.02 3,5E-05 2 1168,55981 1168,55969 1E-04 0,08557543
1 1331303|1325gel01_0036.xml 604 18,2600002 ESVYNNLTSR - - 1.01 0,017 2 1182,5752 1182,57544 -1E-04 -0,0845612
1 1331303|1325gel01_0036.xml 614 18,3999996 ILTLPEENRK  - - 1.01 0,022 2 1212,69421 1212,69507 -0,0008 -0,65968764
1 gel01_0036.xml 627 18,5799999 KQDLVGSISS 2 2 1.01 1.02 2,7E-05 2 1260,71509 1260,71619 -0,0011 -0,87251991
1 1331303|1325gel01_0036.xml 748 20,1399994 ATQNGVQEN - - 1.01 1,2E-09 2 2103,02173 2103,02173 0 0
1 1331303|1325gel01_0036.xml 749 20,1599998 YEYDYFDGQ - - 1.01 0,00027 2 1327,54712 1327,5481 -0,001 -0,75326842
1 gel01_0036.xml 757 20,2800007 QDLVGSISSV 2 2 1.01 1.02 0,024 2 1132,6217 1132,62134 0,0005 0,44145384
1 gel01_0036.xml 762 20,3400002 DYDMATDPGM4:+15.9949 2 2 1.01 1.02 5,7E-09 2 1595,63196 1595,63232 -0,0003 -0,18801324
1 gel01_0036.xml 814 21,0400009 YYISAAFR  2 2 1.01 1.02 0,0081 2 990,504456 990,504822 -0,0003 -0,30287585
1 gel01_0036.xml 874 21,8400002 LSDINPTDIAS 2 2 1.01 1.02 1,5E-08 2 1672,87354 1672,87561 -0,002 -1,19554627
1 gel01_0036.xml 881 21,9400005 NITLGYTLPK  2 2 1.01 1.02 0,0028 2 1119,64136 1119,64136 1E-04 0,08931431
1 gel01_0036.xml 896 22,1499996 TFDVGVDFR  2 2 1.01 1.02 0,0059 2 1055,51123 1055,51611 -0,0048 -4,54753876
1 gel01_0036.xml 958 22,9599991 VYGSFEYFYR 2 2 1.01 1.02 6,8E-05 2 1330,61157 1330,61072 0,0009 0,67638117
1 2790310|2691gel01_0036.xml 1040 24,0499992 VTGVVISEED - - 1.02 1,9E-09 2 2196,21313 2196,21265 0,0006 0,27319759
1 gel01_0036.xml 1044 24,1100006 SYIEISFLK  2 2 1.01 1.02 0,0045 2 1099,60681 1099,60376 0,003 2,72825551
1 1331303|1325gel01_0036.xml 1064 24,3700008 SALPDFNGG  - - 1.01 5,2E-06 2 1838,86267 1838,85999 0,0027 1,46830106
1 1331303|1325gel01_0036.xml 1119 25,0799999 SDTELLDEVT - - 1.01 3,2E-07 2 1839,92224 1839,92261 -0,0004 -0,21740045
1 1331303|1325gel01_0036.xml 1297 27,3600006 YDDTFADALF - - 1.01 7,8E-06 2 1780,77258 1780,78174 -0,0091 -5,11011553

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1331303|1325gel02_0036.xml 514 11,46 ANVNSQLK  - - 1.01 0,046 2 873,479004 873,479309 -0,0003 -0,34345403
1 1331303|1325gel02_0036.xml 563 12,1400003 QEYNVSASG - - 1.01 9,9E-06 2 1396,60583 1396,60925 -0,0033 -2,36286569
1 1331303|1325gel02_0036.xml 565 12,1700001 TTTTTYAEAT - - 1.01 0,0021 2 1215,58447 1215,58557 -0,0011 -0,90491366
1 1331303|1325gel02_0036.xml 667 13,6000004 AAGGVVMITTM7:+15.9949 - - 1.01 2,5E-05 2 1063,58203 1063,58203 1E-04 0,09402189
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peptides

1 1331303|1325gel02_0036.xml 709 14,1999998 DAVSNSLYG  - - 1.01 5,9E-06 2 1168,56042 1168,55969 0,0008 0,68460345
1 1331303|1325gel02_0036.xml 809 15,54 QDLVGSISSV - - 1.01 0,0041 2 1132,6217 1132,62134 0,0005 0,44145384
1 1331303|1325gel02_0036.xml 813 15,6000004 YEYDYFDGQ - - 1.01 0,00011 2 1327,54871 1327,5481 0,0006 0,45196107
1 1331303|1325gel02_0036.xml 835 15,9200001 DYDMATDPGM4:+15.9949 - - 1.01 0,00065 2 1595,63098 1595,63232 -0,0013 -0,81472403
1 1331303|1325gel02_0036.xml 911 17,0499992 TFDVGVDFR  - - 1.01 0,003 2 1055,51636 1055,51611 0,0003 0,28422117
1 1331303|1325gel02_0036.xml 1067 19,2999992 SDTELLDEVT - - 1.01 4,6E-07 2 1839,92773 1839,92261 0,0051 2,77185583

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1331303|1325gel03_0036.xml 611 12,0500002 QEYNVSASG - - 1.01 0,0022 2 1396,6095 1396,60925 0,0004 0,28640795
1 1331303|1325gel03_0036.xml 613 12,0799999 TTTTTYAEAT - - 1.01 0,018 2 1215,58545 1215,58557 -1E-04 -0,08226488
1 1331303|1325gel03_0036.xml 737 13,71 AAGGVVMITTM7:+15.9949 - - 1.01 0,0029 2 1063,58081 1063,58203 -0,0012 -1,12826288
1 1331303|1325gel03_0036.xml 983 17,0799999 TFDVGVDFR  - - 1.01 0,0052 2 1055,51428 1055,51611 -0,0017 -1,61058652
1 1331303|1325gel03_0036.xml 1071 18,3899994 SYIEISFLK  - - 1.01 0,033 2 1099,60681 1099,60376 0,003 2,72825551

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel07_0036.xml 482 12 QEYNVSASG 3 4 1.01 1.02 1.04 2,4E-05 2 1396,61096 1396,60925 0,0018 1,28883576
1 1331303|1325gel07_0036.xml 484 12,04 TTTTTYAEAT - - 1.01 0,0039 2 1215,58447 1215,58557 -0,0011 -0,90491366
1 1331303|1325gel07_0036.xml 530 12,75 YYEDGRPMYM8:+15.9949 - - 1.01 1,7E-08 3 2341,94897 2341,9519 -0,0028 -1,19558382
1 1331303|1325gel07_0036.xml 534 12,8100004 RPVAFSTAGR - - 1.01 0,016 2 1061,58472 1061,58545 -0,0007 -0,65939111
1 gel07_0036.xml 535 12,8299999 IGDGQSFGG  2 4 1.01 1.02 0,00068 2 993,473816 993,475281 -0,0015 -1,50985134
1 gel07_0036.xml 595 13,6999998 AAGGVVMITTM7:+15.9949 4 4 1.01 1.02 1.03 2,4E-06 2 1063,58069 1063,58203 -0,0013 -1,22228467
1 1331303|1325gel07_0036.xml 596 13,71 VAMAGADDEM3:+15.9949 - - 1.01 2,5E-13 2 1821,74243 1821,74219 0,0002 0,10978501
1 1331303|1325gel07_0036.xml 601 13,79 VAMAGADDEM3:+15.9949 - - 1.01 0,00027 3 1821,73755 1821,74219 -0,0047 -2,57994795
1 2790310|2691gel07_0036.xml 614 13,9799995 VAMAGSDDEM3:+15.9949 - - 1.02 8,2E-06 2 1837,73376 1837,73718 -0,0033 -1,7956866
1 1331303|1325gel07_0036.xml 622 14,1000004 ESVYNNLTSR - - 1.01 0,001 2 1182,57446 1182,57544 -0,0009 -0,76105076
1 gel07_0036.xml 626 14,1700001 DAVSNSLYG  4 4 1.01 1.02 1.03 8E-06 2 1168,55969 1168,55969 0 0
1 1331303|1325gel07_0036.xml 628 14,1999998 ILTLPEENRK  - - 1.01 0,0093 2 1212,69434 1212,69507 -0,0007 -0,57722676
1 gel07_0036.xml 658 14,6099997 KQDLVGSISS 3 4 1.01 1.02 1.03 1,6E-05 2 1260,71667 1260,71619 0,0005 0,39660001
1 1331303|1325gel07_0036.xml 671 14,79 GNAMWYMD M4:+15.9949 - - 1.01 0,002 3 2217,95386 2217,95435 -0,0004 -0,18034635
1 gel07_0036.xml 674 14,8199997 DAVSNSLYG  4 4 1.01 1.02 1.03 0,00012 2 1168,55603 1168,55969 -0,0036 -3,08071542
1 1331303|1325gel07_0036.xml 683 14,9499998 SNVFGDYHH - - 1.01 0,019 3 1474,71204 1474,70776 0,0042 2,84802175
1 gel07_0036.xml 686 15 STAGRPYNWM15:+15.9949 2 4 1.01 1.02 0,001 3 1810,85352 1810,85449 -0,001 -0,55222553
1 1331303|1325gel07_0036.xml 687 15,0100002 SNVFGDYHH - - 1.01 0,00021 2 1474,70642 1474,70776 -0,0013 -0,88153058
1 gel07_0036.xml 694 15,1099997 AYKDYDMAT M7:+15.9949 3 4 1.01 1.02 1.03 2E-07 3 1957,82642 1957,82776 -0,0012 -0,61292422
1 gel07_0036.xml 697 15,1599998 AYKDYDMAT M7:+15.9949 3 4 1.01 1.02 1.03 0,00046 2 1957,82239 1957,82776 -0,0053 -2,70708179
1 gel07_0036.xml 698 15,1800003 KQDLVGSISS 3 4 1.01 1.02 1.03 0,018 2 1260,71533 1260,71619 -0,0008 -0,63455993
1 1331303|1325gel07_0036.xml 700 15,21 YTPTIGDGQS - - 1.01 0,00012 2 1455,68091 1455,68665 -0,0058 -3,98437405
1 1331303|1325gel07_0036.xml 715 15,4200001 ATQNGVQEN - - 1.01 2,4E-06 3 2103,01978 2103,02173 -0,002 -0,95101255
1 1331303|1325gel07_0036.xml 718 15,4700003 ATQNGVQEN - - 1.01 8,9E-12 2 2103,01807 2103,02173 -0,0037 -1,75937319
1 gel07_0036.xml 727 15,6000004 QDLVGSISSV 3 4 1.01 1.02 1.03 0,027 2 1132,62146 1132,62134 0,0003 0,26487228
1 1331303|1325gel07_0036.xml 728 15,6199999 YEYDYFDGQ - - 1.01 2,9E-05 2 1327,54834 1327,5481 0,0002 0,15065368
1 gel07_0036.xml 730 15,6499996 SRFEYYTYMYM9:+15.9949 2 4 1.01 1.02 1,7E-08 3 2085,85596 2085,85742 -0,0013 -0,62324488
1 gel07_0036.xml 745 15,8900003 DYDMATDPGM4:+15.9949 3 4 1.01 1.02 1.03 2,1E-07 2 1595,63281 1595,63232 0,0006 0,37602648
1 gel07_0036.xml 746 15,9099998 PYNWENLGAM10:+15.9949 2 4 1.01 1.02 0,0073 2 1338,6156 1338,61511 0,0005 0,37352037
1 gel07_0036.xml 752 16 FEYYTYMYAGM7:+15.9949 2 4 1.01 1.02 2,3E-08 2 1842,71887 1842,72412 -0,0052 -2,82190919
1 gel07_0036.xml 753 16,0200005 WTVSLVGSH 2 4 1.01 1.04 4,3E-05 2 1276,66956 1276,66895 0,0007 0,54830188
1 1331303|1325gel07_0036.xml 756 16,0599995 VNHNIEGYFGM11:+15.9949- - 1.01 3,1E-06 3 2279,96704 2279,96655 0,0004 0,17544118
1 1331303|1325gel07_0036.xml 758 16,0900002 VNHNIEGYFGM11:+15.9949- - 1.01 8,5E-11 2 2279,95947 2279,96655 -0,0071 -3,11408067
1 gel07_0036.xml 760 16,1200008 YYISAAFR  3 4 1.01 1.02 1.04 0,0013 2 990,503967 990,504822 -0,0008 -0,80766892
1 gel07_0036.xml 797 16,6499996 YYISAAFR  3 4 1.01 1.02 1.04 0,038 2 990,504333 990,504822 -0,0004 -0,40383446
1 gel07_0036.xml 806 16,7800007 NITLGYTLPK  2 4 1.01 1.02 0,00014 2 1119,64087 1119,64136 -0,0003 -0,26794297
1 gel07_0036.xml 810 16,8400002 LSDINPTDIAS 3 4 1.01 1.02 1.03 9,7E-08 2 1672,87305 1672,87561 -0,0025 -1,49443269
1 2092722|2069gel07_0036.xml 830 17,1299992 TLQISYIGMQ M9:+15.9949 - - 1.03 2,4E-05 3 2391,29321 2391,29565 -0,0025 -1,04545832
1 gel07_0036.xml 832 17,1599998 TFDVGVDFR  2 4 1.01 1.02 0,0015 2 1055,51624 1055,51611 0,0002 0,18948075
1 1331303|1325gel07_0036.xml 837 17,2299995 TNFFNPSNPEM17:+15.9949- - 1.01 2,2E-07 3 2793,25244 2793,25781 -0,0053 -1,89742589
1 2826863|2726gel07_0036.xml 841 17,2900009 DGITSGPFNL - - 1.04 0,00061 2 1176,6001 1176,6012 -0,001 -0,84990567
1 gel07_0036.xml 868 17,6900005 VYGSFEYFYR 2 4 1.01 1.02 3,2E-05 2 1330,60986 1330,61072 -0,0008 -0,60122764
1 2790310|2691gel07_0036.xml 923 18,5300007 VTGVVISEED - - 1.02 1,7E-09 2 2196,20898 2196,21265 -0,0036 -1,63918543
1 gel07_0036.xml 926 18,5699997 SYIEISFLK  2 4 1.01 1.02 0,022 2 1099,60364 1099,60376 -1E-04 -0,09094185
1 2790310|2691gel07_0036.xml 927 18,5900002 VTGVVISEED - - 1.02 4,2E-07 3 2196,21338 2196,21265 0,0007 0,3187305
1 1331303|1325gel07_0036.xml 938 18,75 SALPDFNGG  - - 1.01 1,5E-07 2 1838,85986 1838,85999 -1E-04 -0,05438152
1 1331303|1325gel07_0036.xml 947 18,8999996 TDFYVSMGY M7:+15.9949 - - 1.01 7,9E-05 3 2697,16357 2697,1665 -0,0029 -1,07520247
1 gel07_0036.xml 969 19,2099991 GIGSISASNN  3 4 1.01 1.02 1.03 6,9E-06 3 2229,18701 2229,18774 -0,0007 -0,31401572
1 gel07_0036.xml 970 19,2299995 GIGSISASNN  3 4 1.01 1.02 1.03 3,5E-10 2 2229,18433 2229,18774 -0,0034 -1,5252192
1 1331303|1325gel07_0036.xml 971 19,2399998 ISNEAFMDGTM7:+15.9949 - - 1.01 7,4E-11 2 2055,93066 2055,93311 -0,0025 -1,21599281
1 1331303|1325gel07_0036.xml 976 19,2999992 ISNEAFMDGTM7:+15.9949 - - 1.01 0,00052 3 2055,93188 2055,93311 -0,0012 -0,58367658
1 2092722|2069gel07_0036.xml 987 19,4599991 GTQIGAITNV  - - 1.03 6,2E-06 3 2418,25439 2418,25146 0,0028 1,15786135
1 gel07_0036.xml 993 19,5499992 SDTELLDEVT 2 4 1.01 1.03 9,1E-08 2 1839,92151 1839,92261 -0,0011 -0,59785122
1 gel07_0036.xml 997 19,6000004 SDTELLDEVT 2 4 1.01 1.03 2,8E-08 3 1839,92212 1839,92261 -0,0005 -0,27175057
1 2092722|2069gel07_0036.xml 1001 19,6700001 GTQIGAITNV  - - 1.03 6,4E-13 2 2418,24731 2418,25146 -0,0042 -1,73679197
1 1331303|1325gel07_0036.xml 1007 19,75 GTQASINTTT - - 1.01 1,6E-05 2 2058,01416 2058,0144 0 0
1 gel07_0036.xml 1029 20,0599995 VISGGINLTF  3 4 1.01 1.02 1.04 0,00012 2 1020,57037 1020,57281 -0,0025 -2,44960451
1 1331303|1325gel07_0036.xml 1060 20,5 NTGIEFDVNV - - 1.01 1,6E-05 2 2178,06909 2178,07178 -0,0026 -1,19371641
1 1331303|1325gel07_0036.xml 1085 20,8199997 SALPDFNGG  - - 1.01 0,0031 2 1460,6676 1460,66968 -0,002 -1,36923504
1 1331303|1325gel07_0036.xml 1128 21,2999992 YDDTFADALF - - 1.01 1,5E-06 2 1780,78186 1780,78174 0,0002 0,11231022
1 1331303|1325gel07_0036.xml 1129 21,3199997 YDDTFADALF - - 1.01 9E-07 3 1780,78137 1780,78174 -0,0003 -0,16846535

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel11_0036.xml 540 11,4799995 ANVNSQLK  2 2 1.01 1.02 0,012 2 873,479126 873,479309 -0,0002 -0,22896935
1 1331303|1325gel11_0036.xml 588 12,1899996 TTTTTYAEAT - - 1.01 0,0018 2 1215,58545 1215,58557 -1E-04 -0,08226488
1 gel11_0036.xml 589 12,1999998 QEYNVSASG 2 2 1.01 1.02 2,4E-05 2 1396,60889 1396,60925 -0,0003 -0,21480598
1 gel11_0036.xml 635 12,8699999 IGDGQSFGG  2 2 1.01 1.02 0,011 2 993,473755 993,475281 -0,0015 -1,50985134
1 gel11_0036.xml 690 13,6300001 AAGGVVMITTM7:+15.9949 2 2 1.01 1.02 4,4E-06 2 1063,58118 1063,58203 -0,0008 -0,75217515
1 gel11_0036.xml 730 14,1899996 DAVSNSLYG  2 2 1.01 1.02 2,6E-06 2 1168,55835 1168,55969 -0,0013 -1,11248064
1 1331303|1325gel11_0036.xml 818 15,3999996 ATQNGVQEN - - 1.01 0,011 3 2103,02344 2103,02173 0,0016 0,76081002
1 1331303|1325gel11_0036.xml 832 15,6000004 YEYDYFDGQ - - 1.01 0,00054 2 1327,5459 1327,5481 -0,0022 -1,65719044
1 gel11_0036.xml 854 15,9200001 DYDMATDPGM4:+15.9949 2 2 1.01 1.02 2,5E-10 2 1595,63184 1595,63232 -0,0004 -0,25068432
1 gel11_0036.xml 861 16,0200005 YYISAAFR  2 2 1.01 1.02 0,011 2 990,503052 990,504822 -0,0017 -1,71629655
1 gel11_0036.xml 905 16,6700001 NITLGYTLPK  2 2 1.01 1.02 0,0054 2 1119,64087 1119,64136 -0,0003 -0,26794297
1 gel11_0036.xml 912 16,7700005 LSDINPTDIAS 2 2 1.01 1.02 1,2E-07 2 1672,87524 1672,87561 -0,0003 -0,17933193
1 gel11_0036.xml 929 17,0100002 TFDVGVDFR  2 2 1.01 1.02 0,0055 2 1055,51563 1055,51611 -0,0004 -0,3789615
1 gel11_0036.xml 1021 18,3999996 SYIEISFLK  2 2 1.01 1.02 0,036 2 1099,60254 1099,60376 -0,0012 -1,09130228
1 2790310|2691gel11_0036.xml 1022 18,4099998 VTGVVISEED - - 1.02 4,4E-05 3 2196,21631 2196,21265 0,0038 1,73025131
1 gel11_0036.xml 1129 19,9799995 VISGGINLTF  2 2 1.01 1.02 0,0013 2 1020,56915 1020,57281 -0,0037 -3,62541509
1 1331303|1325gel11_0036.xml 1231 21,1599998 YDDTFADALF - - 1.01 4,8E-06 3 1780,78052 1780,78174 -0,0012 -0,67386138

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 436580|43521gel07_0037.xml 796 14,21 NGEDSIQANL - - 1.01 1,2E-05 2 1317,63904 1317,63977 -0,0007 -0,53125292
1 436580|43521gel07_0037.xml 927 16,0900002 FSCGAISAEEC3:+57.0215 - - 1.01 4,8E-07 2 1971,90283 1971,89685 0,006 3,04275537
1 436580|43521gel07_0037.xml 930 16,1399994 EKLEAIYGVH - - 1.01 0,045 2 1372,71021 1372,71106 -0,0009 -0,65563691
1 436580|43521gel07_0037.xml 946 16,3600006 GMADYLASGM2:+15.9949 - - 1.01 1,4E-08 2 1825,83655 1825,83887 -0,0023 -1,25969493
1 436580|43521gel07_0037.xml 968 16,6900005 DNAELLLGAD - - 1.01 1,1E-06 2 1300,66736 1300,67468 -0,0073 -5,61247158
1 436580|43521gel07_0037.xml 970 16,7199993 LEAIYGVHVD - - 1.01 0,0022 2 1115,573 1115,57361 -0,0005 -0,44819993
1 436580|43521gel07_0037.xml 1008 17,2700005 YNVDVELVSV - - 1.01 5,8E-05 2 1349,70728 1349,70642 0,0009 0,66681165

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 436580|43521gel10_0037.xml 782 14,1599998 NGEDSIQANL - - 2.01 1,3E-05 2 1317,63782 1317,63977 -0,0019 -1,44197226
1 436580|43521gel10_0037.xml 937 16,25 GMADYLASGM2:+15.9949 - - 2.01 8,4E-09 2 1825,8418 1825,83887 0,0029 1,58831096
1 436580|43521gel10_0037.xml 964 16,6000004 DNAELLLGAD - - 2.01 3,3E-05 2 1300,67297 1300,67468 -0,0017 -1,30701399

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 436580|43521gel12_0037.xml 837 14,21 NGEDSIQANL - - 1.01 7E-06 2 1317,6377 1317,63977 -0,002 -1,51786566
1 436580|43521gel12_0037.xml 962 15,9399996 EKLEAIYGVH - - 1.01 0,0097 2 1372,71228 1372,71106 0,0012 0,87418252
1 436580|43521gel12_0037.xml 963 15,96 EKLEAIYGVH - - 1.01 0,013 3 1372,71094 1372,71106 -0,0002 -0,14569709
1 436580|43521gel12_0037.xml 982 16,2199993 GMADYLASGM2:+15.9949 - - 1.01 1,4E-09 2 1825,83887 1825,83887 0 0
1 436580|43521gel12_0037.xml 1007 16,5699997 DNAELLLGAD - - 1.01 3,4E-07 2 1300,67566 1300,67468 0,001 0,76883179
1 436580|43521gel12_0037.xml 1012 16,6399994 LEAIYGVHVD - - 1.01 0,00018 2 1115,57251 1115,57361 -0,001 -0,89639986
1 436580|43521gel12_0037.xml 1047 17,1299992 YNVDVELVSV - - 1.01 4,2E-05 2 1349,70605 1349,70642 -0,0003 -0,22227058
1 436580|43521gel12_0037.xml 1054 17,2299995 DFALYTDASVM14:+15.9949- - 1.01 9,1E-11 2 1882,77087 1882,77246 -0,0016 -0,8498106
1 436580|43521gel12_0037.xml 1190 19,2800007 ALSYPGVNPD - - 1.01 1,3E-10 2 2141,08789 2141,0918 -0,0038 -1,77479541
1 436580|43521gel12_0037.xml 1210 19,5799999 AGMGGIIDLNM3:+15.9949 - - 1.01 8,5E-09 2 1820,94531 1820,94666 -0,0013 -0,71391439
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peptides

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2814324|2714gel08_0040.xml 462 11,5900002 GIADKDEHYR - - 1.01 0,0027 2 1203,57556 1203,57568 -1E-04 -0,08308576
1 2814324|2714gel08_0040.xml 510 12,3100004 CVEAHELACEC1:+57.0215 -- - 1.01 2,1E-08 2 1574,65771 1574,65784 0 0
1 2814324|2714gel08_0040.xml 511 12,3199997 CVEAHELACEC1:+57.0215 -- - 1.01 0,0028 3 1574,65759 1574,65784 -0,0002 -0,12701172
1 2814324|2714gel08_0040.xml 550 12,8999996 NSTEGTPGV  - - 1.01 0,0049 2 1102,57397 1102,57434 -0,0003 -0,27209052
1 2814324|2714gel08_0040.xml 562 13,0799999 CVEAHELACEC1:+57.0215 -- - 1.01 0,00011 3 1815,83606 1815,83679 -0,0008 -0,44056821
1 2814324|2714gel08_0040.xml 588 13,46 LMDGENLVK M2:+15.9949 - - 1.01 0,015 2 1034,51855 1034,51904 -0,0005 -0,48331639
1 2814324|2714gel08_0040.xml 594 13,5500002 IAAVDADAYN - - 1.01 6,3E-05 2 1278,63354 1278,63293 0,0007 0,54745972
1 2814324|2714gel08_0040.xml 675 14,6899996 KEEIAVINNAG - - 1.01 3,4E-05 3 2334,19751 2334,19409 0,0035 1,49944687
1 2814324|2714gel08_0040.xml 737 15,6000004 EEIAVINNAGS - - 1.01 0,0018 3 2206,09863 2206,09912 -0,0004 -0,18131551
1 2814324|2714gel08_0040.xml 745 15,7200003 TSQYGFITYK - - 1.01 7,1E-06 2 1207,59839 1207,59985 -0,0014 -1,15932441
1 2814324|2714gel08_0040.xml 781 16,2600002 TITADVDNAEC11:+57.0215- - 1.01 5,5E-14 2 1862,85571 1862,85535 0,0005 0,2684052
1 2814324|2714gel08_0040.xml 783 16,2800007 VSAFNIYVK  - - 1.01 0,0033 2 1040,57739 1040,57788 -0,0005 -0,48050225
1 2814324|2714gel08_0040.xml 787 16,3400002 TITADVDNAEC11:+57.0215- - 1.01 0,00028 3 1862,85242 1862,85535 -0,0029 -1,55674994
1 2814324|2714gel08_0040.xml 791 16,3999996 DMNVQVYNEM2:+15.9949 - - 1.01 3,5E-08 2 1625,78442 1625,78442 1E-04 0,06150877
1 2814324|2714gel08_0040.xml 799 16,5300007 QLLNTGAMY M8:+15.9949 - - 1.01 1E-10 2 1845,91443 1845,91675 -0,0023 -1,24599338
1 2814324|2714gel08_0040.xml 804 16,6100006 VTVEYGWGT - - 1.01 0,0033 2 1252,65686 1252,65759 -0,0007 -0,5588119
1 2814324|2714gel08_0040.xml 808 16,6700001 ENGEDVTSD  - - 1.01 1,9E-08 2 1674,74951 1674,74976 -0,0002 -0,11942082
1 2814324|2714gel08_0040.xml 849 17,3099995 ISVFALNVEK  - - 1.01 0,0026 2 1119,64087 1119,64136 -0,0003 -0,26794297
1 2814324|2714gel08_0040.xml 879 17,7800007 ADFISNYWDA - - 1.01 0,00023 2 1444,63892 1444,63843 0,0006 0,41532886
1 2814324|2714gel08_0040.xml 893 18 DLSDLAIADP  - - 1.01 4E-06 2 1570,79663 1570,79626 0,0004 0,25464791
1 2814324|2714gel08_0040.xml 910 18,25 YYAGENQTG - - 1.01 1,4E-07 2 1917,95923 1917,95972 -0,0004 -0,20855495
1 2814324|2714gel08_0040.xml 938 18,6900005 LEDLIAPYDW - - 1.01 0,0023 2 1390,69983 1390,70056 -0,0007 -0,5033434
1 2814324|2714gel08_0040.xml 978 19,2399998 VFIADETSAP  - - 1.01 1,7E-08 3 2629,30127 2629,30371 -0,0023 -0,87475634
1 2814324|2714gel08_0040.xml 998 19,5100002 LGLSFAFDVV - - 1.01 0,048 2 1195,67273 1195,67261 0,0002 0,16726986
1 2814324|2714gel08_0040.xml 1006 19,6200008 AVTGIEYFFCC10:+57.0215- - 1.01 3,8E-08 2 1748,82043 1748,82043 1E-04 0,0571814
1 2814324|2714gel08_0040.xml 1012 19,7000008 AVTGIEYFFCC10:+57.0215- - 1.01 0,021 3 1748,81982 1748,82043 -0,0006 -0,34308839
1 2814324|2714gel08_0040.xml 1054 20,2299995 AAASNDFAM M9:+15.9949 - - 1.01 5E-06 3 2348,11743 2348,11182 0,0055 2,34230733
1 2814324|2714gel08_0040.xml 1057 20,2800007 VGNPVTDQA - - 1.01 0,023 3 2257,17139 2257,17139 -0,0002 -0,08860647
1 2814324|2714gel08_0040.xml 1059 20,3099995 AAASNDFAM M9:+15.9949 - - 1.01 2,9E-10 2 2348,10425 2348,11182 -0,0076 -3,23664308
1 2814324|2714gel08_0040.xml 1134 21,0799999 PVNIAEQAAD - - 1.01 4,4E-08 3 2263,08496 2263,08813 -0,0031 -1,36980975
1 2814324|2714gel08_0040.xml 1172 21,5200005 ANFIRPVNIAE - - 1.01 1,7E-09 3 2864,41064 2864,42212 -0,011 -3,8402164

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2814324|2714gel09_0040.xml 689 12,9200001 NSTEGTPGV  - - 1.01 0,00027 2 1102,56433 1102,57434 -0,0099 -8,97898674
1 2814324|2714gel09_0040.xml 738 13,5699997 IAAVDADAYN - - 1.01 1,6E-05 2 1278,63379 1278,63293 0,001 0,7820853
1 2814324|2714gel09_0040.xml 882 15,46 QAVPVTVELK - - 1.01 0,0021 2 1083,6394 1083,64136 -0,0018 -1,66106606
1 2814324|2714gel09_0040.xml 908 15,8199997 TSQYGFITYK - - 1.01 0,00014 2 1207,60022 1207,59985 0,0005 0,41404444
1 2814324|2714gel09_0040.xml 959 16,4500008 DMNVQVYNEM2:+15.9949 - - 1.01 7,4E-07 2 1625,78381 1625,78442 -0,0005 -0,30754387
1 2814324|2714gel09_0040.xml 1191 19,6100006 LGLSFAFDVV - - 1.01 0,00013 2 1195,67151 1195,67261 -0,001 -0,83634937

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2877289|2774gel02_0044.xml 496 11,2200003 IENMTYNGK M4:+15.9949 - - 1.01 0,0058 2 1085,4928 1085,49365 -0,0008 -0,73699188
1 2877289|2774gel02_0044.xml 699 14,0500002 TYTVEAANAPM11:+15.9949- - 1.01 1,5E-06 2 1539,74805 1539,74756 0,0005 0,32472858
1 2877289|2774gel02_0044.xml 707 14,1599998 VIYSTQYDMI M9:+15.9949 - - 1.01 0,012 3 2218,04443 2218,04492 -0,0005 -0,22542377
1 2877289|2774gel02_0044.xml 725 14,3999996 ITNVPFENK  - - 1.01 0,049 2 1061,56165 1061,56299 -0,0013 -1,22460938
1 2877289|2774gel02_0044.xml 739 14,5900002 VGVSMANYL M5:+15.9949 - - 1.01 3,2E-08 2 1841,83618 1841,83374 0,0024 1,30304933
1 2877289|2774gel02_0044.xml 745 14,6800003 QLNYLTSEST - - 1.01 3,1E-07 2 1729,81262 1729,81311 -0,0004 -0,23123884
1 2877289|2774gel02_0044.xml 764 14,9399996 VIYSTQYDMI M9:+15.9949 - - 1.01 8E-09 2 1805,82776 1805,82666 0,0012 0,66451567
1 2877289|2774gel02_0044.xml 791 15,3299999 AEFATMLYR M6:+15.9949 - - 1.01 0,0022 2 1117,53345 1117,53516 -0,0016 -1,43172228
1 2877289|2774gel02_0044.xml 800 15,46 TWLEYSASK  - - 1.01 0,048 2 1084,53052 1084,53137 -0,0008 -0,7376458
1 2877289|2774gel02_0044.xml 816 15,6800003 VSYAPVVTGE - - 1.01 3,5E-12 2 1801,88379 1801,88586 -0,002 -1,10994828
1 2877289|2774gel02_0044.xml 885 16,6599998 VNYLDPTATA - - 1.01 0,00088 2 1333,71228 1333,71155 0,0009 0,67480856
1 2877289|2774gel02_0044.xml 949 17,6599998 GIYFAGVVET - - 1.01 3,8E-06 2 1346,69934 1346,69946 -1E-04 -0,07425562
1 2877289|2774gel02_0044.xml 957 17,7800007 AVQDTDTFTV - - 1.01 1,9E-08 2 1855,91724 1855,91895 -0,0016 -0,86210662
1 2877289|2774gel02_0044.xml 958 17,7999992 AVQDTDTFTV - - 1.01 2,5E-05 3 1855,91748 1855,91895 -0,0014 -0,75434327

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2877289|2774gel03_0044.xml 449 11,2200003 IENMTYNGK M4:+15.9949 - - 1.01 0,0048 2 1085,49207 1085,49365 -0,0015 -1,38185978
1 2877289|2774gel03_0044.xml 690 14,6800003 QLNYLTSEST - - 1.01 2,1E-06 2 1729,80713 1729,81311 -0,0059 -3,41077328
1 2877289|2774gel03_0044.xml 732 15,29 AEFATMLYR M6:+15.9949 - - 1.01 0,0075 2 1117,53699 1117,53516 0,002 1,78965294
1 2877289|2774gel03_0044.xml 757 15,6599998 VSYAPVVTGE - - 1.01 3,1E-12 2 1801,88696 1801,88586 0,0011 0,61047149
1 2877289|2774gel03_0044.xml 887 17,6399994 GIYFAGVVET - - 1.01 8,3E-05 2 1346,70007 1346,69946 0,0006 0,44553372

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel01_0045.xml 135 11,7799997 MKAEAEANA M1:+15.9949 3 8 1.01 1.02 1.05 0,017 2 1521,71875 1521,7218 -0,003 -1,97145092
1 1971480|1959gel01_0045.xml 409 15,6499996 NDEGADLTK M12:+15.9949- - 1.04 0,002 2 1823,78796 1823,79028 -0,0022 -1,20627904
1 73437|73035|Ggel01_0045.xml 423 15,8500004 SAEMYAQSGM4:+15.9949 - - 1.07 0,00019 2 1471,61157 1471,61218 -0,0006 -0,40771613
1 1257729|1252gel01_0045.xml 465 16,4300003 AADNQTEVT  - - 1.06 0,00025 2 1198,57202 1198,57031 0,0018 1,50178921
1 gel01_0045.xml 511 17,0499992 IEASSGLSKE 3 8 1.01 1.02 1.05 5,4E-06 2 1519,78491 1519,7854 -0,0005 -0,32899383
1 gel01_0045.xml 524 17,2199993 KAPIEAALQK 3 8 1.01 1.02 1.07 0,0008 2 1068,64185 1068,6416 0,0003 0,28073025
1 gel01_0045.xml 553 17,6200008 SETFSTAADN 3 8 1.01 1.02 1.04 2E-05 2 1271,53735 1271,53894 -0,0016 -1,25831771
1 1616897|1609gel01_0045.xml 570 17,8600006 EGNEPVVIAN - - 1.03 0,00025 2 1442,71008 1442,71265 -0,0025 -1,73284674
1 gel01_0045.xml 571 17,8799992 NLTGIAPAR  5 8 1.01 1.02 1.04 0,0066 2 912,526855 912,526611 0,0003 0,32875755
1 gel01_0045.xml 583 18,0400009 APIEAALQK  3 8 1.01 1.02 1.07 0,0018 2 940,548706 940,54657 0,0021 2,23274422
1 gel01_0045.xml 613 18,4400005 KSETFSTAAD 3 8 1.01 1.02 1.04 1,6E-09 2 1978,93176 1978,93567 -0,0039 -1,97075629
1 gel01_0045.xml 650 18,9200001 SMGIETLGGVM2:+15.9949 4 8 1.01 1.02 1.03 2,4E-07 2 1355,65417 1355,65491 -0,0007 -0,51635557
1 gel01_0045.xml 653 18,9599991 LIDANTTIPAR 2 8 1.01 1.04 0,012 2 1184,66333 1184,66382 -0,0004 -0,33764851
1 1624002|1616gel01_0045.xml 667 19,1499996 FMGETWDQVM2:+15.9949 - - 1.01 4,3E-05 2 1384,62085 1384,62061 0,0003 0,21666585
1 gel01_0045.xml 677 19,2800007 AAALAYGLDK 4 8 1.01 1.02 1.03 0,0011 2 992,543579 992,541504 0,002 2,01502919
1 2238055|2193gel01_0045.xml 689 19,4300003 SMIFSTENQLM2:+15.9949 - - 1.05 0,00095 2 1313,64197 1313,64099 0,001 0,76124305
1 gel01_0045.xml 691 19,4599991 EAGQIAGLEV 4 8 1.01 1.02 1.03 0,012 2 1114,61084 1114,61072 0,0002 0,17943484
1 gel01_0045.xml 702 19,6000004 SETFSTAADN 3 8 1.01 1.02 1.04 9E-14 2 1850,83716 1850,8407 -0,0035 -1,8910327
1 gel01_0045.xml 707 19,6700001 VQGAVLTDE  3 8 1.01 1.02 1.04 0,0031 2 1172,65466 1172,65259 0,0022 1,8760885
1 2238055|2193gel01_0045.xml 721 19,8600006 EDIQDADFEE - - 1.05 7E-06 2 1437,63745 1437,63843 -0,0009 -0,62602663
1 gel01_0045.xml 733 20,0300007 AVQGAVLTD  3 8 1.01 1.02 1.04 7,1E-05 2 1243,68945 1243,6897 -0,0002 -0,16081181
1 868555|86537gel01_0045.xml 734 20,0499992 EAGEIAGLKV - - 1.08 0,045 2 1115,59692 1115,59473 0,0023 2,06168056
1 gel01_0045.xml 747 20,2399998 AQDLAAIDTAM11:+15.9949 2 8 1.01 1.05 0,044 2 1135,53125 1135,5304 0,0009 0,79258114
1 1971480|1959gel01_0045.xml 784 20,7600002 NLIQACLEPCC6:+57.0215 -- - 1.04 0,00021 2 1345,6593 1345,66064 -0,0013 -0,96606821
1 gel01_0045.xml 785 20,7800007 LYTPQEISAMM10:+15.9949 3 8 1.01 1.03 1.06 2,4E-05 2 1168,55725 1168,55591 0,0014 1,19805992
1 2238055|2193gel01_0045.xml 792 20,8700008 LNQADSMIFSM7:+15.9949 - - 1.05 2,3E-10 2 1854,88782 1854,89063 -0,0028 -1,50952291
1 2238055|2193gel01_0045.xml 798 20,9599991 LNQADSMIFSM7:+15.9949 - - 1.05 6,8E-10 2 1485,65271 1485,65295 -0,0003 -0,20193143
1 gel01_0045.xml 803 21,0300007 TAEDYLGQEV 4 8 1.01 1.02 1.03 8E-06 2 1225,55896 1225,55872 0,0003 0,24478632
1 1971480|1959gel01_0045.xml 807 21,0900002 IPAVQELVEK - - 1.04 0,00011 2 1125,65076 1125,65186 -0,001 -0,88837421
1 gel01_0045.xml 865 21,8600006 TAEDYLGQEV 4 8 1.01 1.02 1.03 2E-07 2 1425,63745 1425,63843 -0,0009 -0,63129616
1 2238055|2193gel01_0045.xml 881 22,0900002 LNQADSMIF M7:+15.9949 - - 1.05 0,00066 2 1054,48755 1054,48779 -0,0002 -0,18966554
1 gel01_0045.xml 887 22,1599998 EAGQIAGLEVE1:-18.0106 4 8 1.01 1.02 1.03 0,012 2 1096,60034 1096,6001 0,0003 0,27357286
1 gel01_0045.xml 889 22,1900005 SNSDIDEVILV 4 8 1.02 1.03 1.04 1,2E-07 2 1647,81885 1647,81885 1E-04 0,06068628
1 1616897|1609gel01_0045.xml 896 22,2800007 SCVSVFEGN C2:+57.0215 - - 1.03 1,1E-12 2 2122,01025 2122,01245 -0,0022 -1,03675163
1 1616897|1609gel01_0045.xml 909 22,4599991 TTPSIVAFVD  - - 1.03 1,2E-07 2 1448,73767 1448,7384 -0,0007 -0,483179
1 gel01_0045.xml 928 22,7199993 IVNEPTAAAL  4 8 1.01 1.02 1.03 3,9E-11 2 1645,87769 1645,88 -0,0023 -1,39742875
1 gel01_0045.xml 940 22,8999996 AQDLAAIDTAM11:+15.9949 2 8 1.01 1.05 4,3E-08 2 1562,73633 1562,73706 -0,0007 -0,44793203
1 gel01_0045.xml 948 23,0200005 SIGQFNLTGIA 5 8 1.01 1.02 1.04 1,9E-06 2 1444,79004 1444,79114 -0,001 -0,69214159
1 gel01_0045.xml 989 23,6000004 AGLSNSDIDE 4 8 1.02 1.03 1.04 6,1E-08 2 1888,96094 1888,96155 -0,0005 -0,2646957
1 gel01_0045.xml 992 23,6399994 AMSDAGLSNM2:+15.9949 2 8 1.03 1.04 2,5E-14 2 2309,08911 2309,09302 -0,0038 -1,64566779
1 gel01_0045.xml 996 23,7000008 GVNPDEVVA  2 8 1.02 1.04 4E-06 2 1552,79553 1552,797 -0,0014 -0,90159881
1 gel01_0045.xml 1007 23,8600006 VSVFEGNEPV 2 8 1.03 1.06 0,0025 2 1473,75879 1473,75879 0 0
1 1616897|1609gel01_0045.xml 1014 23,9599991 IIGIDLGTTN  - - 1.03 0,0064 2 1016,56158 1016,56268 -0,0011 -1,08207786
1 gel01_0045.xml 1024 24,1100006 LYTPQEISAMM10:+15.9949 2 8 1.01 1.03 2E-07 2 1650,87744 1650,87744 -1E-04 -0,06057385
1 1616897|1609gel01_0045.xml 1026 24,1299992 SCVSVFEGN C2:+57.0215 - - 1.03 1E-08 2 1720,82056 1720,82153 -0,0009 -0,52300602
1 gel01_0045.xml 1133 25,5799999 AMSDAGLSNM2:+15.9949 2 8 1.03 1.04 2,6E-06 2 2065,94946 2065,95996 -0,01 -4,84036493
1 1187156|1182gel01_0045.xml 1134 25,6000004 EAVITVPAYF  - - 1.02 0,00037 2 1311,65015 1311,64709 0,0031 2,36344075
1 gel01_0045.xml 1170 26,0699997 GVPQIEVTFD 4 8 1.01 1.02 1.05 1E-06 2 1517,74792 1517,74866 -0,0007 -0,46120942
1 gel01_0045.xml 1189 26,3199997 GVPQIEVTFD 4 8 1.01 1.02 1.05 1,3E-10 2 1929,02673 1929,0332 -0,0064 -3,31772423
1 gel01_0045.xml 1209 26,5699997 GVNPDEVVA  2 8 1.02 1.04 6,5E-11 2 2351,24365 2351,24561 -0,002 -0,850613
1 gel01_0045.xml 1247 27,0400009 GVVLLDVTPLM12:+15.9949 4 8 1.01 1.02 1.03 3,7E-17 2 2362,25513 2362,26123 -0,006 -2,53993917
1 gel01_0045.xml 1273 27,3700008 AQDLAAIDTAM11:+15.9949 2 8 1.01 1.05 1,5E-12 2 2152,01318 2152,02319 -0,0099 -4,60032177
1 gel01_0045.xml 1292 27,6100006 GVVLLDVTPL 4 8 1.01 1.02 1.03 0,03 2 1025,62439 1025,62451 -1E-04 -0,09750157
1 gel01_0045.xml 1458 29,7800007 TAEDYLGQEV 4 8 1.01 1.02 1.03 4,9E-06 2 2518,17944 2518,1875 -0,0081 -3,21659923

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1971480|1959gel03_0045.xml 676 14,4099998 NDEGADLTK  - - 1.01 0,0048 2 962,443665 962,442993 0,0007 0,72731572
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peptides

1 1971480|1959gel03_0045.xml 879 17,7700005 LIDANTTIPAR - - 1.01 0,016 2 1184,66431 1184,66382 0,0006 0,50647283
1 1616897|1609gel03_0045.xml 910 18,2099991 EAGQIAGLEV - - 1.02 0,011 2 1114,61194 1114,61072 0,0013 1,1663264
1 1971480|1959gel03_0045.xml 994 19,4899998 IPAVQELVEK - - 1.01 0,00089 2 1125,651 1125,65186 -0,0008 -0,71069926
1 1616897|1609gel03_0045.xml 1060 20,5 TTPSIVAFVD  - - 1.02 2,9E-05 2 1448,73999 1448,7384 0,0016 1,10440922
1 1616897|1609gel03_0045.xml 1065 20,5799999 IVNEPTAAAL  - - 1.02 1,9E-10 2 1645,87976 1645,88 -0,0002 -0,12151554
1 1971480|1959gel03_0045.xml 1085 20,8999996 SIGQFNLTGIA - - 1.01 1,9E-05 2 1444,78992 1444,79114 -0,0011 -0,7613557
1 gel03_0045.xml 1095 21,0599995 AMSDAGLSNM2:+15.9949 2 2 1.01 1.02 1,7E-11 2 2309,08594 2309,09302 -0,007 -3,03149343
1 1616897|1609gel03_0045.xml 1129 21,5799999 LYTPQEISAMM10:+15.9949- - 1.02 1,4E-06 2 1650,87805 1650,87744 0,0006 0,36344311

2 889069|88577gel03_0045.xml 840 17,1900005 APIEAALQK  - - 2.01 0,033 2 940,546692 940,54657 0 0
2 889069|88577gel03_0045.xml 915 18,2900009 EDIQDADFEE - - 2.01 6,2E-05 2 1437,6377 1437,63843 -0,0007 -0,48690963
2 889069|88577gel03_0045.xml 973 19,1700001 LNQADSMIFSM7:+15.9949 - - 2.01 5,7E-08 2 1854,89099 1854,89063 0,0004 0,21564613

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel09_0045.xml 453 10,2299995 MKAEAEANA M1:+15.9949 2 4 1.01 1.04 0,022 2 1521,71887 1521,7218 -0,0028 -1,8400209
1 gel09_0045.xml 455 10,2600002 MKAEAEANA M1:+15.9949 2 4 1.01 1.04 0,00095 3 1521,71997 1521,7218 -0,0018 -1,18287063
1 1258274|1252gel09_0045.xml 539 11,25 QAITNPQR  - - 1.03 0,022 2 927,500488 927,501099 -0,0006 -0,64689952
1 1971480|1959gel09_0045.xml 619 12,3400002 NDEGADLTK M12:+15.9949- - 1.02 0,00024 3 1823,78992 1823,79028 -0,0003 -0,16449261
1 gel09_0045.xml 678 13,1999998 IEASSGLSKE 2 4 1.01 1.04 0,00014 2 1519,78455 1519,7854 -0,0008 -0,52639008
1 1624002|1616gel09_0045.xml 696 13,4399996 KAPIEAALQK - - 1.01 0,017 2 1068,64014 1068,6416 -0,0014 -1,31007433
1 1624002|1616gel09_0045.xml 729 13,8800001 APIEAALQK  - - 1.01 0,032 2 940,546936 940,54657 0,0003 0,3189635
1 gel09_0045.xml 783 14,6300001 LIDANTTIPAR 2 4 1.01 1.02 0,0039 2 1184,66333 1184,66382 -0,0004 -0,33764851
1 gel09_0045.xml 809 15 EAGQIAGLEV 2 4 1.01 1.03 0,00079 2 1114,61035 1114,61072 -0,0003 -0,26915228
1 2238055|2193gel09_0045.xml 842 15,46 EDIQDADFEE - - 1.04 0,00053 2 1437,63562 1437,63843 -0,0028 -1,94763851
1 2238055|2193gel09_0045.xml 881 15,9499998 LNQADSMIFSM7:+15.9949 - - 1.04 1,3E-08 2 1854,88574 1854,89063 -0,0048 -2,58775377
1 1971480|1959gel09_0045.xml 893 16,1299992 IPAVQELVEK - - 1.02 0,00072 2 1125,65088 1125,65186 -0,0009 -0,79953676
1 1258274|1252gel09_0045.xml 978 17,3099995 TTPSIVAFVD  - - 1.03 1,6E-05 2 1448,73987 1448,7384 0,0015 1,0353837
1 1624002|1616gel09_0045.xml 979 17,3299999 IVNEPTAAAL  - - 1.01 3,7E-10 2 1645,87854 1645,88 -0,0014 -0,85060877
1 gel09_0045.xml 1000 17,6700001 SIGQFNLTGIA 3 4 1.01 1.02 1.04 4,1E-07 2 1444,79236 1444,79114 0,0013 0,89978403
1 1258274|1252gel09_0045.xml 1025 18,0300007 TTPSIVAFVD  - - 1.03 2,6E-07 2 1448,73706 1448,7384 -0,0013 -0,89733249
1 1971480|1959gel09_0045.xml 1037 18,2099991 AMSDAGLSNM2:+15.9949 - - 1.02 0,013 3 2309,09033 2309,09302 -0,0027 -1,1692903
1 1971480|1959gel09_0045.xml 1041 18,2700005 AMSDAGLSNM2:+15.9949 - - 1.02 1,9E-09 2 2309,09375 2309,09302 0,0008 0,34645638
1 gel09_0045.xml 1056 18,4799995 LYTPQEISAMM10:+15.9949 2 4 1.01 1.03 0,00078 3 1650,87634 1650,87744 -0,0012 -0,72688621
1 gel09_0045.xml 1059 18,5200005 LYTPQEISAMM10:+15.9949 2 4 1.01 1.03 2,1E-07 2 1650,87622 1650,87744 -0,0013 -0,78746003
1 1971480|1959gel09_0045.xml 1087 18,8999996 IELSSSTSTEIM17:+15.9949- - 1.02 1,9E-05 3 2654,28613 2654,29443 -0,0081 -3,05165839
1 1971480|1959gel09_0045.xml 1210 20,3899994 GVNPDEVVA  - - 1.02 4,9E-07 3 2351,24365 2351,24561 -0,002 -0,850613
1 1971480|1959gel09_0045.xml 1212 20,4200001 GVNPDEVVA  - - 1.02 6,6E-11 2 2351,24512 2351,24561 -0,0005 -0,21265325
1 gel09_0045.xml 1245 20,7399998 GVVLLDVTPLM12:+15.9949 2 4 1.01 1.02 1,4E-06 3 2362,25659 2362,26123 -0,0046 -1,94728684
1 gel09_0045.xml 1338 21,5499992 TAEDYLGQEV 2 4 1.01 1.03 5,5E-06 3 2889,37378 2889,37939 -0,0054 -1,86891353

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel10_0045.xml 480 10,1499996 MKAEAEANA M1:+15.9949 2 4 1.01 1.04 6,9E-05 2 1521,72363 1521,7218 0,0019 1,2485857
1 gel10_0045.xml 482 10,1800003 MKAEAEANA M1:+15.9949 2 4 1.01 1.04 0,0018 3 1521,72156 1521,7218 -0,0003 -0,19714512
1 1258274|1252gel10_0045.xml 550 10,96 RQAITNPQR  - - 1.03 0,048 2 1083,60181 1083,60217 -0,0003 -0,2768544
1 1971480|1959gel10_0045.xml 606 11,6300001 NDEGADLTK  - - 1.02 0,022 2 962,443665 962,442993 0,0007 0,72731572
1 1971480|1959gel10_0045.xml 637 12,0200005 NDEGADLTK  - - 1.02 0,0092 2 1077,46899 1077,46985 -0,0009 -0,83529019
1 1624002|1616gel10_0045.xml 647 12,1499996 ELGDKLPADK - - 1.01 0,033 2 1213,67847 1213,67908 -0,0006 -0,49436465
1 1971480|1959gel10_0045.xml 658 12,3100004 NDEGADLTK M12:+15.9949- - 1.02 3,4E-05 3 1823,78833 1823,79028 -0,002 -1,09661734
1 gel10_0045.xml 728 13,2799997 IEASSGLSKE 2 4 1.01 1.04 8,7E-05 2 1519,78406 1519,7854 -0,0013 -0,85538393
1 1258274|1252gel10_0045.xml 735 13,3800001 QAITNPQR Q1:-17.0265 - - 1.03 0,018 2 910,472473 910,474487 -0,0021 -2,30648947
1 1624002|1616gel10_0045.xml 738 13,4200001 KAPIEAALQK - - 1.01 0,0098 2 1068,64075 1068,6416 -0,0008 -0,74861389
1 2238055|2193gel10_0045.xml 760 13,6899996 APIETALQK  - - 1.04 0,012 2 970,559814 970,55719 0,0026 2,67887378
1 1624002|1616gel10_0045.xml 777 13,8900003 APIEAALQK  - - 1.01 0,0022 2 940,546387 940,54657 -0,0003 -0,3189635
1 gel10_0045.xml 803 14,25 KSETFSTAAD 2 4 1.01 1.02 0,014 3 1978,93884 1978,93567 0,0032 1,61703074
1 gel10_0045.xml 832 14,5699997 LIDANTTIPAR 2 4 1.01 1.02 0,0054 2 1184,66284 1184,66382 -0,0009 -0,75970918
1 gel10_0045.xml 863 14,9700003 EAGQIAGLEV 2 4 1.01 1.03 0,0008 2 1114,61011 1114,61072 -0,0005 -0,44858715
1 2238055|2193gel10_0045.xml 895 15,4099998 EDIQDADFEE - - 1.04 4,8E-06 2 1437,63904 1437,63843 0,0007 0,48690963
1 2238055|2193gel10_0045.xml 922 15,7799997 LNQADSMIFSM7:+15.9949 - - 1.04 6,3E-08 2 1854,88647 1854,89063 -0,0041 -2,21037292
1 2238055|2193gel10_0045.xml 944 16,0300007 IDKLNQADSMM10:+15.9949- - 1.04 0,0016 3 2211,09595 2211,09668 -0,0007 -0,31658494
1 1971480|1959gel10_0045.xml 948 16,0900002 IPAVQELVEK - - 1.02 0,00065 2 1125,65161 1125,65186 -0,0002 -0,17767482
1 1258274|1252gel10_0045.xml 1034 17,2700005 TTPSIVAFVD  - - 1.03 5,8E-05 2 1448,73474 1448,7384 -0,0036 -2,4849205
1 1624002|1616gel10_0045.xml 1039 17,3600006 IVNEPTAAAL  - - 1.01 1,9E-10 2 1645,87976 1645,88 -0,0002 -0,12151554
1 gel10_0045.xml 1058 17,6499996 SIGQFNLTGIA 3 4 1.01 1.02 1.04 2,3E-06 2 1444,79114 1444,79114 1E-04 0,06921415
1 1258274|1252gel10_0045.xml 1082 18,0100002 TTPSIVAFVD  - - 1.03 5E-08 2 1448,73938 1448,7384 0,001 0,69025576
1 1971480|1959gel10_0045.xml 1095 18,1900005 AMSDAGLSNM2:+15.9949 - - 1.02 0,0034 3 2309,0918 2309,09302 -0,0012 -0,51968461
1 1971480|1959gel10_0045.xml 1096 18,2099991 AMSDAGLSNM2:+15.9949 - - 1.02 2,9E-14 2 2309,08911 2309,09302 -0,0038 -1,64566779
1 gel10_0045.xml 1119 18,5 LYTPQEISAMM10:+15.9949 2 4 1.01 1.03 0,00023 3 1650,87683 1650,87744 -0,0007 -0,42401692
1 gel10_0045.xml 1120 18,5200005 LYTPQEISAMM10:+15.9949 2 4 1.01 1.03 4,7E-06 2 1650,87695 1650,87744 -0,0005 -0,30286926
1 1971480|1959gel10_0045.xml 1141 18,8199997 IELSSSTSTEIM17:+15.9949- - 1.02 9,6E-06 3 2654,30151 2654,29443 0,0072 2,71258521
1 1258274|1252gel10_0045.xml 1235 19,9500008 IIGIDLGTTNSC12:+57.0215- - 1.03 8,6E-07 3 3119,55176 3119,55688 -0,0052 -1,66690338
1 1971480|1959gel10_0045.xml 1273 20,3700008 GVNPDEVVA  - - 1.02 7,9E-07 3 2351,24683 2351,24561 0,0012 0,51036781
1 1971480|1959gel10_0045.xml 1275 20,3999996 GVNPDEVVA  - - 1.02 9,3E-11 2 2351,23999 2351,24561 -0,0057 -2,42424703
1 gel10_0045.xml 1317 20,75 GVVLLDVTPLM12:+15.9949 2 4 1.01 1.02 2,6E-07 3 2362,25415 2362,26123 -0,007 -2,96326232
1 gel10_0045.xml 1319 20,7800007 GVVLLDVTPLM12:+15.9949 2 4 1.01 1.02 3,4E-14 2 2362,27173 2362,26099 0,011 4,65655565
1 gel10_0045.xml 1401 21,5400009 TAEDYLGQEV 2 4 1.01 1.03 1,7E-06 3 2889,37817 2889,37939 -0,001 -0,34609511

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel11_0045.xml 531 12,7799997 MKAEAEANA M1:+15.9949 2 4 1.01 1.04 8,7E-05 2 1521,72131 1521,7218 -0,0004 -0,26286015
1 gel11_0045.xml 547 13,0100002 MKAEAEANA M1:+15.9949 2 4 1.01 1.04 9,1E-05 2 1393,62561 1393,62683 -0,0011 -0,78930742
1 829997|82708gel11_0045.xml 640 14,3400002 NDEGADLTK  - - 1.02 0,0027 2 962,443848 962,442993 0,0009 0,93512028
1 1624002|1616gel11_0045.xml 806 16,6000004 KAPIEAALQK - - 1.01 0,00054 2 1068,64221 1068,6416 0,0007 0,65503716
1 gel11_0045.xml 813 16,7000008 FEALAH  2 4 1.02 1.03 0,0045 2 687,346619 687,346497 1E-04 0,14548703
1 2238055|2193gel11_0045.xml 834 17 APIETALQK  - - 1.04 0,016 2 970,557861 970,55719 0,0007 0,72123516
1 1624002|1616gel11_0045.xml 845 17,1499996 APIEAALQK  - - 1.01 0,004 2 940,546326 940,54657 -0,0003 -0,3189635
1 1624002|1616gel11_0045.xml 887 17,75 LIDANTTIPAR - - 1.01 0,0038 2 1184,66382 1184,66382 1E-04 0,08441213
1 gel11_0045.xml 917 18,1900005 EAGQIAGLEV 3 4 1.01 1.02 1.03 0,004 2 1114,61072 1114,61072 1E-04 0,08971742
1 2238055|2193gel11_0045.xml 925 18,3099995 EDIQDADFEE - - 1.04 5,5E-05 2 1437,63635 1437,63843 -0,002 -1,3911705
1 2238055|2193gel11_0045.xml 985 19,1399994 LNQADSMIFSM7:+15.9949 - - 1.04 2,3E-09 2 1854,89087 1854,89063 0,0003 0,16173461
1 829997|82708gel11_0045.xml 1011 19,4899998 IPAVQELVEK - - 1.02 0,0052 2 1125,65137 1125,65186 -0,0004 -0,35534963
1 1616897|1609gel11_0045.xml 1082 20,4799995 TTPSIVAFVD  - - 1.03 2E-06 2 1448,73938 1448,7384 0,001 0,69025576
1 gel11_0045.xml 1086 20,5400009 IVNEPTAAAL  3 4 1.01 1.02 1.03 3,5E-11 2 1645,88049 1645,88 0,0006 0,36454666
1 gel11_0045.xml 1105 20,8400002 SIGQFNLTGIA 2 4 1.01 1.04 4E-07 2 1444,79065 1444,79114 -0,0004 -0,2768566
1 gel11_0045.xml 1118 21,0400009 AMSDAGLSNM2:+15.9949 2 4 1.02 1.03 0,0031 3 2309,09302 2309,09302 1E-04 0,04330705
1 gel11_0045.xml 1146 21,4599991 LYTPQEISAMM10:+15.9949 2 4 1.01 1.03 1E-07 2 1650,875 1650,87744 -0,0025 -1,51434624
1 829997|82708gel11_0045.xml 1155 21,6000004 IELSSSTSTEIM17:+15.9949- - 1.02 0,00023 3 2654,28638 2654,29443 -0,008 -3,01398373
1 gel11_0045.xml 1223 22,5499992 GVVLLDVTPLM12:+15.9949 3 4 1.01 1.02 1.03 0,00025 3 2362,25659 2362,26123 -0,0046 -1,94728684
1 gel11_0045.xml 1230 22,6499996 TAEDYLGQEV 2 4 1.01 1.03 1,6E-05 3 2889,37402 2889,37939 -0,0052 -1,79969442

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel12_0045.xml 546 12,6899996 MKAEAEANA M1:+15.9949 2 5 1.01 1.03 0,001 2 1521,71558 1521,7218 -0,0061 -4,00861692
1 1971480|1959gel12_0045.xml 656 14,2299995 NDEGADLTK  - - 1.02 0,0032 2 962,448547 962,442993 0,0056 5,81852579
1 1163651|1158gel12_0045.xml 711 14,96 QMSAEGSSDC22:+57.0215- - 1.05 0,0094 3 2717,08716 2717,06494 0,022 8,09697247
1 1258274|1252gel12_0045.xml 772 15,7799997 QAITNPQR Q1:-17.0265 - - 1.04 0,025 2 910,472656 910,474487 -0,0019 -2,08682394
1 gel12_0045.xml 823 16,4899998 FEALAH  3 5 1.01 1.02 1.05 0,016 2 687,346619 687,346497 1E-04 0,14548703
1 gel12_0045.xml 854 16,9300003 NLTGIAPAR  3 5 1.01 1.02 1.03 0,011 2 912,525024 912,526611 -0,0016 -1,7533735
1 1478692|1471gel12_0045.xml 859 16,9899998 APIEAALQK  - - 1.01 0,0085 2 940,547546 940,54657 0,0009 0,9568904
1 gel12_0045.xml 940 18,1299992 EAGQIAGLEV 2 5 1.01 1.04 0,004 2 1114,61072 1114,61072 1E-04 0,08971742
1 2238055|2193gel12_0045.xml 944 18,1800003 EDIQDADFEE - - 1.03 7,6E-07 2 1437,63562 1437,63843 -0,0028 -1,94763851
1 2238055|2193gel12_0045.xml 1008 19,0799999 LNQADSMIFSM7:+15.9949 - - 1.03 5,4E-09 2 1854,89197 1854,89063 0,0014 0,75476146
1 1971480|1959gel12_0045.xml 1034 19,4300003 IPAVQELVEK - - 1.02 0,0069 2 1125,65393 1125,65186 0,0022 1,95442319
1 gel12_0045.xml 1133 20,8600006 SIGQFNLTGIA 3 5 1.01 1.02 1.03 4,1E-06 2 1444,79187 1444,79114 0,0008 0,5537132
1 1971480|1959gel12_0045.xml 1146 21,0499992 AMSDAGLSNM2:+15.9949 - - 1.02 7,7E-12 2 2309,08447 2309,09302 -0,0084 -3,63779187
1 1258274|1252gel12_0045.xml 1154 21,1700001 TTPSIVAFVD  - - 1.04 1,3E-07 2 1448,73792 1448,7384 -0,0004 -0,2761023
1 gel12_0045.xml 1185 21,6299992 LYTPQEISAMM10:+15.9949 2 5 1.01 1.04 0,0047 3 1650,8772 1650,87744 -0,0003 -0,18172155

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 425262|42393gel08_0046.xml 532 12,7600002 AVNDELNSAD - - 1.01 2,2E-06 2 1246,5907 1246,59143 -0,0007 -0,56153119
1 425262|42393gel08_0046.xml 848 17,3500004 DQDTISLTYD - - 1.01 2,3E-06 2 1411,69373 1411,69556 -0,0018 -1,27506244

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 425262|42393gel12_0046.xml 753 12,6400003 AVNDELNSAD - - 1.01 3,5E-08 2 1246,58972 1246,59143 -0,0016 -1,28349984
1 425262|42393gel12_0046.xml 811 13,3500004 SGITMQLNDTM5:+15.9949 - - 1.01 6,3E-05 2 1338,62036 1338,62097 -0,0006 -0,44822249
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peptides

1 425262|42393gel12_0046.xml 1023 15,9200001 VTVVANYAAS - - 1.01 1,1E-08 2 2122,04395 2122,04565 -0,0016 -0,7539894
1 425262|42393gel12_0046.xml 1026 15,9499998 VTVVANYAAS - - 1.01 1,4E-05 3 2122,04175 2122,04565 -0,0039 -1,83784914
1 425262|42393gel12_0046.xml 1136 17,4300003 DQDTISLTYD - - 1.01 4,4E-05 2 1411,69592 1411,69556 0,0004 0,28334719

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 439595|43822gel08_0047.xml 448 11,3599997 GGDSNFGNA - - 1.01 0,0043 2 994,433105 994,434082 -0,001 -1,00559711
1 439595|43822gel08_0047.xml 484 11,8900003 DGDEVVAEK  - - 1.01 0,042 2 961,447571 961,447693 -1E-04 -0,10400981
1 439595|43822gel08_0047.xml 495 12,0500002 TAIHTNEDLR - - 1.01 8,5E-05 2 1169,59058 1169,59143 -0,0007 -0,5984996
1 439595|43822gel08_0047.xml 582 13,3299999 TAEEVELAEK - - 1.01 0,0013 2 1118,55688 1118,55798 -0,0011 -0,98340899
1 439595|43822gel08_0047.xml 606 13,6899996 GMEDAGFASC10:+57.0215- - 1.01 1,2E-06 2 1287,53601 1287,53479 0,0012 0,93201369
1 439595|43822gel08_0047.xml 613 13,79 NGTDMFGAGM5:+15.9949 - - 1.01 1,1E-05 2 1183,54053 1183,54163 -0,001 -0,84492171
1 439595|43822gel08_0047.xml 637 14,1400003 DLAGDQGAS - - 1.01 5,5E-08 2 1365,64063 1365,63977 0,0009 0,65903175
1 439595|43822gel08_0047.xml 656 14,3900003 AHIAYGTAND - - 1.01 0,00012 3 1733,85168 1733,84985 0,0019 1,09582734
1 439595|43822gel08_0047.xml 659 14,4300003 AHIAYGTAND - - 1.01 1,9E-12 2 1733,8457 1733,84985 -0,004 -2,30700493
1 439595|43822gel08_0047.xml 670 14,5799999 VYIESSSADT - - 1.01 7,3E-08 2 1727,81152 1727,81274 -0,0011 -0,63664305
1 439595|43822gel08_0047.xml 682 14,75 QQVSGVTNE - - 1.01 3,4E-13 2 2017,97717 2017,97888 -0,0017 -0,84242707
1 439595|43822gel08_0047.xml 685 14,8000002 QQVSGVTNE - - 1.01 0,00029 3 2017,9801 2017,97888 0,0011 0,54509985
1 439595|43822gel08_0047.xml 703 15,0799999 NNGADDLTY  - - 1.01 3,9E-05 2 1436,69995 1436,70203 -0,002 -1,39207709
1 439595|43822gel08_0047.xml 718 15,3000002 LYTVCGGSWC5:+57.0215 - - 1.01 0,0003 2 1198,56946 1198,56775 0,0017 1,41835964
1 439595|43822gel08_0047.xml 747 15,7200003 GLFENPYR  - - 1.01 0,028 2 995,493774 995,494873 -0,0012 -1,20543063
1 439595|43822gel08_0047.xml 753 15,8100004 WDSVTMSYLM6:+15.9949 - - 1.01 0,00041 2 1273,58875 1273,58862 0,0002 0,15703659
1 439595|43822gel08_0047.xml 761 15,9300003 NDNGLLPLAK - - 1.01 0,0012 2 1054,58813 1054,5896 -0,0014 -1,32753062
1 439595|43822gel08_0047.xml 776 16,1499996 AALAGGNEWC14:+57.0215- - 1.01 0,0032 3 2654,20898 2654,21899 -0,0099 -3,72991085
1 439595|43822gel08_0047.xml 919 18,3099995 LGVPMIFTSD - - 1.01 0,039 2 1235,64709 1235,64575 0,0014 1,13301075
1 439595|43822gel08_0047.xml 949 18,7800007 VMDEALAVVAM2:+15.9949 - - 1.01 0,0018 3 1987,00208 1986,99585 0,0064 3,22094274
1 439595|43822gel08_0047.xml 953 18,8199997 VMDEALAVVAM2:+15.9949 - - 1.01 2,1E-06 2 1986,99927 1986,99585 0,0036 1,81178033
1 439595|43822gel08_0047.xml 993 19,3500004 LTYIEGVTPIL - - 1.01 2,6E-11 2 1910,0144 1910,01611 -0,0017 -0,89004487
1 439595|43822gel08_0047.xml 1020 19,7299995 VVEIPVTIATP - - 1.01 4,1E-06 3 2934,55786 2934,56738 -0,0095 -3,23727441

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 439595|43822gel09_0047.xml 555 11,3999996 GGDSNFGNA - - 1.01 0,0012 2 994,434021 994,434082 -1E-04 -0,1005597
1 439595|43822gel09_0047.xml 597 11,9300003 DGDEVVAEK  - - 1.01 0,0021 2 961,447449 961,447693 -0,0003 -0,31202948
1 439595|43822gel09_0047.xml 615 12,1400003 TAIHTNEDLR - - 1.01 0,00014 2 1169,59033 1169,59143 -0,001 -0,85499948
1 439595|43822gel09_0047.xml 644 12,5600004 AHIAYGTAND - - 1.01 0,00045 2 1032,47351 1032,47485 -0,0014 -1,35596514
1 439595|43822gel09_0047.xml 707 13,4300003 TAEEVELAEK - - 1.01 0,0034 2 1118,55701 1118,55798 -0,0009 -0,80460733
1 439595|43822gel09_0047.xml 734 13,8100004 GMEDAGFASC10:+57.0215- - 1.01 5,7E-06 2 1287,53516 1287,53479 0,0004 0,31067121
1 439595|43822gel09_0047.xml 738 13,8699999 NGTDMFGAGM5:+15.9949 - - 1.01 1,9E-06 2 1183,54126 1183,54163 -0,0003 -0,2534765
1 439595|43822gel09_0047.xml 762 14,2200003 DLAGDQGAS - - 1.01 4,6E-08 2 1365,63965 1365,63977 -1E-04 -0,07322575
1 439595|43822gel09_0047.xml 787 14,5699997 AHIAYGTAND - - 1.01 0,00013 3 1733,85315 1733,84985 0,0034 1,96095431
1 439595|43822gel09_0047.xml 788 14,5900002 AHIAYGTAND - - 1.01 1,7E-11 2 1733,84753 1733,84985 -0,0022 -1,26885271
1 439595|43822gel09_0047.xml 795 14,6800003 VYIESSSADT - - 1.01 7,2E-09 2 1727,81018 1727,81274 -0,0025 -1,44691598
1 439595|43822gel09_0047.xml 807 14,8500004 QQVSGVTNE - - 1.01 2,6E-13 2 2017,97852 2017,97888 -0,0004 -0,19821814
1 439595|43822gel09_0047.xml 809 14,8800001 QQVSGVTNE - - 1.01 1,1E-07 3 2017,97644 2017,97888 -0,0025 -1,23886335
1 439595|43822gel09_0047.xml 830 15,1899996 NNGADDLTY  - - 1.01 0,00012 2 1436,7019 1436,70203 -1E-04 -0,06960386
1 439595|43822gel09_0047.xml 880 15,8999996 WDSVTMSYLM6:+15.9949 - - 1.01 0,0049 2 1273,58752 1273,58862 -0,001 -0,78518289
1 439595|43822gel09_0047.xml 892 16,0599995 NDNGLLPLAK - - 1.01 0,0005 2 1054,5885 1054,5896 -0,001 -0,94823623
1 439595|43822gel09_0047.xml 1064 18,5799999 AGEEFMVYCC9:+57.0215 -- - 1.01 3,5E-06 2 1503,69507 1503,69751 -0,0023 -1,52956295
1 439595|43822gel09_0047.xml 1128 19,4899998 LTYIEGVTPIL - - 1.01 1,1E-08 2 1910,01636 1910,01611 0,0003 0,15706675
1 439595|43822gel09_0047.xml 1149 19,7600002 VVEIPVTIATP - - 1.01 0,0069 3 2934,55835 2934,56738 -0,009 -3,06689143

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 289620|28855gel08_0048.xml 615 13,6999998 EVDTATGEW - - 1.01 0,014 2 1135,52649 1135,52698 -0,0005 -0,44032422
1 289620|28855gel08_0048.xml 619 13,7600002 QETLGVQYA  - - 1.01 0,022 2 1250,63733 1250,63794 -0,0006 -0,47975516
1 289620|28855gel08_0048.xml 646 14,1599998 NAGSTNPAD  - - 1.01 4,4E-08 2 1186,60632 1186,60669 -0,0003 -0,2528218
1 289620|28855gel08_0048.xml 699 14,8500004 IGVFEPASGD - - 1.01 3,2E-07 2 1475,71167 1475,71289 -0,0012 -0,81316638
1 289620|28855gel08_0048.xml 976 18,9400005 LGDDYSGGL C10:+57.0215- - 1.01 5,6E-07 3 2077,93018 2077,93286 -0,0027 -1,29936826
1 289620|28855gel08_0048.xml 977 18,9599991 LGDDYSGGL C10:+57.0215- - 1.01 1,6E-08 2 2077,92725 2077,93286 -0,0055 -2,64686131
1 289620|28855gel08_0048.xml 1015 19,4899998 VQPTVEIGGE - - 1.01 0,00018 3 2948,42456 2948,43799 -0,013 -4,40911436
1 289620|28855gel08_0048.xml 1077 20,2399998 ALPTTTYEGV - - 1.01 2,8E-12 2 2481,2417 2481,25122 -0,0094 -3,78841138
1 289620|28855gel08_0048.xml 1078 20,2600002 ALPTTTYEGV - - 1.01 3,9E-05 3 2481,25684 2481,25122 0,0057 2,2972281
1 289620|28855gel08_0048.xml 1089 20,3799992 ANNGGNDMI M8:+15.9949 - - 1.01 6,6E-06 3 2956,32837 2956,33423 -0,0059 -1,9957149
1 289620|28855gel08_0048.xml 1116 20,6299992 VCVTTFFDEGC2:+57.0215 - - 1.01 2,7E-13 2 2563,19946 2563,20239 -0,003 -1,17041087
1 289620|28855gel08_0048.xml 1120 20,6700001 VCVTTFFDEGC2:+57.0215 - - 1.01 0,00026 3 2563,198 2563,20239 -0,0045 -1,75561631
1 289620|28855gel08_0048.xml 1217 21,5799999 ICFLDPFQGTC2:+57.0215 - - 1.01 4,2E-12 2 2028,02039 2028,02625 -0,0059 -2,90923285

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2899987|2797gel12_0051.xml 794 13,75 ASIGVGDVTK - - 1.01 0,0038 2 946,520264 946,520813 -0,0006 -0,63390052
1 2899987|2797gel12_0051.xml 838 14,3400002 GVIGETYAEP - - 1.01 5,2E-06 2 1319,65967 1319,65942 0,0003 0,2273314
1 2899987|2797gel12_0051.xml 907 15,2600002 AQLAQVFR  - - 1.01 0,0065 2 932,531128 932,531677 -0,0005 -0,53617489
1 2899987|2797gel12_0051.xml 928 15,5600004 TIYDANTIIEK  - - 1.01 0,017 2 1280,67334 1280,67371 -0,0003 -0,23425171
1 2899987|2797gel12_0051.xml 950 15,8400002 FAVSEVALNG - - 1.01 8,6E-05 2 1205,64929 1205,65295 -0,0035 -2,90299129
1 2899987|2797gel12_0051.xml 989 16,3600006 ELYNCAAAQVC5:+57.0215 - - 1.01 1,8E-06 2 1565,76538 1565,76318 0,0022 1,40506566
1 2899987|2797gel12_0051.xml 1133 18,4899998 IGFFGLETPE  - - 1.01 2,8E-06 2 1537,79163 1537,79004 0,0016 1,04045415
1 2899987|2797gel12_0051.xml 1168 18,9899998 VLADAEITVP  - - 1.01 0,0018 3 2437,2937 2437,2937 -1E-04 -0,04102911

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1248656|1243gel01_0054.xml 478 16,6800003 DTYADASEW - - 1.07 0,036 2 1428,59119 1428,5918 -0,0006 -0,41999403
1 1962292|1951gel01_0054.xml 674 19,3299999 DTYADAAQW - - 1.03 1,4E-05 2 1412,59814 1412,59692 0,0013 0,92029089
1 1811368|1802gel01_0054.xml 690 19,5699997 AHFVTNMFIRM7:+15.9949 - - 1.04 0,0024 2 1251,63367 1251,63074 0,003 2,396873
1 gel01_0054.xml 755 20,4799995 AYLVNTGWN 4 8 1.01 1.06 1.07 3,2E-06 2 1380,69153 1380,69104 0,0005 0,36213753
1 gel01_0054.xml 765 20,6200008 VVPTELPGVD 2 8 1.01 1.03 0,048 2 1250,69788 1250,69946 -0,0016 -1,27928412
1 1811368|1802gel01_0054.xml 778 20,7999992 FVTNMFIR M5:+15.9949 - - 1.04 0,0013 2 1043,53552 1043,53467 0,0009 0,86245334
1 755879|75329gel01_0054.xml 781 20,8400002 ESEPDIYAAIK - - 1.02 0,0054 2 1235,6145 1235,61584 -0,0013 -1,05210698
1 755879|75329gel01_0054.xml 810 21,2399998 DALLENVTVD - - 1.02 5,9E-08 2 1458,74426 1458,7439 0,0004 0,27420852
1 1174360|1169gel01_0054.xml 811 21,2600002 GITEPTPTFS C12:+57.0215- - 1.08 0,0011 2 1296,57776 1296,57813 -0,0003 -0,23137829
1 2294375|2238gel01_0054.xml 826 21,4699993 DALLENVTVA - - 1.06 3,3E-07 2 1459,73364 1459,72791 0,0058 3,97334313
1 gel01_0054.xml 835 21,5900002 GITEPTPTFS C12:+57.0215 3 8 1.01 1.06 1.07 0,0037 2 1280,58496 1280,58325 0,0019 1,48369896
1 gel01_0054.xml 870 22,0799999 EQVILNTWYGM13:+15.9949 2 8 1.02 1.04 1,1E-08 2 1683,80334 1683,80505 -0,0017 -1,00961816
1 755879|75329gel01_0054.xml 871 22,1000004 VSYPIYHIENI  - - 1.02 1,2E-05 2 2000,12219 2000,12195 0,0003 0,14999087
1 gel01_0054.xml 877 22,1800003 VSYPIYHIENI  2 8 1.01 1.02 5,5E-06 2 1574,85791 1574,85815 -0,0002 -0,12699556
1 gel01_0054.xml 937 23,0400009 AIFFGLSGTG 2 8 1.02 1.04 0,00017 2 1097,60095 1097,59937 0,0016 1,45772672
1 1811368|1802gel01_0054.xml 946 23,1700001 SSAIFFGLSG - - 1.04 1,6E-07 2 1271,66467 1271,66345 0,0013 1,02228308
1 755879|75329gel01_0054.xml 956 23,3099995 DALLENVTVD - - 1.02 4,8E-05 2 1273,62512 1273,62744 -0,0023 -1,80586565
1 gel01_0054.xml 964 23,4200001 FVVPTELPGV 2 8 1.01 1.03 9,6E-06 2 1397,76733 1397,76794 -0,0005 -0,35771319
1 755879|75329gel01_0054.xml 979 23,6299992 DALLENVTVD - - 1.02 0,0062 2 1088,54602 1088,54736 -0,0014 -1,28611755
1 2294375|2238gel01_0054.xml 988 23,7600002 DALLENVTVA - - 1.06 0,0061 2 1274,6134 1274,61145 0,002 1,56910574
1 755879|75329gel01_0054.xml 997 23,8700008 ELGLNSETAT - - 1.02 2,5E-06 2 1394,68091 1394,68018 0,0007 0,50190717
1 755879|75329gel01_0054.xml 999 23,8999996 ELGLNSETAT - - 1.02 1,2E-06 2 1635,85901 1635,85925 -0,0002 -0,12225991
1 717396|71502gel01_0054.xml 1040 24,4599991 GITEPTPTFS C12:+57.0215- - 1.01 1,1E-06 2 1626,74951 1626,74731 0,0023 1,41386425
1 755879|75329gel01_0054.xml 1074 24,9200001 ELGLNSETAT - - 1.02 0,002 2 1280,63745 1280,63733 0,0002 0,15617223
1 gel01_0054.xml 1079 25 GIIDAILDGSID 3 8 1.01 1.03 1.05 2,2E-05 2 1329,72498 1329,72644 -0,0014 -1,0528481
1 gel01_0054.xml 1083 25,0499992 GIIDAILDGSID 3 8 1.01 1.03 1.05 5,9E-07 2 1726,95691 1726,95898 -0,002 -1,15810513
1 2603162|2519gel01_0054.xml 1109 25,4099998 FDFVVPTELP - - 1.05 4E-07 2 1716,88464 1716,88464 0 0
1 717396|71502gel01_0054.xml 1119 25,5400009 GITEPTPTFS C12:+57.0215- - 1.01 1,3E-09 2 2550,26685 2550,27002 -0,0032 -1,25476897
1 gel01_0054.xml 1128 25,6599998 FDFVVPTELP 2 8 1.01 1.03 7,1E-08 2 1659,86035 1659,86328 -0,0029 -1,74713182
1 717396|71502gel01_0054.xml 1312 28,0499992 VIPYFDFVVP  - - 1.01 3,2E-10 2 2132,12793 2132,13184 -0,0039 -1,82915521
1 2603162|2519gel01_0054.xml 1394 29,1299992 VIPFFDFVVP  - - 1.05 7,3E-08 2 2173,15601 2173,15845 -0,0023 -1,05836737
1 717396|71502gel01_0054.xml 1474 30,2099991 VIPYFDFVVP  - - 1.01 0,0011 2 1906,98889 1906,98413 0,0048 2,51706362
1 gel01_0054.xml 1491 30,4400005 VIPFFDFVVP  2 8 1.03 1.05 0,014 2 1280,69421 1280,69299 0,0013 1,01507545

2 2608586|2524gel01_0054.xml 660 19,1399994 FAEETKPGLE - - 3.01 5E-06 2 1581,77917 1581,77991 -0,0007 -0,44253942
2 2608586|2524gel01_0054.xml 680 19,4200001 NDNKPCTEE C6:+57.0215 - - 3.01 6,4E-06 2 1790,79712 1790,80176 -0,0046 -2,56868196
2 2608586|2524gel01_0054.xml 822 21,4200001 FAEETKPGLE - - 3.01 0,00029 2 1324,64258 1324,64246 0,0002 0,15098414
2 2608586|2524gel01_0054.xml 828 21,4899998 GQVTELGAV M12:+15.9949- - 3.01 4,8E-11 2 1967,98364 1967,98584 -0,0022 -1,11789429
2 2608586|2524gel01_0054.xml 861 21,9400005 NEASENSVW - - 3.01 5,5E-09 2 1944,81458 1944,82495 -0,01 -5,14185095
2 2608586|2524gel01_0054.xml 940 23,0799999 LFVVDTFCGAC8:+57.0215 - - 3.01 2,7E-09 2 1641,80493 1641,80579 -0,0008 -0,48726833
2 2608586|2524gel01_0054.xml 980 23,6499996 GQVTELGAV M12:+15.9949- - 3.01 2,1E-05 2 1653,81177 1653,81567 -0,0039 -2,35818291
2 2608586|2524gel01_0054.xml 1000 23,9200001 EVLHNPSYDV - - 3.01 0,00015 2 1761,83057 1761,83337 -0,0028 -1,58925354
2 2608586|2524gel01_0054.xml 1088 25,1200008 LFVVDTFCGAC8:+57.0215 - - 3.01 2,2E-05 2 1242,58313 1242,58276 0,0004 0,32191014

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2195651|2158gel02_0054.xml 729 15,0900002 DTYADAAQW - - 1.04 2,8E-05 2 1412,59692 1412,59692 1E-04 0,0707916
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peptides

1 gel02_0054.xml 770 15,6899996 AYLVNTGWN 4 5 1.02 1.03 1.04 8,7E-07 2 1380,69055 1380,69104 -0,0005 -0,36213753
1 1561636|1554gel02_0054.xml 783 15,8800001 TKEQVILNTWM15:+15.9949- - 1.03 0,00018 2 1912,94507 1912,94775 -0,0026 -1,35915887
1 755879|75329gel02_0054.xml 791 16 ESEPDIYAAIK - - 1.01 0,0035 2 1235,61438 1235,61584 -0,0014 -1,13303816
1 755879|75329gel02_0054.xml 795 16,0599995 VINLDKESEP - - 1.01 0,023 3 2074,11597 2074,11841 -0,0023 -1,10890496
1 gel02_0054.xml 815 16,3400002 FIMEVAWQA M3:+15.9949 2 5 1.01 1.03 0,0003 2 1247,58276 1247,58826 -0,0054 -4,32835102
1 gel02_0054.xml 827 16,5100002 DALLENVTVD 2 5 1.01 1.03 7,8E-07 2 1458,74402 1458,7439 0,0002 0,13710426
1 755879|75329gel02_0054.xml 831 16,5699997 VINLDKESEP - - 1.01 0,00021 3 1918,01746 1918,01721 0,0003 0,15641153
1 755879|75329gel02_0054.xml 833 16,6100006 VINLDKESEP - - 1.01 4,5E-09 2 1918,01428 1918,01721 -0,0029 -1,51197815
1 2294375|2238gel02_0054.xml 849 16,8600006 DALLENVTVA - - 1.05 0,00032 2 1459,72729 1459,72791 -0,0006 -0,41103554
1 755879|75329gel02_0054.xml 869 17,1499996 VSYPIYHIENI  - - 1.01 0,003 2 2000,12109 2000,12195 -0,0008 -0,3999756
1 755879|75329gel02_0054.xml 941 18,25 ELGLNSETAT - - 1.01 7E-07 2 1635,85901 1635,85925 -0,0002 -0,12225991
1 gel02_0054.xml 1013 19,2999992 GIIDAILDGSID 2 5 1.02 1.04 5,2E-07 2 1726,95911 1726,95898 0,0002 0,11581051
1 gel02_0054.xml 1021 19,4099998 GITEPTPTFS C12:+57.0215 3 5 1.02 1.03 1.04 0,0071 3 2550,26587 2550,27002 -0,0043 -1,68609595
1 gel02_0054.xml 1152 20,7999992 GIIDAILDGSID 2 5 1.02 1.04 1,9E-05 2 1329,7251 1329,72644 -0,0013 -0,97764474
1 717396|71502gel02_0054.xml 1214 21,3600006 VIPYFDFVVP  - - 1.02 0,025 3 2132,12842 2132,13184 -0,0035 -1,64154959
1 717396|71502gel02_0054.xml 1216 21,3799992 VIPYFDFVVP  - - 1.02 9,5E-08 2 2132,12842 2132,13184 -0,0034 -1,59464812

2 2608586|2524gel02_0054.xml 824 16,4699993 GQVTELGAV M12:+15.9949- - 2.01 2,8E-10 2 1967,98706 1967,98584 0,0012 0,60976046
2 2608586|2524gel02_0054.xml 898 17,6000004 LFVVDTFCGAC8:+57.0215 - - 2.01 3,7E-09 2 1641,80554 1641,80579 -0,0002 -0,12181708
2 2608586|2524gel02_0054.xml 903 17,6800003 LFVVDTFCGAC8:+57.0215 - - 2.01 0,0068 3 1641,80615 1641,80579 0,0004 0,24363416
2 2608586|2524gel02_0054.xml 1032 19,5799999 LFVVDTFCGAC8:+57.0215 - - 2.01 0,0037 2 1242,58911 1242,58276 0,0064 5,15056229

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 755879|75329gel03_0054.xml 787 16 ESEPDIYAAIK - - 1.01 0,00046 2 1235,61426 1235,61584 -0,0015 -1,21396959
1 755879|75329gel03_0054.xml 822 16,4899998 DALLENVTVD - - 1.01 1,9E-07 2 1458,74194 1458,7439 -0,0019 -1,30249047
1 755879|75329gel03_0054.xml 833 16,6700001 VINLDKESEP - - 1.01 0,034 3 1918,01819 1918,01721 0,001 0,52137178
1 755879|75329gel03_0054.xml 859 17,0699997 VSYPIYHIENI  - - 1.01 0,025 3 2000,12659 2000,12195 0,0046 2,29985976
1 755879|75329gel03_0054.xml 941 18,2900009 ELGLNSETAT - - 1.01 5E-07 2 1635,85889 1635,85925 -0,0003 -0,18338987

2 534564|53272gel03_0054.xml 1017 19,3299999 GIIDAILDGSID - - 2.01 3,7E-05 2 1726,95862 1726,95898 -0,0003 -0,17371577
2 534564|53272gel03_0054.xml 1162 20,7800007 GIIDAILDGSID - - 2.01 2,5E-05 2 1329,72729 1329,72644 0,0009 0,67683095
2 534564|53272gel03_0054.xml 1227 21,3500004 VIPYFDFVVP  - - 2.01 9,7E-06 2 2132,12866 2132,13184 -0,0031 -1,45394397

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel07_0054.xml 507 12,3900003 LSLHPTK  3 7 1.01 1.03 1.04 0,0084 2 795,471191 795,472717 -0,0016 -2,01138258
1 1248656|1243gel07_0054.xml 566 13,2600002 DTYADASEW - - 1.06 0,015 2 1428,5896 1428,5918 -0,0022 -1,53997803
1 1248656|1243gel07_0054.xml 633 14,2299995 DTYADASEW - - 1.06 0,03 2 1428,59314 1428,5918 0,0014 0,97998601
1 2195651|2158gel07_0054.xml 700 15,1599998 DTYADAAQW - - 1.04 2,9E-05 2 1412,59583 1412,59692 -0,001 -0,70791608
1 2294375|2238gel07_0054.xml 741 15,7799997 RDALLENVTV - - 1.05 0,0004 2 1615,83044 1615,82898 0,0015 0,92831606
1 gel07_0054.xml 744 15,8199997 AYLVNTGWN 5 7 1.01 1.03 1.04 1E-06 2 1380,69067 1380,69104 -0,0003 -0,2172825
1 1811368|1802gel07_0054.xml 756 16,0100002 FVTNMFIR M5:+15.9949 - - 1.07 0,004 2 1043,53455 1043,53467 -1E-04 -0,09582815
1 gel07_0054.xml 758 16,0400009 EQVILNTWYGM13:+15.9949 3 7 1.01 1.02 1.07 0,042 2 1811,89648 1811,90015 -0,0035 -1,93167377
1 82415|81998|Ggel07_0054.xml 761 16,0900002 TKEQVILNTWM15:+15.9949- - 1.01 0,009 3 2041,04187 2041,04272 -0,0009 -0,44095108
1 755879|75329gel07_0054.xml 765 16,1499996 ESEPDIYAAIK - - 1.02 0,00039 2 1235,61511 1235,61584 -0,0007 -0,56651908
1 gel07_0054.xml 779 16,3600006 DDEGVFNYE C12:+57.0215 3 7 1.01 1.02 1.03 2,9E-06 2 1723,69482 1723,69092 0,004 2,32060194
1 82415|81998|Ggel07_0054.xml 781 16,3899994 TKEQVILNTWM15:+15.9949- - 1.01 1,4E-05 3 1912,94788 1912,94775 1E-04 0,05227534
1 82415|81998|Ggel07_0054.xml 783 16,4200001 TKEQVILNTWM15:+15.9949- - 1.01 9,7E-05 2 1912,94861 1912,94775 0,0009 0,47047809
1 755879|75329gel07_0054.xml 789 16,5100002 FIMEVAWQA M3:+15.9949 - - 1.02 0,00011 2 1247,58716 1247,58826 -0,001 -0,80154657
1 755879|75329gel07_0054.xml 790 16,5300007 VINLDKESEP - - 1.02 1,6E-08 3 2074,11938 2074,11841 0,0012 0,5785591
1 gel07_0054.xml 799 16,6700001 DALLENVTVD 2 7 1.01 1.02 5,6E-07 2 1458,7417 1458,7439 -0,0021 -1,43959475
1 2294375|2238gel07_0054.xml 807 16,7900009 DALLENVTVA - - 1.05 7,1E-07 2 1459,73242 1459,72791 0,0046 3,1512723
1 755879|75329gel07_0054.xml 814 16,8899994 VINLDKESEP - - 1.02 4,4E-06 3 1918,01855 1918,01721 0,0014 0,72992045
1 755879|75329gel07_0054.xml 817 16,9400005 VINLDKESEP - - 1.02 1,5E-09 2 1918,01428 1918,01721 -0,0029 -1,51197815
1 gel07_0054.xml 827 17,1000004 EQVILNTWYGM13:+15.9949 3 7 1.01 1.02 1.07 8,8E-08 2 1683,80591 1683,80505 0,0009 0,5345037
1 2294375|2238gel07_0054.xml 840 17,2900009 DALLENVTVA - - 1.05 5,4E-06 2 1459,72815 1459,72791 0,0003 0,20551777
1 755879|75329gel07_0054.xml 867 17,6900005 VSYPIYHIENI  - - 1.02 0,00092 3 2000,12231 2000,12195 0,0004 0,1999878
1 755879|75329gel07_0054.xml 872 17,7700005 VSYPIYHIENI  - - 1.02 2E-07 2 2000,11914 2000,12195 -0,0028 -1,39991462
1 gel07_0054.xml 902 18,25 GIIDAILDGSID 3 7 1.01 1.03 1.04 0,026 3 1726,95886 1726,95898 -1E-04 -0,05790525
1 gel07_0054.xml 907 18,3299999 GIIDAILDGSID 3 7 1.01 1.03 1.04 8,2E-05 2 1726,95776 1726,95898 -0,0012 -0,69486308
1 gel07_0054.xml 921 18,5300007 ELGLNSETAT 2 7 1.01 1.02 2,5E-07 2 1635,86011 1635,85925 0,0009 0,55016953
1 gel07_0054.xml 946 18,9200001 GIIDAILDGSID 3 7 1.01 1.03 1.04 0,016 3 1726,96118 1726,95898 0,0022 1,27391553
1 gel07_0054.xml 958 19,0900002 GITEPTPTFS C12:+57.0215 3 7 1.01 1.03 1.04 2,1E-09 2 1626,74915 1626,74731 0,0019 1,16797495
1 gel07_0054.xml 970 19,2700005 ELGLNSETAT 2 7 1.01 1.02 0,00036 2 1635,85706 1635,85925 -0,0021 -1,28372896
1 gel07_0054.xml 986 19,5200005 ELGLNSETAT 2 7 1.01 1.02 0,00062 2 1280,63586 1280,63733 -0,0014 -1,09320557
1 gel07_0054.xml 998 19,6900005 GIIDAILDGSID 3 7 1.01 1.03 1.04 1,9E-07 2 1726,95728 1726,95898 -0,0016 -0,92648405
1 gel07_0054.xml 999 19,7099991 GIIDAILDGSID 3 7 1.01 1.03 1.04 2,1E-05 2 1329,72632 1329,72644 -1E-04 -0,07520344
1 717396|71502gel07_0054.xml 1021 20,0300007 FDFVVPTELP - - 1.03 3,1E-05 2 1659,86462 1659,86328 0,0014 0,84344292
1 gel07_0054.xml 1095 21,0200005 GIIDAILDGSID 3 7 1.01 1.03 1.04 2,6E-05 2 1329,72729 1329,72644 0,0009 0,67683095
1 717396|71502gel07_0054.xml 1157 21,6599998 VIPYFDFVVP  - - 1.03 2,2E-05 3 2132,1311 2132,13184 -0,0007 -0,32830989
1 717396|71502gel07_0054.xml 1158 21,6800003 VIPYFDFVVP  - - 1.03 2,3E-08 2 2132,13135 2132,13184 -0,0005 -0,23450708

2 2608586|2524gel07_0054.xml 701 15,1700001 NDNKPCTEE C6:+57.0215 - - 2.01 1,3E-05 3 1790,80005 1790,80176 -0,0018 -1,00513637
2 2608586|2524gel07_0054.xml 702 15,1899996 NDNKPCTEE C6:+57.0215 - - 2.01 1E-04 2 1790,79822 1790,80176 -0,0035 -1,95443177
2 2608586|2524gel07_0054.xml 797 16,6299992 GQVTELGAV M12:+15.9949- - 2.01 1,3E-11 2 1967,98413 1967,98584 -0,0017 -0,86382741
2 2608586|2524gel07_0054.xml 798 16,6499996 GQVTELGAV M12:+15.9949- - 2.01 1,1E-08 3 1967,98572 1967,98584 -0,0002 -0,10162675
2 2608586|2524gel07_0054.xml 821 17 NEASENSVW - - 2.01 1,4E-11 2 1944,82141 1944,82507 -0,0036 -1,85106611
2 2608586|2524gel07_0054.xml 880 17,8999996 LFVVDTFCGAC8:+57.0215 - - 2.01 4,3E-09 2 1641,80713 1641,80579 0,0014 0,8527196
2 2608586|2524gel07_0054.xml 891 18,0900002 LFVVDTFCGAC8:+57.0215 - - 2.01 8E-06 3 1641,80383 1641,80579 -0,002 -1,218171
2 2608586|2524gel07_0054.xml 901 18,2299995 EVLHNPSYDV - - 2.01 1,6E-06 3 2848,40112 2848,4043 -0,0033 -1,15854335
2 2608586|2524gel07_0054.xml 918 18,4899998 LFVVDTFCGAC8:+57.0215 - - 2.01 3,1E-05 2 1641,8031 1641,80579 -0,0026 -1,58362222
2 2608586|2524gel07_0054.xml 967 19,2299995 EVLHNPSYDVE1:-18.0106 - - 2.01 0,00019 3 2830,39282 2830,3938 -0,001 -0,35330775
2 2608586|2524gel07_0054.xml 1002 19,75 LFVVDTFCGAC8:+57.0215 - - 2.01 1,1E-05 2 1242,58252 1242,58276 -0,0002 -0,16095507

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 755879|75329gel08_0054.xml 763 15,9700003 ESEPDIYAAIK - - 1.01 0,017 2 1235,6145 1235,61584 -0,0013 -1,05210698
1 755879|75329gel08_0054.xml 787 16,2999992 FIMEVAWQA M3:+15.9949 - - 1.01 0,00023 2 1247,58972 1247,58826 0,0016 1,2824744
1 755879|75329gel08_0054.xml 801 16,5100002 DALLENVTVD - - 1.01 3,5E-06 2 1458,74255 1458,7439 -0,0013 -0,89117771
1 755879|75329gel08_0054.xml 810 16,6599998 VINLDKESEP - - 1.01 0,0019 3 1918,01855 1918,01721 0,0014 0,72992045
1 755879|75329gel08_0054.xml 811 16,6800003 VINLDKESEP - - 1.01 1,1E-06 2 1918,01526 1918,01721 -0,0019 -0,99060637
1 755879|75329gel08_0054.xml 835 17,0499992 VSYPIYHIENI  - - 1.01 0,043 3 2000,11902 2000,12195 -0,0029 -1,44991159
1 755879|75329gel08_0054.xml 912 18,25 ELGLNSETAT - - 1.01 4,5E-08 2 1635,85876 1635,85925 -0,0004 -0,24451981

2 1009729|1005gel08_0054.xml 704 15,1000004 DTYADAAQW - - 2.02 0,00052 2 1412,5946 1412,59692 -0,0022 -1,55741525
2 gel08_0054.xml 741 15,6599998 AYLVNTGWN 2 3 2.01 2.02 6,6E-06 2 1380,69043 1380,69104 -0,0006 -0,43456501
2 gel08_0054.xml 986 19,3199997 GIIDAILDGSID 3 3 2.01 2.02 2.03 3E-06 2 1726,95752 1726,95898 -0,0014 -0,81067353
2 gel08_0054.xml 1116 20,7800007 GIIDAILDGSID 3 3 2.01 2.02 2.03 6,4E-05 2 1329,72571 1329,72644 -0,0007 -0,52642405
2 717396|71502gel08_0054.xml 1178 21,3500004 VIPYFDFVVP  - - 2.01 2,7E-06 2 2132,13672 2132,13184 0,0049 2,29816937
2 717396|71502gel08_0054.xml 1180 21,3700008 VIPYFDFVVP  - - 2.01 0,0037 3 2132,13159 2132,13184 -0,0003 -0,14070424
2 2603162|2519gel08_0054.xml 1247 22,0200005 VIPFFDFVVP  - - 2.03 6,1E-05 2 2173,16333 2173,15845 0,005 2,30079865

3 2608586|2524gel08_0054.xml 798 16,4699993 GQVTELGAV M12:+15.9949- - 5.01 3E-11 2 1967,99487 1967,98584 0,009 4,57320356
3 2608586|2524gel08_0054.xml 873 17,6599998 LFVVDTFCGAC8:+57.0215 - - 5.01 5,8E-10 2 1641,80347 1641,80579 -0,0023 -1,40089655

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 534564|53272gel09_0054.xml 1194 19,4599991 GIIDAILDGSID - - 1.01 8,9E-06 2 1726,95654 1726,95898 -0,0024 -1,38972616
1 534564|53272gel09_0054.xml 1320 20,8099995 GIIDAILDGSID - - 1.01 1,3E-05 2 1329,72583 1329,72644 -0,0006 -0,45122063
1 534564|53272gel09_0054.xml 1392 21,4500008 VIPYFDFVVP  - - 1.01 6,4E-07 2 2132,12671 2132,13184 -0,0051 -2,3919723
1 534564|53272gel09_0054.xml 1472 22,2199993 VIPYFDFVVP  - - 1.01 0,00046 2 1906,98291 1906,98413 -0,0012 -0,6292659

2 755879|75329gel09_0054.xml 952 16,0300007 ESEPDIYAAIK - - 2.01 0,0011 2 1235,61133 1235,61584 -0,0045 -3,64190841
2 755879|75329gel09_0054.xml 1004 16,7199993 VINLDKESEP - - 2.01 7E-06 3 1918,01636 1918,01721 -0,0008 -0,41709739
2 755879|75329gel09_0054.xml 1115 18,3400002 ELGLNSETAT - - 2.01 8E-06 2 1635,85925 1635,85925 0 0

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 534564|53272gel11_0054.xml 1153 19,3899994 GIIDAILDGSID - - 1.01 1,6E-05 2 1726,96069 1726,95898 0,0018 1,04229462
1 534564|53272gel11_0054.xml 1295 20,8999996 GIIDAILDGSID - - 1.01 1,4E-05 2 1329,72681 1329,72644 0,0004 0,30081376
1 534564|53272gel11_0054.xml 1363 21,4599991 VIPYFDFVVP  - - 1.01 0,0023 3 2132,13452 2132,13184 0,0026 1,21943676
1 534564|53272gel11_0054.xml 1364 21,4699993 VIPYFDFVVP  - - 1.01 1,2E-07 2 2132,13184 2132,13184 0 0

2 2608586|2524gel11_0054.xml 964 16,5900002 GQVTELGAV M12:+15.9949- - 2.01 1,6E-10 2 1967,9834 1967,98584 -0,0025 -1,27033436
2 2608586|2524gel11_0054.xml 965 16,6100006 GQVTELGAV M12:+15.9949- - 2.01 5,9E-06 3 1967,98425 1967,98584 -0,0017 -0,86382741
2 2608586|2524gel11_0054.xml 1043 17,7700005 LFVVDTFCGAC8:+57.0215 - - 2.01 9,2E-10 2 1641,80481 1641,80579 -0,0009 -0,54817688

Page 16



peptides

3 755879|75329gel11_0054.xml 930 16,0900002 ESEPDIYAAIK - - 3.01 0,00093 2 1235,61279 1235,61584 -0,003 -2,42793918
3 755879|75329gel11_0054.xml 1082 18,3500004 ELGLNSETAT - - 3.01 3,2E-08 2 1635,8584 1635,85925 -0,0008 -0,48903963

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 755879|75329gel12_0054.xml 885 16,0300007 ESEPDIYAAIK - - 1.01 0,0013 2 1235,61462 1235,61584 -0,0012 -0,97117573
1 755879|75329gel12_0054.xml 901 16,25 VINLDKESEP - - 1.01 0,00066 3 2074,11914 2074,11841 0,0008 0,38570604
1 755879|75329gel12_0054.xml 917 16,4500008 DALLENVTVD - - 1.01 5,4E-06 2 1458,7428 1458,7439 -0,001 -0,68552136
1 755879|75329gel12_0054.xml 937 16,7399998 VINLDKESEP - - 1.01 0,00012 3 1918,01819 1918,01721 0,001 0,52137178
1 755879|75329gel12_0054.xml 938 16,7600002 VINLDKESEP - - 1.01 2,8E-07 2 1918,01624 1918,01721 -0,0009 -0,46923459
1 755879|75329gel12_0054.xml 1041 18,2999992 ELGLNSETAT - - 1.01 2,8E-06 2 1635,86194 1635,85925 0,0027 1,65050876

2 534564|53272gel12_0054.xml 1127 19,4500008 GIIDAILDGSID - - 2.01 5,2E-06 2 1726,95715 1726,95898 -0,0018 -1,04229462
2 534564|53272gel12_0054.xml 1258 20,8099995 GIIDAILDGSID - - 2.01 0,00015 2 1329,72473 1329,72644 -0,0017 -1,27845848
2 534564|53272gel12_0054.xml 1327 21,4500008 VIPYFDFVVP  - - 2.01 0,0025 3 2132,12817 2132,13184 -0,0036 -1,68845093
2 534564|53272gel12_0054.xml 1329 21,4799995 VIPYFDFVVP  - - 2.01 7,6E-08 2 2132,1377 2132,13184 0,0059 2,76718354

3 2608586|2524gel12_0054.xml 922 16,5200005 GQVTELGAV M12:+15.9949- - 4.01 1,6E-13 2 1967,98511 1967,98584 -0,0008 -0,40650699
3 2608586|2524gel12_0054.xml 1000 17,7099991 LFVVDTFCGAC8:+57.0215 - - 4.01 4,8E-09 2 1641,80811 1641,80579 0,0024 1,46180511
3 2608586|2524gel12_0054.xml 1016 17,9400005 EVLHNPSYDV - - 4.01 0,00012 3 2848,41235 2848,4043 0,0081 2,84369755

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel01_0056.xml 134 11,7700005 MKAEAEANA M1:+15.9949 2 6 1.01 1.04 0,011 2 1521,72339 1521,7218 0,0017 1,11715567
1 gel01_0056.xml 373 15,1000004 ELGDKLPADK 2 6 1.01 1.04 0,043 2 1213,68054 1213,67908 0,0015 1,23591161
1 1971480|1959gel01_0056.xml 414 15,6800003 NDEGADLTK M12:+15.9949- - 1.03 0,011 2 1823,7854 1823,79028 -0,0048 -2,63188171
1 1624002|1616gel01_0056.xml 518 17,0900002 IEASSGLSKE - - 1.01 0,00023 2 1519,78149 1519,7854 -0,0039 -2,56615186
1 gel01_0056.xml 531 17,2600002 KAPIEAALQK 2 6 1.01 1.04 0,00068 2 1068,64185 1068,6416 0,0003 0,28073025
1 gel01_0056.xml 538 17,3500004 FEALAH  2 6 1.02 1.03 0,019 2 687,346008 687,346497 -0,0005 -0,72743517
1 1962633|1952gel01_0056.xml 549 17,5 AEGIDLSNDK - - 1.05 0,00034 2 1061,51135 1061,51135 0 0
1 gel01_0056.xml 596 18,1499996 APIEAALQK  2 6 1.01 1.04 0,014 2 940,546448 940,54657 -0,0002 -0,21264231
1 gel01_0056.xml 659 19 LIDANTTIPAR 2 6 1.01 1.03 0,011 2 1184,66357 1184,66382 -0,0002 -0,16882426
1 gel01_0056.xml 660 19,0100002 SMGIETLGGVM2:+15.9949 3 6 1.01 1.02 1.03 4,7E-06 2 1355,65466 1355,65491 -0,0002 -0,14753017
1 1624002|1616gel01_0056.xml 676 19,2199993 FMGETWDQVM2:+15.9949 - - 1.01 1,7E-05 2 1384,62012 1384,62061 -0,0004 -0,2888878
1 gel01_0056.xml 687 19,3600006 AAALAYGLDK 2 6 1.01 1.02 0,0027 2 992,539551 992,541504 -0,002 -2,01502919
1 gel01_0056.xml 697 19,4799995 EAGQIAGLEV 2 6 1.01 1.02 0,0046 2 1114,61133 1114,61072 0,0007 0,62802196
1 gel01_0056.xml 712 19,6900005 SETFSTAADN 2 6 1.01 1.03 1,2E-14 2 1850,83643 1850,8407 -0,0042 -2,26923919
1 889069|88577gel01_0056.xml 727 19,9099998 EDIQDADFEE - - 1.04 7,2E-06 2 1437,6377 1437,63843 -0,0007 -0,48690963
1 889069|88577gel01_0056.xml 799 20,8899994 LNQADSMIFSM7:+15.9949 - - 1.04 6,3E-08 2 1854,88599 1854,89063 -0,0046 -2,47993064
1 889069|88577gel01_0056.xml 810 21,0400009 LNQADSMIFSM7:+15.9949 - - 1.04 9,3E-05 2 1485,65417 1485,65295 0,0012 0,80772573
1 1971480|1959gel01_0056.xml 815 21,1100006 IPAVQELVEK - - 1.03 0,0023 2 1125,65015 1125,65186 -0,0016 -1,42139852
1 2760750|2662gel01_0056.xml 858 21,6900005 FQLTGIAPAP - - 1.06 0,0041 2 1170,66199 1170,66345 -0,0014 -1,19590294
1 gel01_0056.xml 933 22,6800003 IVNEPTAAAL  2 6 1.01 1.02 1,2E-09 2 1645,87854 1645,88 -0,0014 -0,85060877
1 gel01_0056.xml 958 23,0300007 SIGQFNLTGIA 2 6 1.01 1.03 8E-07 2 1444,79065 1444,79114 -0,0004 -0,2768566
1 1616897|1609gel01_0056.xml 990 23,4899998 TTPSIVAFVD  - - 1.02 7,4E-08 2 1448,73645 1448,7384 -0,0019 -1,31148589
1 gel01_0056.xml 1000 23,6200008 AMSDAGLSNM2:+15.9949 2 6 1.02 1.03 5,6E-14 2 2309,09204 2309,09302 -0,0009 -0,38976341
1 gel01_0056.xml 1027 23,9899998 IIGIDLGTTN  3 6 1.02 1.05 1.06 0,0011 2 1016,5639 1016,56268 0,0012 1,18044865
1 gel01_0056.xml 1041 24,1800003 LYTPQEISAMM10:+15.9949 2 6 1.01 1.02 3,6E-06 2 1650,87915 1650,87744 0,0017 1,02975547
1 1624002|1616gel01_0056.xml 1208 26,3700008 GVPQIEVTFD - - 1.01 3,5E-11 2 1929,03467 1929,0332 0,0015 0,77759159

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 829997|82708gel03_0056.xml 675 14,4399996 NDEGADLTK  - - 1.02 0,047 2 962,447632 962,442993 0,0047 4,88340569
1 gel03_0056.xml 750 15,7399998 NDEGADLTQ M12:+15.9949 2 4 1.01 1.03 1,6E-08 2 1823,74548 1823,75391 -0,0083 -4,55105257
1 1187156|1182gel03_0056.xml 844 17,2000008 APIEAALQK  - - 1.01 0,035 2 940,546387 940,54657 -0,0003 -0,3189635
1 1187156|1182gel03_0056.xml 875 17,6499996 QDDNVQDAD - - 1.01 3,6E-05 2 1651,71326 1651,70862 0,0047 2,84553814
1 1187156|1182gel03_0056.xml 912 18,1599998 SETFSTAADN - - 1.01 2,7E-12 2 1850,83655 1850,8407 -0,0041 -2,21520972
1 gel03_0056.xml 917 18,2299995 EAGQIAGLEV 3 4 1.01 1.02 1.03 0,0028 2 1114,61169 1114,61072 0,0011 0,98689169
1 2238055|2193gel03_0056.xml 926 18,3600006 EDIQDADFEE - - 1.04 0,0011 2 1437,63879 1437,63843 0,0004 0,27823406
1 gel03_0056.xml 950 18,7199993 AVQGAVLTD  2 4 1.01 1.02 0,0046 2 1243,68762 1243,6897 -0,002 -1,6081183
1 2238055|2193gel03_0056.xml 982 19,2000008 LNQADSMIFSM7:+15.9949 - - 1.04 2,5E-06 2 1854,88989 1854,89063 -0,0007 -0,37738073
1 829997|82708gel03_0056.xml 1004 19,5499992 IPAVQELVEK - - 1.02 0,00082 2 1125,65649 1125,65186 0,0047 4,1753583
1 gel03_0056.xml 1068 20,5400009 IVNEPTAAAL  3 4 1.01 1.02 1.03 1,5E-05 2 1232,65015 1232,65259 -0,0024 -1,94702077
1 gel03_0056.xml 1088 20,8500004 SIGQFNLTGIA 2 4 1.01 1.04 2,3E-06 2 1444,78943 1444,79114 -0,0016 -1,1074264
1 1187156|1182gel03_0056.xml 1105 21,1299992 LNQADSLIFQ - - 1.01 1,1E-07 2 1848,96863 1848,97058 -0,0019 -1,02759886
1 1616897|1609gel03_0056.xml 1109 21,1900005 TTPSIVAFVD  - - 1.03 3,1E-06 2 1448,73779 1448,7384 -0,0006 -0,41415349
1 1616897|1609gel03_0056.xml 1138 21,6499996 LYTPQEISAMM10:+15.9949- - 1.03 1,5E-05 2 1650,87451 1650,87744 -0,003 -1,81721544

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1187156|1182gel09_0056.xml 927 17,0200005 APIEAALQK  - - 1.01 0,009 2 940,546997 940,54657 0,0004 0,42528462
1 1187156|1182gel09_0056.xml 999 18,0499992 EAGQIAGLEV - - 1.01 0,014 2 1114,61243 1114,61072 0,0018 1,61491358

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1478692|1471gel10_0056.xml 561 13,7299995 VLQGERPMAM8:+15.9949 - - 1.01 0,034 2 1457,75244 1457,7533 -0,0009 -0,61738843
1 2238055|2193gel10_0056.xml 697 15,75 IEASSGLSKE - - 1.02 0,00086 2 1519,78296 1519,7854 -0,0024 -1,57917047
1 1478692|1471gel10_0056.xml 764 16,7000008 APIEAALQK  - - 1.01 0,0002 2 940,546265 940,54657 -0,0004 -0,42528462
1 gel10_0056.xml 836 17,7399998 EAGQIAGLEV 3 4 1.01 1.03 1.04 0,0025 2 1114,60999 1114,61072 -0,0007 -0,62802196
1 2238055|2193gel10_0056.xml 854 18,0100002 EDIQDADFEE - - 1.02 0,048 2 1437,63684 1437,63843 -0,0015 -1,04337776
1 2238055|2193gel10_0056.xml 904 18,7600002 LNQADSMIFSM7:+15.9949 - - 1.02 2,7E-08 2 1854,89136 1854,89063 0,0008 0,43129227
1 2635090|2549gel10_0056.xml 931 19,1800003 IPAVQELVEK - - 1.03 0,0015 2 1125,65137 1125,65186 -0,0004 -0,35534963
1 gel10_0056.xml 997 20,2299995 IVNEPTAAAL  3 4 1.01 1.03 1.04 1,2E-07 2 1232,65125 1232,65259 -0,0013 -1,05463624
1 gel10_0056.xml 1021 20,6100006 SIGQFNLTGIA 2 4 1.01 1.02 9,4E-06 2 1444,78882 1444,79114 -0,0022 -1,5227114
1 1616897|1609gel10_0056.xml 1043 20,9799995 TTPSIVAFVD  - - 1.04 2,7E-07 2 1448,73621 1448,7384 -0,0022 -1,51856256
1 gel10_0056.xml 1076 21,4699993 LYTPQEISAMM10:+15.9949 3 4 1.01 1.03 1.04 2,9E-05 2 1650,87207 1650,87744 -0,0054 -3,27098799

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2635090|2549gel11_0056.xml 650 14,3400002 NDEGADLTK  - - 1.01 0,016 2 962,442383 962,442993 -0,0006 -0,62341362
1 gel11_0056.xml 929 18,2399998 EAGQIAGLEV 2 2 1.01 1.02 0,0046 2 1114,61243 1114,61072 0,0018 1,61491358
1 2635090|2549gel11_0056.xml 1017 19,5499992 IPAVQELVEK - - 1.01 0,00072 2 1125,64685 1125,65186 -0,0049 -4,35303354
1 gel11_0056.xml 1081 20,5 IVNEPTAAAL  2 2 1.01 1.02 4,6E-06 2 1232,65234 1232,65259 -0,0002 -0,16225171
1 gel11_0056.xml 1125 21,1800003 AMSDAGLSNM2:+15.9949 2 2 1.01 1.02 0,0091 2 2309,07861 2309,09302 -0,014 -6,06298685
1 1616897|1609gel11_0056.xml 1127 21,2000008 TTPSIVAFVD  - - 1.02 2,3E-07 2 1448,73718 1448,7384 -0,0012 -0,82830697
1 gel11_0056.xml 1146 21,5 LYTPQEISAMM10:+15.9949 2 2 1.01 1.02 0,013 3 1650,87903 1650,87744 0,0015 0,90860772

2 gel11_0056.xml 541 12,8299999 MKAEAEANA M1:+15.9949 2 2 2.01 2.02 1,5E-05 2 1521,71936 1521,7218 -0,0024 -1,57716095
2 889069|88577gel11_0056.xml 859 17,2299995 APIEAALQK  - - 2.01 0,007 2 940,546265 940,54657 -0,0004 -0,42528462
2 gel11_0056.xml 939 18,3899994 EDIQDADFEE 2 2 2.01 2.02 4,8E-05 2 1437,63562 1437,63843 -0,0028 -1,94763851
2 gel11_0056.xml 997 19,25 LNQADSMIFSM7:+15.9949 2 2 2.01 2.02 1,6E-08 2 1854,88892 1854,89063 -0,0017 -0,9164961
2 2238055|2193gel11_0056.xml 1107 20,8999996 SIGQFNLTGIA - - 2.02 1,9E-06 2 1444,78796 1444,79114 -0,0031 -2,14563894

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1971480|1959gel12_0056.xml 667 14,3599997 NDEGADLTK  - - 1.01 0,00095 2 962,444214 962,442993 0,0012 1,24682724
1 gel12_0056.xml 832 16,5900002 FEALAH  2 2 1.01 1.02 0,035 2 687,347229 687,346497 0,0007 1,01840925
1 1616897|1609gel12_0056.xml 946 18,1900005 EAGQIAGLEV - - 1.02 0,00091 2 1114,61011 1114,61072 -0,0005 -0,44858715
1 1971480|1959gel12_0056.xml 1042 19,5599995 IPAVQELVEK - - 1.01 0,00058 2 1125,65198 1125,65186 0,0002 0,17767482
1 1971480|1959gel12_0056.xml 1136 20,9699993 SIGQFNLTGIA - - 1.01 2,3E-05 2 1444,78955 1444,79114 -0,0015 -1,0382123
1 gel12_0056.xml 1148 21,1499996 AMSDAGLSNM2:+15.9949 2 2 1.01 1.02 5,1E-10 2 2309,08325 2309,09302 -0,0097 -4,20078373
1 1616897|1609gel12_0056.xml 1152 21,2099991 TTPSIVAFVD  - - 1.02 6E-07 2 1448,73621 1448,7384 -0,0022 -1,51856256

2 889069|88577gel12_0056.xml 871 17,1399994 APIEAALQK  - - 2.01 0,0089 2 940,546143 940,54657 -0,0005 -0,53160578
2 889069|88577gel12_0056.xml 956 18,3299999 EDIQDADFEE - - 2.01 0,00017 2 1437,63916 1437,63843 0,0008 0,55646813
2 889069|88577gel12_0056.xml 1016 19,1900005 LNQADSMIFSM7:+15.9949 - - 2.01 5,9E-09 2 1854,89404 1854,89063 0,0035 1,88690376

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2067862|2046gel01_0057.xml 497 16,6700001 DKFIVMDENSM6:+15.9949 - - 1.04 0,00025 2 1341,63379 1341,63586 -0,0021 -1,56525326
1 gel01_0057.xml 528 17,0799999 DKFIVMDETSM6:+15.9949 2 11 1.01 1.02 6,2E-05 2 1328,63989 1328,64075 -0,0007 -0,52685422
1 gel01_0057.xml 580 17,75 FIVMDETSK M4:+15.9949 2 11 1.01 1.02 0,03 2 1085,51929 1085,5188 0,0006 0,55273116
1 1726522|1718gel01_0057.xml 586 17,8400002 NDNKPASQE - - 1.01 1,8E-05 2 1628,80115 1628,8031 -0,0019 -1,16650069
1 1726522|1718gel01_0057.xml 653 18,75 DGLTGFDK  - - 1.01 0,00054 2 852,412781 852,410217 0,0026 3,05017471
1 gel01_0057.xml 701 19,3600006 AFLELHPTK  4 11 1.03 1.05 1.07 0,0088 2 1055,58984 1055,58875 0,0011 1,04207253
1 1943013|1933gel01_0057.xml 751 20,0400009 DTYADAAEW - - 1.06 2,3E-07 2 1369,58752 1369,59106 -0,0035 -2,55550742
1 gel01_0057.xml 784 20,5100002 AYLVNTGWN 7 11 1.02 1.03 1.06 7,3E-06 2 1380,68933 1380,69104 -0,0017 -1,23126757
1 2031018|2010gel01_0057.xml 796 20,6800003 ESEPDIYNAIR - - 1.10 0,0002 2 1306,62805 1306,62781 0,0003 0,22959867
1 gel01_0057.xml 816 20,9400005 DSEPDIYNAIK 2 11 1.02 1.03 0,0014 2 1264,6062 1264,60596 0,0003 0,23722805
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peptides

1 996955|99282gel01_0057.xml 836 21,2000008 EQVIVNTWYGM13:+15.9949- - 1.03 2,7E-05 2 1669,79578 1669,78955 0,0064 3,83281803
1 gel01_0057.xml 849 21,3999996 FIMEVAWQA M3:+15.9949 3 11 1.01 1.02 1.11 6,9E-05 2 1247,5885 1247,58826 0,0004 0,3206186
1 528571|52674gel01_0057.xml 869 21,6499996 LYVVDAYCGAC8:+57.0215 - - 1.11 0,0011 2 1372,65686 1372,65698 -1E-04 -0,07285141
1 2772120|2673gel01_0057.xml 882 21,8199997 VSYPIYHIDNI - - 1.08 0,0077 2 1560,84167 1560,84253 -0,0008 -0,51254368
1 1561636|1554gel01_0057.xml 887 21,8999996 EQVILNTWYGM13:+15.9949- - 1.02 3,1E-08 2 1683,8075 1683,80505 0,0024 1,42534328
1 1816370|1807gel01_0057.xml 892 21,9699993 DALLENVTVD - - 1.07 3,1E-07 2 1473,74268 1473,74365 -0,0008 -0,54283524
1 1183512|1178gel01_0057.xml 895 22,0100002 GQVSELGAV M12:+15.9949- - 1.05 2,2E-13 2 1967,9845 1967,98584 -0,0014 -0,71138722
1 gel01_0057.xml 906 22,1900005 GQVTELGAV M12:+15.9949 2 11 1.01 1.02 5,6E-13 2 1981,99719 1982,00159 -0,0043 -2,16952419
1 1726522|1718gel01_0057.xml 907 22,2099991 LYVIDGFCGAC8:+57.0215 - - 1.01 8,2E-05 2 1356,66333 1356,66211 0,0013 0,95823419
1 gel01_0057.xml 955 22,8700008 ENFEPDFVVY 2 11 1.04 1.05 9,9E-06 2 1658,76599 1658,77014 -0,0041 -2,47171068
1 gel01_0057.xml 990 23,3799992 NTAIFFGLSG 4 11 1.03 1.04 1.05 3,3E-08 2 1312,68933 1312,68994 -0,0006 -0,45707673
1 gel01_0057.xml 998 23,4899998 NGENTAIFFG 3 11 1.03 1.04 1.10 1,8E-10 2 1612,7948 1612,797 -0,0021 -1,30208576
1 gel01_0057.xml 1009 23,6399994 GMFSMMNYFM2:+15.9949 2 11 1.04 1.08 3,4E-06 2 1626,73132 1626,73694 -0,0055 -3,38100147
1 gel01_0057.xml 1017 23,75 YYFLSGFTAK 7 11 1.02 1.03 1.05 1,3E-05 2 1196,59912 1196,59912 1E-04 0,08357017
1 1726522|1718gel01_0057.xml 1041 24,0699997 ELGLNSETAV - - 1.01 2,3E-09 2 1835,95593 1835,9502 0,0058 3,15912724
1 1943013|1933gel01_0057.xml 1094 24,7700005 KIPMFDFEVPM4:+15.9949 - - 1.06 0,00014 2 2175,10229 2175,10449 -0,0023 -1,05742049
1 1726522|1718gel01_0057.xml 1111 24,9899998 PSEEELEDFE - - 1.01 5,7E-11 2 2344,04053 2344,05103 -0,01 -4,26611853
1 1561636|1554gel01_0057.xml 1171 25,7399998 ELGLNSETAV - - 1.02 0,013 2 1835,97449 1835,97534 -0,0008 -0,4357357
1 1943013|1933gel01_0057.xml 1204 26,1700001 GIIDAILDGSIN - - 1.06 4E-09 2 1711,92126 1711,92285 -0,0016 -0,93462151
1 1943013|1933gel01_0057.xml 1210 26,25 IPMFDFEVPTM3:+15.9949 - - 1.06 1,1E-06 2 2047,00317 2047,00964 -0,0065 -3,17536354
1 2255430|2207gel01_0057.xml 1298 27,3600006 GIIDAILSGAIN - - 1.09 0,00024 2 1682,93372 1682,93274 0,001 0,59420085

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel07_0057.xml 520 12,5900002 ALVAAGPK  2 5 1.01 1.03 0,0022 2 726,450317 726,451294 -0,001 -1,37655485
1 1943013|1933gel07_0057.xml 735 15,7399998 DTYADAAEW - - 1.01 6,6E-07 2 1369,59155 1369,59106 0,0005 0,36507249
1 gel07_0057.xml 750 15,96 AYLVNTGWN 4 5 1.01 1.02 1.03 7,3E-07 2 1380,69067 1380,69104 -0,0003 -0,2172825
1 1756837|1748gel07_0057.xml 757 16,0699997 ESEPDIYNAIR - - 1.02 0,00045 2 1306,62585 1306,62781 -0,0019 -1,45412493
1 gel07_0057.xml 805 16,7700005 FGQAFLELHP 2 5 1.02 1.04 0,0085 2 1387,73962 1387,7373 0,0024 1,72943413
1 1756837|1748gel07_0057.xml 811 16,8600006 VINLDKESEP - - 1.02 1,8E-06 3 1989,03015 1989,02917 0,001 0,50275785
1 1756837|1748gel07_0057.xml 815 16,9200001 VINLDKESEP - - 1.02 1,4E-09 2 1989,02625 1989,02917 -0,0029 -1,45799768
1 gel07_0057.xml 819 16,9899998 EQVILNTWYGM13:+15.9949 3 5 1.03 1.04 1.05 1E-06 2 1683,80298 1683,80505 -0,0021 -1,24717522
1 gel07_0057.xml 898 18,2299995 NTAIFFGLSG 3 5 1.03 1.04 1.05 4,9E-07 2 1312,69226 1312,68994 0,0023 1,75212741
1 2687308|2594gel07_0057.xml 900 18,2600002 GMFSMMNYFM2:+15.9949 - - 1.05 4,5E-06 2 1626,73535 1626,73694 -0,0015 -0,92209131
1 2687308|2594gel07_0057.xml 906 18,3500004 NGENTAIFFG - - 1.05 1,8E-09 2 1612,79736 1612,797 0,0004 0,24801633
1 gel07_0057.xml 908 18,3700008 YYFLSGFTAK 3 5 1.02 1.03 1.04 2,1E-05 2 1196,59949 1196,59912 0,0005 0,41785091
1 1186440|1181gel07_0057.xml 921 18,5699997 GMFSMMNYYM2:+15.9949 - - 1.04 0,0018 2 1642,73169 1642,73181 -1E-04 -0,06087421
1 1943013|1933gel07_0057.xml 958 19,1299992 GIIDAILDGSIN - - 1.01 3,9E-07 2 1711,92163 1711,92285 -0,0012 -0,70096624
1 1943013|1933gel07_0057.xml 962 19,1900005 GIIDAILDGSIN - - 1.01 0,002 3 1711,91943 1711,92285 -0,0034 -1,98607087
1 1943013|1933gel07_0057.xml 968 19,2700005 GIIDAILDGSIN - - 1.01 0,00026 3 1840,01709 1840,01794 -0,0008 -0,43477836
1 1943013|1933gel07_0057.xml 969 19,2900009 GIIDAILDGSIN - - 1.01 4,8E-06 2 1840,01978 1840,01794 0,0019 1,03259873
1 1943013|1933gel07_0057.xml 982 19,4899998 KIPMFDFEVPM4:+15.9949 - - 1.01 0,00026 3 2175,10596 2175,10449 0,0014 0,64364725
1 1943013|1933gel07_0057.xml 986 19,5499992 KIPMFDFEVPM4:+15.9949 - - 1.01 4,7E-05 2 2175,10107 2175,10449 -0,0035 -1,6091181
1 1943013|1933gel07_0057.xml 1049 20,4699993 IPMFDFEVPTM3:+15.9949 - - 1.01 3,3E-06 2 2047,0105 2047,00964 0,0009 0,43966573
1 1943013|1933gel07_0057.xml 1052 20,5200005 IPMFDFEVPTM3:+15.9949 - - 1.01 0,00019 3 2047,00964 2047,00964 -1E-04 -0,04885175
1 1943013|1933gel07_0057.xml 1059 20,6200008 GIIDAILDGSIN - - 1.01 7,8E-09 2 1711,92419 1711,92285 0,0013 0,75938004
1 1943013|1933gel07_0057.xml 1062 20,6599998 GIIDAILDGSIN - - 1.01 1,1E-05 3 1711,92224 1711,92285 -0,0007 -0,40889692
1 82415|81998|Ggel07_0057.xml 1199 22,1399994 QVIFLSADAF  - - 1.03 1,4E-07 3 2670,479 2670,47559 0,0033 1,23573494

2 1726522|1718gel07_0057.xml 579 13,4799995 DKFIVMDETSM6:+15.9949 - - 2.01 0,00078 2 1328,63879 1328,64075 -0,0018 -1,35476792
2 1726522|1718gel07_0057.xml 782 16,4300003 KLYVIDGFCGC9:+57.0215 - - 2.01 0,00066 2 1484,75342 1484,75696 -0,0036 -2,42463923
2 1726522|1718gel07_0057.xml 798 16,6700001 FIMEVAWQA M3:+15.9949 - - 2.01 0,0012 2 1247,58887 1247,58826 0,0007 0,56108254
2 1726522|1718gel07_0057.xml 833 17,2000008 GQVTELGAV M12:+15.9949- - 2.01 1,7E-12 2 1982,00171 1982,00159 0,0002 0,10090809
2 1726522|1718gel07_0057.xml 836 17,25 LYVIDGFCGAC8:+57.0215 - - 2.01 0,00012 2 1356,66174 1356,66211 -0,0003 -0,22113098
2 1726522|1718gel07_0057.xml 837 17,2600002 GQVTELGAV M12:+15.9949- - 2.01 5,1E-07 3 1982,00024 1982,00159 -0,0014 -0,70635664
2 1726522|1718gel07_0057.xml 934 18,7700005 ELGLNSETAV - - 2.01 6,4E-08 2 1835,9519 1835,9502 0,0018 0,98041868
2 1726522|1718gel07_0057.xml 941 18,8799992 ELGLNSETAV - - 2.01 0,043 3 1835,95276 1835,9502 0,0025 1,36169267

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel11_0057.xml 963 15,9499998 ESEPDIYNAIR 2 4 1.01 1.02 0,0013 2 1306,62488 1306,62781 -0,0029 -2,21945381
1 2031018|2010gel11_0057.xml 1011 16,6200008 VINLDKESEP - - 1.01 1,3E-07 3 1989,02686 1989,02917 -0,0023 -1,1563431
1 2031018|2010gel11_0057.xml 1017 16,7199993 VINLDKESEP - - 1.01 0,0011 2 1989,01733 1989,02905 -0,012 -6,03309441
1 1454556|1447gel11_0057.xml 1039 17,0200005 GQVTELGAV M12:+15.9949- - 1.04 2,8E-10 2 1982,00183 1982,00159 0,0003 0,15136215
1 gel11_0057.xml 1098 17,8999996 NTAIFFGLSG 3 4 1.01 1.02 1.03 2,8E-07 2 1312,69055 1312,68994 0,0006 0,45707673
1 2067862|2046gel11_0057.xml 1111 18,0900002 GMFSMMNYFM2:+15.9949 - - 1.03 5,9E-06 2 1626,73425 1626,73694 -0,0026 -1,59829164
1 gel11_0057.xml 1113 18,1100006 NGENTAIFFG 3 4 1.01 1.02 1.03 2,3E-08 2 1612,79626 1612,797 -0,0007 -0,43402857
1 gel11_0057.xml 1114 18,1299992 YYFLSGFTAK 2 4 1.01 1.04 3,2E-05 2 1196,59998 1196,59912 0,001 0,83570182
1 2758926|2661gel11_0057.xml 1131 18,3700008 GMFSMMNYYM2:+15.9949 - - 1.02 0,00043 2 1642,729 1642,73181 -0,0027 -1,64360368

2 1943013|1933gel11_0057.xml 1172 18,9599991 GIIDAILDGSIN - - 2.01 0,013 3 1840,02026 1840,01794 0,0024 1,30433512
2 1943013|1933gel11_0057.xml 1274 20,2399998 IPMFDFEVPTM3:+15.9949 - - 2.01 7,5E-05 2 2047,00708 2047,00964 -0,0025 -1,22129369
2 1943013|1933gel11_0057.xml 1287 20,4200001 GIIDAILDGSIN - - 2.01 6,2E-10 2 1711,92505 1711,92285 0,0022 1,28510463
2 1943013|1933gel11_0057.xml 1292 20,4799995 GIIDAILDGSIN - - 2.01 4,7E-06 3 1711,92004 1711,92285 -0,0029 -1,69400156

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2351437|2289gel12_0057.xml 911 15,8100004 RDALLENVTV - - 1.04 0,018 3 1629,84277 1629,84473 -0,0019 -1,16575527
1 gel12_0057.xml 917 15,8900003 ESEPDIYNAIR 2 4 1.01 1.02 0,0015 2 1306,62671 1306,62781 -0,001 -0,76532894
1 2031018|2010gel12_0057.xml 976 16,6599998 VINLDKESEP - - 1.01 2,5E-06 3 1989,02747 1989,02917 -0,0017 -0,85468835
1 2031018|2010gel12_0057.xml 981 16,7299995 VINLDKESEP - - 1.01 2,5E-05 2 1989,02722 1989,02917 -0,0019 -0,95523989
1 2772120|2673gel12_0057.xml 991 16,8799992 VSYPIYHIDNI - - 1.03 0,025 2 1560,84033 1560,84253 -0,0021 -1,34542716
1 gel12_0057.xml 1060 17,9500008 NTAIFFGLSG 2 4 1.01 1.02 5,2E-07 2 1312,68811 1312,68994 -0,0018 -1,37123013
1 2772120|2673gel12_0057.xml 1067 18,0499992 GMFSMMNYFM2:+15.9949 - - 1.03 5,8E-05 2 1626,73633 1626,73694 -0,0005 -0,30736378
1 gel12_0057.xml 1070 18,1000004 NGENTAIFFG 2 4 1.01 1.02 7E-07 2 1612,79419 1612,797 -0,0027 -1,67411029
1 gel12_0057.xml 1074 18,1599998 YYFLSGFTAK 3 4 1.01 1.03 1.04 4E-05 2 1196,59949 1196,59912 0,0005 0,41785091
1 2758926|2661gel12_0057.xml 1085 18,3199997 GMFSMMNYYM2:+15.9949 - - 1.02 0,042 2 1642,73218 1642,73181 0,0004 0,24349684
1 2351437|2289gel12_0057.xml 1440 22,0100002 QVIFLSADAF  - - 1.04 4,5E-06 3 2670,47192 2670,47559 -0,0037 -1,38552105

2 1943013|1933gel12_0057.xml 1132 18,9300003 GIIDAILDGSIN - - 2.01 7,7E-05 2 1711,92029 1711,92285 -0,0026 -1,51876009
2 1943013|1933gel12_0057.xml 1135 18,9599991 GIIDAILDGSIN - - 2.01 0,0069 3 1840,01636 1840,01794 -0,0015 -0,81520945
2 1943013|1933gel12_0057.xml 1150 19,1700001 KIPMFDFEVPM4:+15.9949 - - 2.01 0,0066 3 2175,10181 2175,10449 -0,0029 -1,33326924
2 1943013|1933gel12_0057.xml 1237 20,2000008 IPMFDFEVPTM3:+15.9949 - - 2.01 1,1E-05 2 2047,01318 2047,00964 0,0036 1,75866294
2 1943013|1933gel12_0057.xml 1251 20,3400002 GIIDAILDGSIN - - 2.01 7E-08 2 1711,92456 1711,92285 0,0017 0,99303544
2 1943013|1933gel12_0057.xml 1252 20,3600006 GIIDAILDGSIN - - 2.01 0,00032 3 1711,92236 1711,92285 -0,0005 -0,29206926

3 1726522|1718gel12_0057.xml 724 13,3100004 DKFIVMDETSM6:+15.9949 - - 3.01 0,00015 2 1328,64124 1328,64075 0,0006 0,45158935
3 1726522|1718gel12_0057.xml 998 16,9799995 GQVTELGAV M12:+15.9949- - 3.01 4,1E-11 2 1981,99536 1982,00159 -0,0062 -3,12815094
3 1726522|1718gel12_0057.xml 1099 18,5 ELGLNSETAV - - 3.01 1,3E-06 2 1835,94495 1835,9502 -0,0052 -2,83232093

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2596432|2513gel01_0063.xml 560 17,7299995 NELIVNGNHI  - - 1.01 0,0013 2 1278,6908 1278,69165 -0,0009 -0,70384443
1 2596432|2513gel01_0063.xml 564 17,7800007 YAGQQIVSN  - - 1.01 0,012 2 979,484985 979,484802 0,0002 0,20418897
1 gel01_0063.xml 589 18,1200008 AAAGNIIPSST 2 2 1.01 1.02 0,013 2 1328,71716 1328,71729 -1E-04 -0,07526055
1 2596432|2513gel01_0063.xml 611 18,4400005 QADMFVCGVC7:+57.0215 -- - 1.01 5,9E-05 2 1500,64514 1500,64624 -0,001 -0,66637963
1 2596432|2513gel01_0063.xml 646 18,8999996 YAGQQIVSNAC12:+57.0215- - 1.01 9,1E-09 2 1613,72205 1613,72278 -0,0007 -0,43377957
1 2596432|2513gel01_0063.xml 677 19,3199997 GILGYTEDK  - - 1.01 0,022 2 995,503967 995,504822 -0,0009 -0,90406394
1 2596432|2513gel01_0063.xml 712 19,7900009 GFYLTMDR M6:+15.9949 - - 1.01 0,024 2 1018,46716 1018,46667 0,0005 0,4909341
1 2596432|2513gel01_0063.xml 726 19,9699993 IGINGFGR  - - 1.01 0,04 2 833,462708 833,463196 -0,0005 -0,5999065
1 2596432|2513gel01_0063.xml 729 20,0100002 STGFYLTMDRM8:+15.9949 - - 1.01 0,00012 2 1206,54724 1206,54639 0,0009 0,74593073
1 2596432|2513gel01_0063.xml 736 20,1100006 FGIENGLMTTM8:+15.9949 - - 1.01 1,6E-08 2 2080,01294 2080,01318 -0,0002 -0,09615324
1 gel01_0063.xml 741 20,1900005 AAAGNIIPS  2 2 1.01 1.02 0,047 2 813,448181 813,446899 0,0012 1,47520387
1 2596432|2513gel01_0063.xml 762 20,4799995 VVSWYDNEIG - - 1.01 2,3E-08 2 1696,79724 1696,797 0,0003 0,17680371
1 2596432|2513gel01_0063.xml 770 20,6000004 YDTMHGQFDM4:+15.9949 - - 1.01 1E-04 2 1743,71619 1743,71704 -0,0008 -0,45879003
1 2596432|2513gel01_0063.xml 807 21,0799999 QADMFVCGVC7:+57.0215 -- - 1.01 0,00017 2 1483,6189 1483,61963 -0,0007 -0,47181901
1 2596432|2513gel01_0063.xml 823 21,2999992 FGIENGLMTTM8:+15.9949 - - 1.01 1,6E-06 2 1334,64001 1334,64136 -0,0013 -0,9740445
1 1290863|1284gel01_0063.xml 862 21,8099995 FGIETGLMTTM8:+15.9949 - - 1.02 0,0018 2 1321,64441 1321,64612 -0,0016 -1,21061146
1 2596432|2513gel01_0063.xml 899 22,3199997 IFDADAGVYL - - 1.01 2,2E-05 2 1427,70703 1427,70569 0,0014 0,98059422
1 2596432|2513gel01_0063.xml 995 23,6399994 TSIFDADAGV - - 1.01 4E-10 2 1615,78418 1615,7854 -0,0012 -0,74267292
1 2596432|2513gel01_0063.xml 1132 25,4300003 VVSSDFLGCPC9:+57.0215 - - 1.01 0,0074 2 1193,58789 1193,58752 0,0004 0,33512414
1 gel01_0063.xml 1208 26,4200001 VPTLDVSVVD 2 2 1.01 1.02 3,4E-08 2 1711,98364 1711,9845 -0,0008 -0,46729395
1 2596432|2513gel01_0063.xml 1295 27,5499992 NDVVVVGINDM17:+15.9949- - 1.01 8,3E-11 2 2513,26294 2513,26709 -0,004 -1,59155405
1 2596432|2513gel01_0063.xml 1436 29,3999996 NDVVVVGINDM17:+15.9949- - 1.01 3,6E-06 2 2125,04663 2125,05249 -0,0059 -2,77640224

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
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peptides

1 1854904|1846gel03_0063.xml 965 17,6599998 AAAGNIIPSTT - - 2.01 0,0086 2 1342,73364 1342,73291 0,0008 0,5957998
1 1854904|1846gel03_0063.xml 1160 20,5400009 AGIALTDTFV  - - 2.01 9,4E-05 2 1135,63708 1135,63623 0,001 0,88056374
1 1854904|1846gel03_0063.xml 1163 20,5799999 VLNLIAVMNDM8:+15.9949 - - 2.01 2,9E-07 2 1609,82239 1609,82581 -0,0034 -2,11202979
1 1854904|1846gel03_0063.xml 1299 22,6900005 VPTLDVSVVD - - 2.01 2,7E-09 2 1783,01929 1783,02161 -0,0022 -1,23386049

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2596432|2513gel09_0063.xml 890 16,5400009 CLAPIAK C1:+57.0215 - - 1.01 0,025 2 772,438721 772,439026 -0,0003 -0,3883802
1 2596432|2513gel09_0063.xml 904 16,7399998 NELIVNGNHI  - - 1.01 0,0027 2 1278,68945 1278,69165 -0,0022 -1,72050869
1 2596432|2513gel09_0063.xml 913 16,8700008 AAAGNIIPSST - - 1.01 0,0013 2 1328,71606 1328,71729 -0,0012 -0,90312672
1 2596432|2513gel09_0063.xml 923 17,0100002 QADMFVCGVC7:+57.0215 -- - 1.01 8,7E-05 2 1500,64722 1500,64624 0,0011 0,73301756
1 2596432|2513gel09_0063.xml 970 17,6800003 YDTMHGQFDM4:+15.9949 - - 1.01 0,00014 3 2043,89844 2043,89685 0,0016 0,78281832
1 2596432|2513gel09_0063.xml 992 17,9899998 GILGYTEDK  - - 1.01 0,03 2 995,50415 995,504822 -0,0007 -0,70316082
1 2596432|2513gel09_0063.xml 1298 22,4699993 VPTLDVSVVD - - 1.01 5,1E-07 2 1711,98474 1711,9845 0,0003 0,17523524

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2596432|2513gel11_0063.xml 856 16,6599998 CLAPIAK C1:+57.0215 - - 1.01 0,042 2 772,438782 772,439026 -0,0002 -0,2589201
1 2596432|2513gel11_0063.xml 874 16,9200001 NELIVNGNHI  - - 1.01 0,0041 2 1278,69141 1278,69165 -0,0003 -0,23461482
1 2596432|2513gel11_0063.xml 881 17,0200005 AAAGNIIPSST - - 1.01 0,00084 2 1328,71753 1328,71729 0,0003 0,22578168
1 2596432|2513gel11_0063.xml 896 17,2399998 QADMFVCGVC7:+57.0215 -- - 1.01 4,6E-05 2 1500,64404 1500,64624 -0,0021 -1,39939713
1 2596432|2513gel11_0063.xml 905 17,3799992 YAGQQIVSNAC12:+57.0215- - 1.01 1,1E-05 2 1613,71631 1613,72278 -0,0065 -4,02795315
1 2596432|2513gel11_0063.xml 957 18,1299992 VVDLIK  - - 1.01 0,00084 2 686,445007 686,445129 -1E-04 -0,14567806
1 2596432|2513gel11_0063.xml 958 18,1399994 GILGYTEDK  - - 1.01 0,021 2 995,505066 995,504822 0,0002 0,20090309
1 2596432|2513gel11_0063.xml 992 18,6399994 IGINGFGR  - - 1.01 0,041 2 833,463257 833,463196 0 0
1 2596432|2513gel11_0063.xml 994 18,6800003 FGIENGLMTTM8:+15.9949 - - 1.01 0,0036 3 2080,01343 2080,01318 0,0003 0,14422986
1 2596432|2513gel11_0063.xml 1028 19,1800003 QADMFVCGVC7:+57.0215 -- - 1.01 0,00063 2 1483,61853 1483,61963 -0,001 -0,67402726
1 2596432|2513gel11_0063.xml 1056 19,6000004 FGIENGLMTTM8:+15.9949 - - 1.01 9,1E-08 2 1334,64014 1334,64136 -0,0011 -0,82419145
1 2596432|2513gel11_0063.xml 1159 21,2000008 TSIFDADAGV - - 1.01 1,7E-11 2 1615,78528 1615,7854 -1E-04 -0,0618894
1 2596432|2513gel11_0063.xml 1243 22,4699993 VPTLDVSVVD - - 1.01 9E-09 2 1711,98779 1711,9845 0,0034 1,98599923

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2596432|2513gel12_0063.xml 844 16,8600006 NELIVNGNHI  - - 1.01 0,0097 2 1278,68933 1278,69165 -0,0024 -1,87691855
1 2596432|2513gel12_0063.xml 853 16,9899998 AAAGNIIPSST - - 1.01 0,00028 2 1328,71826 1328,71729 0,001 0,75260556
1 2596432|2513gel12_0063.xml 862 17,1100006 QADMFVCGVC7:+57.0215 -- - 1.01 0,00044 2 1500,64331 1500,64624 -0,0028 -1,86586273
1 2596432|2513gel12_0063.xml 926 18,0300007 VVDLIK  - - 1.01 0,013 2 686,444885 686,445129 -0,0003 -0,43703422
1 2596432|2513gel12_0063.xml 931 18,1000004 GILGYTEDK  - - 1.01 0,027 2 995,504883 995,504822 0 0

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1764205|1755gel01_0072.xml 326 14,4300003 ADAVATETAT - - 1.02 4,7E-07 2 1164,57251 1164,57471 -0,0021 -1,80323327
1 1879960|1871gel01_0072.xml 398 15,5 ATDKLPYK  - - 1.01 0,048 2 935,516052 935,520081 -0,004 -4,27569675
1 1764205|1755gel01_0072.xml 433 16,0100002 IDNGALSTTD - - 1.02 0,038 2 1134,56604 1134,56409 0,002 1,76279163
1 1879960|1871gel01_0072.xml 585 18,0599995 VTVYDMYGHM6:+15.9949 - - 1.01 0,0018 2 1100,47302 1100,47205 0,0009 0,8178308
1 gel01_0072.xml 603 18,3099995 SLTITGDVNK 3 3 1.01 1.02 1.03 0,021 2 1047,56897 1047,56848 0,0005 0,47729576
1 1879960|1871gel01_0072.xml 654 18,9699993 LSAPYENSLK - - 1.01 0,04 2 1121,58289 1121,58411 -0,0012 -1,06991541
1 gel01_0072.xml 680 19,3099995 AGGSSEVAQ 2 3 1.01 1.02 7,3E-07 2 1255,57935 1255,58044 -0,0011 -0,87608886
1 1879960|1871gel01_0072.xml 700 19,5699997 SLTVANSYID  - - 1.01 2,4E-06 2 1324,67273 1324,67468 -0,002 -1,50980473
1 1879960|1871gel01_0072.xml 739 20,1100006 TTTVVYNYGA - - 1.01 1,8E-06 2 1632,8136 1632,81201 0,0017 1,04114866
1 gel01_0072.xml 770 20,5599995 EGTFLSQSVV 2 3 1.01 1.02 2,8E-05 2 1194,6366 1194,63684 -0,0003 -0,25112236
1 1129931|1124gel01_0072.xml 786 20,7800007 TVTSTYDVTIQ - - 1.03 0,0031 2 1630,77893 1630,78113 -0,0021 -1,2877264
1 1879960|1871gel01_0072.xml 809 21,1000004 AAAADYEITF  - - 1.01 4,3E-09 2 1398,68982 1398,69043 -0,0005 -0,35747725
1 gel01_0072.xml 858 21,7800007 AASNGLYTVT 3 3 1.01 1.02 1.03 8,5E-07 2 1437,76038 1437,75879 0,0016 1,11284304
1 1764205|1755gel01_0072.xml 866 21,8799992 FATTVNLQAL - - 1.02 2,5E-05 2 1205,69177 1205,68933 0,0025 2,07350254
1 1879960|1871gel01_0072.xml 893 22,2600002 GFTATSVSNE - - 1.01 3,2E-13 2 2167,08521 2167,08813 -0,0029 -1,33820117
1 1879960|1871gel01_0072.xml 930 22,8099995 EYVIELPMTVM8:+15.9949 - - 1.01 0,021 2 1576,8053 1576,80444 0,001 0,63419408
1 gel01_0072.xml 975 23,4699993 ENVFNIAIGG  3 3 1.01 1.02 1.03 3,1E-07 2 1512,76843 1512,76965 -0,0012 -0,79324704
1 1879960|1871gel01_0072.xml 976 23,4899998 EVDEYFNVEI - - 1.01 5,1E-08 2 2070,94995 2070,95068 -0,0006 -0,28972203
1 1764205|1755gel01_0072.xml 1004 23,8600006 VADPITYAYE - - 1.02 1,8E-06 2 1638,83594 1638,83777 -0,0018 -1,09833932
1 1764205|1755gel01_0072.xml 1042 24,3799992 VLASYVVVDI  - - 1.02 1,3E-09 2 2080,07861 2080,0813 -0,0026 -1,24995124

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1861838|1853gel01_0076.xml 403 15,5299997 DGSSVFGSN - - 1.01 0,031 2 1162,52429 1162,52405 0,0003 0,2580592
1 1861838|1853gel01_0076.xml 404 15,5500002 GTTVGTVTDMM10:+15.9949- - 1.01 1,3E-07 2 1297,59265 1297,59436 -0,0017 -1,31011665
1 1861838|1853gel01_0076.xml 447 16,1599998 LNEEGNETTS - - 1.01 9,5E-12 2 1826,80322 1826,80432 -0,001 -0,54740405
1 1861838|1853gel01_0076.xml 495 16,8099995 AGEINENNNQ - - 1.01 1,7E-05 2 1430,64905 1430,65112 -0,002 -1,39796495
1 1861838|1853gel01_0076.xml 558 17,6599998 DAAATAIYGS - - 1.01 0,00012 2 1095,54126 1095,54333 -0,002 -1,82557821
1 1861838|1853gel01_0076.xml 607 18,3400002 TDLSTAGTPQ - - 1.01 6E-09 2 1717,78723 1717,79199 -0,0047 -2,73607039
1 1861838|1853gel01_0076.xml 611 18,3899994 LLLGQEMQR M7:+15.9949 - - 1.01 0,019 2 1103,58716 1103,58826 -0,001 -0,90613508
1 1861838|1853gel01_0076.xml 678 19,2700005 YPQYIYGDPN - - 1.01 2E-05 2 1357,64148 1357,6427 -0,0012 -0,88388503
1 1861838|1853gel01_0076.xml 682 19,3299999 FTLSNVPSSA - - 1.01 0,00087 2 1150,61096 1150,61072 0,0003 0,26073113
1 1861838|1853gel01_0076.xml 693 19,4699993 GFYSSGYNY M15:+15.9949- - 1.01 6,5E-07 2 2028,86426 2028,86475 -0,0005 -0,24644326
1 1861838|1853gel01_0076.xml 707 19,6499996 TYDESYDYLK - - 1.01 3,9E-06 2 1296,56226 1296,56348 -0,0012 -0,92552358
1 1861838|1853gel01_0076.xml 725 19,9099998 GYYQDYNVN - - 1.01 5E-07 2 1589,73267 1589,73474 -0,002 -1,25807166
1 1861838|1853gel01_0076.xml 755 20,3400002 DNSIITNATLR - - 1.01 0,00012 2 1217,64856 1217,64893 -0,0003 -0,24637645
1 1861838|1853gel01_0076.xml 757 20,3700008 AIIGEDVIAK  - - 1.01 0,018 2 1028,59985 1028,59912 0,0008 0,77775681
1 1861838|1853gel01_0076.xml 761 20,4300003 DVALNSWTE  - - 1.01 1E-06 2 1405,65869 1405,65979 -0,0011 -0,78255069
1 1861838|1853gel01_0076.xml 770 20,5599995 SGSDFPFAAD - - 1.01 8,9E-07 2 1198,53748 1198,53784 -0,0004 -0,33373997
1 1861838|1853gel01_0076.xml 776 20,6399994 AAIIGEDVIAK - - 1.01 0,046 2 1099,6366 1099,63623 0,0005 0,45469585
1 1861838|1853gel01_0076.xml 818 21,2299995 SVAYGNTYD  - - 1.01 1,7E-10 2 1887,82642 1887,82874 -0,0023 -1,21833086
1 1861838|1853gel01_0076.xml 849 21,6299992 TGAAAIIGEDV - - 1.01 3,1E-05 2 1328,74109 1328,74243 -0,0013 -0,9783687
1 1861838|1853gel01_0076.xml 857 21,7399998 VFDSGASFTGM13:+15.9949- - 1.01 5,1E-11 2 1679,74756 1679,74866 -0,001 -0,5953272
1 1861838|1853gel01_0076.xml 862 21,8099995 ASYGTVGNQ - - 1.01 3,3E-10 2 1886,86292 1886,86719 -0,0042 -2,22591162
1 1861838|1853gel01_0076.xml 897 22,2800007 ISNMTLGYTVM4:+15.9949 - - 1.01 6,5E-06 2 1766,93481 1766,93616 -0,0013 -0,73573685
1 1861838|1853gel01_0076.xml 902 22,3600006 TTLGVNIADL  - - 1.01 0,0024 2 1172,66345 1172,66382 -0,0003 -0,25582781
1 1861838|1853gel01_0076.xml 903 22,3700008 GFDFNMNFT M6:+15.9949 - - 1.01 5,1E-08 2 1427,60474 1427,60535 -0,0005 -0,35023686
1 1861838|1853gel01_0076.xml 914 22,5300007 INPSDIESVTV - - 1.01 0,00083 2 1414,7793 1414,77917 1E-04 0,07068241
1 1861838|1853gel01_0076.xml 921 22,6299992 ISNYNPLALY  - - 1.01 4,1E-07 2 1539,76892 1539,76941 -0,0004 -0,25977916
1 1861838|1853gel01_0076.xml 926 22,7099991 FLYSSNFLR  - - 1.01 0,025 2 1146,59534 1146,5946 0,0007 0,61050344
1 1861838|1853gel01_0076.xml 960 23,2099991 FNPYLQIDLG - - 1.01 4,3E-05 2 1307,69763 1307,69983 -0,0022 -1,68234324
1 1861838|1853gel01_0076.xml 962 23,2399998 VLGGFGTNLS - - 1.01 0,0059 2 1278,68054 1278,68445 -0,0039 -3,05000949
1 1861838|1853gel01_0076.xml 1031 24,1700001 VTGTVISEED - - 1.01 0,0019 2 1729,88489 1729,88586 -0,0009 -0,52026552
1 1861838|1853gel01_0076.xml 1051 24,4300003 ASFTGAAAIIG - - 1.01 7,4E-08 2 1633,8783 1633,88 -0,0016 -0,97926408
1 1861838|1853gel01_0076.xml 1052 24,4500008 SDAEVLEEVV - - 1.01 0,00014 2 1949,97998 1949,98193 -0,0019 -0,97436804
1 1861838|1853gel01_0076.xml 1068 24,6700001 VTGTVISEED - - 1.01 0,048 2 1642,85437 1642,85376 0,0006 0,36521816
1 1861838|1853gel01_0076.xml 1085 24,9099998 KFDIGFDLSL  - - 1.01 1,8E-07 2 1537,83655 1537,83765 -0,0011 -0,71529007
1 1861838|1853gel01_0076.xml 1107 25,2000008 NYFYEYYSGS - - 1.01 5,4E-11 2 2240,93994 2240,94531 -0,0052 -2,32044935
1 1861838|1853gel01_0076.xml 1123 25,4200001 LSTDEPIEYTY - - 1.01 1E-11 2 2156,0376 2156,03979 -0,0022 -1,02038932
1 1861838|1853gel01_0076.xml 1132 25,5400009 VTGTVISEED - - 1.01 1,4E-09 2 2183,21265 2183,21729 -0,0047 -2,15278625
1 1861838|1853gel01_0076.xml 1223 26,7099991 FDIGFDLSLIN - - 1.01 2,3E-05 2 1409,74048 1409,7428 -0,0022 -1,56056833

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1861838|1853gel03_0076.xml 863 16,7700005 DAAATAIYGS - - 1.01 0,0011 2 1095,54431 1095,54333 0,001 0,91278911
1 1861838|1853gel03_0076.xml 893 17,2099991 TDLSTAGTPQ - - 1.01 0,0013 2 1717,79504 1717,79199 0,0031 1,80464232
1 1861838|1853gel03_0076.xml 1192 21,7800007 ASFTGAAAIIG - - 1.01 0,0018 2 1633,88 1633,88 1E-04 0,06120401

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P15085|CBgel01_0079.xml 554 17,1700001 FANSEVEVK  - - 1.01 0,0056 2 1022,51471 1022,51569 -0,001 -0,97798014
1 sp|P15085|CBgel01_0079.xml 623 18,0799999 IQIGNTYEGR - - 1.01 0,002 2 1150,58521 1150,58545 -0,0003 -0,26073685
1 sp|P15085|CBgel01_0079.xml 654 18,4899998 SHTAGSLCIGC8:+57.0215 - - 1.01 5,7E-10 2 1583,75305 1583,75989 -0,0068 -4,29358053
1 sp|P15085|CBgel01_0079.xml 833 20,8600006 TEPVPDQDE  - - 1.01 0,0082 2 1713,8147 1713,81824 -0,0034 -1,98387444
1 sp|P15085|CBgel01_0079.xml 931 22,1700001 AAVTALASLY - - 1.01 4,5E-07 2 1265,70923 1265,71045 -0,0011 -0,86907709
1 sp|P15085|CBgel01_0079.xml 1025 23,4400005 YSFTFELR  - - 1.01 0,017 2 1062,52429 1062,52588 -0,0016 -1,50584555
1 sp|P15085|CBgel01_0079.xml 1184 25,5799999 YGFLLPASQI  - - 1.01 1,3E-05 2 1618,92261 1618,92065 0,0019 1,17362154

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P15085|CBgel03_0079.xml 891 16,4899998 FANSEVEVK  - - 2.01 0,019 2 1022,51544 1022,51569 -0,0003 -0,29339403
1 sp|P15085|CBgel03_0079.xml 943 17,2099991 IQIGNTYEGR - - 2.01 0,00042 2 1150,58557 1150,58545 1E-04 0,08691227
1 sp|P15085|CBgel03_0079.xml 1147 20,1000004 LLPASQIIPTA - - 2.01 0,035 2 1251,77051 1251,76746 0,003 2,39661121
1 sp|P15085|CBgel03_0079.xml 1164 20,3700008 AAVTALASLY - - 2.01 2,6E-07 2 1265,71167 1265,71045 0,0013 1,02709115
1 sp|P15085|CBgel03_0079.xml 1220 21,2099991 YSFTFELR  - - 2.01 0,0081 2 1062,52759 1062,52588 0,0017 1,59996104
1 sp|P15085|CBgel03_0079.xml 1303 22,3799992 YGFLLPASQI  - - 2.01 9,5E-08 2 1618,91882 1618,92065 -0,0019 -1,17362154

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P15085|CBgel10_0079.xml 689 15,9700003 FANSEVEVK  - - 1.01 0,0023 2 1022,51678 1022,51569 0,001 0,97798014
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peptides

1 sp|P15085|CBgel10_0079.xml 734 16,6299992 IQIGNTYEGR - - 1.01 0,0059 2 1150,58704 1150,58545 0,0015 1,30368412
1 sp|P15085|CBgel10_0079.xml 774 17,2099991 SHTAGSLCIGC8:+57.0215 - - 1.01 4,1E-08 2 1583,7583 1583,75989 -0,0015 -0,94711328
1 sp|P15085|CBgel10_0079.xml 974 20,1599998 AAVTALASLY - - 1.01 1,4E-07 2 1265,70984 1265,71045 -0,0005 -0,39503506
1 sp|P15085|CBgel10_0079.xml 1034 21,1399994 YSFTFELR  - - 1.01 0,034 2 1062,526 1062,52588 0,0002 0,18823069
1 sp|P15085|CBgel10_0079.xml 1110 22,2900009 YGFLLPASQI  - - 1.01 9,4E-08 2 1618,91943 1618,92065 -0,0012 -0,74123466

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P15085|CBgel11_0079.xml 830 16,3299999 FANSEVEVK  - - 1.01 0,0049 2 1022,51556 1022,51569 -0,0002 -0,19559601
1 sp|P15085|CBgel11_0079.xml 878 16,9899998 IQIGNTYEGR - - 1.01 0,00031 2 1150,58386 1150,58545 -0,0016 -1,39059639
1 sp|P15085|CBgel11_0079.xml 954 18,0599995 STDTFNYATY - - 1.01 0,0049 2 1319,55493 1319,55432 0,0007 0,53048211
1 sp|P15085|CBgel11_0079.xml 1110 20,3099995 AAVTALASLY - - 1.01 1,7E-07 2 1265,70801 1265,71045 -0,0023 -1,81716132
1 sp|P15085|CBgel11_0079.xml 1167 21,1800003 YSFTFELR  - - 1.01 0,0058 2 1062,52563 1062,52588 -0,0002 -0,18823069
1 sp|P15085|CBgel11_0079.xml 1250 22,3899994 YGFLLPASQI  - - 1.01 2,5E-06 2 1618,92029 1618,92065 -0,0004 -0,2470782

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P15085|CBgel12_0079.xml 851 16,9799995 IQIGNTYEGR - - 2.01 0,0012 2 1150,58313 1150,58545 -0,0024 -2,08589482
1 sp|P15085|CBgel12_0079.xml 1099 20,4200001 AAVTALASLY - - 2.01 0,0052 2 1265,70947 1265,71045 -0,0009 -0,71106309

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 609684|60757gel08_0080.xml 431 11,1499996 ANQIGDTEGN - - 1.01 1,1E-05 2 1217,57642 1217,57605 0,0004 0,32852158
1 609684|60757gel08_0080.xml 438 11,25 AGDKVTINGK - - 1.01 0,028 2 1002,56036 1002,55829 0,0021 2,09464145
1 gel08_0080.xml 468 11,6899996 SLHVGSDAD M10:+15.9949 2 5 1.01 1.02 0,011 2 1390,6272 1390,62708 1E-04 0,07191
1 gel08_0080.xml 487 11,96 SSLGAVQNR  2 5 1.02 1.03 0,022 2 931,495361 931,495972 -0,0006 -0,64412516
1 gel08_0080.xml 504 12,21 MNELATQAA M1:+15.9949 2 5 1.01 1.03 2,7E-08 2 1565,72229 1565,72278 -0,0005 -0,31934136
1 1602178|1594gel08_0080.xml 508 12,2700005 IRDTDMASEMM6:+15.9949 - - 1.02 4,5E-05 3 1791,78967 1791,78918 0,0005 0,27905071
1 1628806|1621gel08_0080.xml 512 12,3400002 MLNVTTGQQM1:+15.9949 - - 1.04 0,0008 2 1206,61255 1206,61511 -0,0025 -2,07191181
1 1602178|1594gel08_0080.xml 520 12,46 DTDMASEMVM4:+15.9949 - - 1.02 2,3E-06 2 1522,60425 1522,604 0,0003 0,19703089
1 738387|73591gel08_0080.xml 528 12,5799999 SNDATVITAK - - 1.03 0,0038 2 1019,53442 1019,53717 -0,0028 -2,74634409
1 609684|60757gel08_0080.xml 606 13,6999998 MKDAGADGI M1:+15.9949 - - 1.01 2,3E-05 3 1968,9054 1968,9071 -0,0016 -0,81263357
1 609684|60757gel08_0080.xml 613 13,8100004 MKDAGADGI M1:+15.9949 - - 1.01 1,4E-08 2 1968,90332 1968,9071 -0,0037 -1,87921512
1 1628806|1621gel08_0080.xml 643 14,25 AADDAAGLTI - - 1.04 5,6E-07 2 1261,62708 1261,62744 -0,0003 -0,23778811
1 609684|60757gel08_0080.xml 696 15,0100002 DAGADGIDDT - - 1.01 2,6E-11 2 1693,7771 1693,77673 0,0004 0,23615862
1 gel08_0080.xml 757 15,8900003 FNETYLLK  4 5 1.01 1.03 1.04 0,044 2 1027,54529 1027,54626 -0,001 -0,97319221
1 gel08_0080.xml 770 16,0699997 VANTLSFSLHM17:+15.9949 2 5 1.01 1.02 1,8E-06 3 2123,00684 2123,00781 -0,001 -0,47102985
1 gel08_0080.xml 771 16,0900002 VANTLSFSLHM17:+15.9949 2 5 1.01 1.02 1,9E-10 2 2123,0061 2123,00781 -0,0016 -0,75364774
1 gel08_0080.xml 843 17,1900005 ASTNAEDGV M25:+15.9949 2 5 1.01 1.03 4,4E-07 3 2904,36475 2904,3645 0,0003 0,10329283
1 gel08_0080.xml 1005 19,4899998 QAIQDEIDQL  2 5 1.01 1.03 4,6E-10 2 1887,92969 1887,92993 -1E-04 -0,05296807
1 gel08_0080.xml 1041 20,0100002 QAIQDEIDQL  2 5 1.01 1.03 7,2E-05 2 1887,92261 1887,92993 -0,0072 -3,81370068
1 2149747|2117gel08_0080.xml 1111 20,7099991 NNILAQAGQSM11:+15.9949- - 1.05 2,2E-08 3 2827,4314 2827,43701 -0,0056 -1,98059225
1 gel08_0080.xml 1194 21,4599991 DDSGNAATY  2 5 1.01 1.02 7,6E-12 2 1997,92896 1997,93018 -0,0012 -0,60062158
1 gel08_0080.xml 1244 21,9799995 DDSGNAATY  2 5 1.01 1.02 3,6E-08 2 1997,93506 1997,93018 0,0049 2,45253825

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2323088|2264gel09_0080.xml 443 9,98999977 MVVQHNMQAM1:+15.9949 - - 1.04 0,01 3 1691,73999 1691,74146 -0,0015 -0,88666028
1 609684|60757gel09_0080.xml 531 11,0900002 ANQIGDTEGN - - 1.01 6,2E-06 2 1217,57397 1217,57605 -0,0021 -1,72473824
1 738387|73591gel09_0080.xml 588 11,9200001 SSLGAVQNR  - - 1.03 0,035 2 931,495056 931,495972 -0,001 -1,073542
1 1628806|1621gel09_0080.xml 622 12,3999996 MLNVTTGQQM1:+15.9949 - - 1.02 0,00066 2 1206,61487 1206,61511 -0,0002 -0,16575293
1 1628806|1621gel09_0080.xml 762 14,3500004 AADDAAGLTI - - 1.02 8,4E-07 2 1261,62634 1261,62744 -0,0011 -0,87188971
1 609684|60757gel09_0080.xml 819 15,1300001 DAGADGIDDT - - 1.01 1,4E-10 2 1693,77734 1693,77673 0,0007 0,4132776
1 gel09_0080.xml 882 16,0300007 FNETYLLK  5 5 1.01 1.02 1.03 0,029 2 1027,54504 1027,54626 -0,0012 -1,16783071
1 gel09_0080.xml 1117 19,5400009 QAIQDEIDQL  2 5 1.01 1.03 1,6E-09 2 1887,92615 1887,92993 -0,0037 -1,95981848
1 2149747|2117gel09_0080.xml 1215 20,8400002 NNILAQAGQSM11:+15.9949- - 1.05 2,5E-07 3 2827,42651 2827,43701 -0,011 -3,89044905
1 609684|60757gel09_0080.xml 1285 21,5100002 DDSGNAATY  - - 1.01 1,5E-11 2 1997,92456 1997,93018 -0,0056 -2,80290055

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 679880|67758gel01_0082.xml 308 14,0200005 AYLHNTER  - - 1.01 0,029 2 1003,49695 1003,49597 0,0009 0,89686453
1 679880|67758gel01_0082.xml 354 14,6800003 ATQYQNAGT - - 1.01 0,014 2 1180,5979 1180,59607 0,0018 1,52465355
1 679880|67758gel01_0082.xml 484 16,4500008 INSEHVIYR  - - 1.01 0,0069 2 1130,5957 1130,5957 0 0
1 679880|67758gel01_0082.xml 552 17,4099998 ATATVNGYPS - - 1.01 1,6E-08 2 1530,70557 1530,70752 -0,0019 -1,24125612
1 679880|67758gel01_0082.xml 588 17,9200001 YGVNVNMAYM7:+15.9949 - - 1.01 0,0002 2 1288,59888 1288,59949 -0,0005 -0,38801819
1 679880|67758gel01_0082.xml 601 18,1100006 FGENIYYQHK - - 1.01 0,0035 2 1298,61938 1298,61682 0,0026 2,00213027
1 679880|67758gel01_0082.xml 602 18,1200008 TYMVGVNVKM3:+15.9949 - - 1.01 0,0054 2 1026,52942 1026,5293 0,0002 0,19483125
1 679880|67758gel01_0082.xml 642 18,6900005 ALNPADIER  - - 1.01 0,004 2 998,527832 998,526978 0,0009 0,90132767
1 679880|67758gel01_0082.xml 661 18,9400005 ALNVTGGSE  - - 1.01 1,5E-06 2 1209,61108 1209,61145 -0,0003 -0,24801356
1 679880|67758gel01_0082.xml 749 20,1800003 FVDVDGNGV - - 1.01 5E-09 2 1621,73315 1621,73438 -0,0012 -0,73994857
1 679880|67758gel01_0082.xml 761 20,3600006 MEEGHPIGYFM1:+15.9949 - - 1.01 5,1E-07 2 1706,75061 1706,75232 -0,0017 -0,9960438
1 679880|67758gel01_0082.xml 770 20,4899998 QNQGVQLGN - - 1.01 6E-08 2 1878,85547 1878,85815 -0,0026 -1,3838191
1 679880|67758gel01_0082.xml 771 20,5100002 EYMAVMDQVM3:+15.9949 - - 1.01 9E-05 2 1351,55469 1351,55493 -1E-04 -0,07398885
1 679880|67758gel01_0082.xml 772 20,5200005 TDLGNPHPD M12:+15.9949- - 1.01 0,014 2 1482,68921 1482,6897 -0,0005 -0,33722499
1 679880|67758gel01_0082.xml 786 20,7299995 IYIDDADYVR  - - 1.01 0,0092 2 1242,59998 1242,60046 -0,0005 -0,40238196
1 679880|67758gel01_0082.xml 796 20,8700008 ITGTVTDAMGM9:+15.9949 - - 1.01 0,0036 2 1532,7616 1532,76294 -0,0013 -0,84814161
1 679880|67758gel01_0082.xml 825 21,2700005 NTGLELSMG M8:+15.9949 - - 1.01 1,5E-05 2 1279,61218 1279,61035 0,0019 1,48482704
1 679880|67758gel01_0082.xml 832 21,3600006 SYLPVYQINN - - 1.01 1,2E-08 2 1753,85059 1753,85083 -0,0002 -0,11403479
1 679880|67758gel01_0082.xml 905 22,3999996 ETYMFSAIIR M4:+15.9949 - - 1.01 0,00071 2 1246,61426 1246,61414 0,0002 0,16043457
1 679880|67758gel01_0082.xml 910 22,4699993 IQNLTIGYDFK - - 1.01 0,00022 2 1311,6947 1311,69482 0 0
1 679880|67758gel01_0082.xml 911 22,4899998 FSTGIGYQYQ - - 1.01 4,2E-12 2 1991,94617 1991,9502 -0,004 -2,00808239
1 679880|67758gel01_0082.xml 918 22,5900002 EPWVTGVDV - - 1.01 3,8E-06 2 1813,87842 1813,88721 -0,0087 -4,79632902
1 679880|67758gel01_0082.xml 973 23,4200001 SYLPVYQINN - - 1.01 0,0029 2 1510,71643 1510,71765 -0,0012 -0,79432452
1 679880|67758gel01_0082.xml 1003 23,8199997 VYAAAQNLF  - - 1.01 3,4E-05 2 996,517334 996,51532 0,002 2,00699377
1 679880|67758gel01_0082.xml 1011 23,9200001 SYLPVYQIN  - - 1.01 0,0033 2 1096,56995 1096,56775 0,0022 2,00626016
1 679880|67758gel01_0082.xml 1016 23,9899998 TDGVIQNQND - - 1.01 2,6E-08 2 2048,94849 2048,95239 -0,0038 -1,85460639
1 679880|67758gel01_0082.xml 1017 24,0100002 DLLVEVGTNA - - 1.01 0,032 2 1101,57751 1101,5791 -0,0015 -1,36168158
1 679880|67758gel01_0082.xml 1054 24,4899998 AGYEFGDYG - - 1.01 1,1E-13 2 1889,82434 1889,82324 0,0011 0,58206499
1 679880|67758gel01_0082.xml 1063 24,6200008 VYAAAQNLFT - - 1.01 1,6E-08 2 1693,85461 1693,85889 -0,0042 -2,47954535
1 679880|67758gel01_0082.xml 1080 24,8600006 NFNLNTAAYL - - 1.01 5,2E-09 2 1834,9679 1834,97021 -0,0023 -1,25342643
1 679880|67758gel01_0082.xml 1101 25,1700001 NTASWLGFL  - - 1.01 0,0024 2 1136,60913 1136,61035 -0,0011 -0,96778989
1 679880|67758gel01_0082.xml 1132 25,5799999 EDTELLDEVV - - 1.01 1,4E-08 2 1992,0166 1992,01758 -0,001 -0,50200361
1 679880|67758gel01_0082.xml 1226 26,8199997 DLLVEVGTNA - - 1.01 6,6E-08 2 1392,69666 1392,70105 -0,0043 -3,08752561
1 679880|67758gel01_0082.xml 1254 27,1800003 AIPLIPVYNENM16:+15.9949- - 1.01 5,4E-09 2 2490,18726 2490,19019 -0,0029 -1,16456962
1 679880|67758gel01_0082.xml 1305 27,8199997 AGYEFGDYG - - 1.01 0,0005 2 1502,64771 1502,64795 -1E-04 -0,06654918

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 679880|67758gel03_0082.xml 790 15,8100004 INSEHVIYR  - - 1.01 0,036 2 1130,59888 1130,5957 0,0032 2,83036613
1 679880|67758gel03_0082.xml 1086 20,3600006 IQNLTIGYDFK - - 1.01 0,00017 2 1311,6969 1311,69482 0,0022 1,67721939

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 679880|67758gel10_0082.xml 761 16,8199997 FGENIYYQHK - - 1.01 0,034 2 1298,61621 1298,61682 -0,0006 -0,46203008
1 679880|67758gel10_0082.xml 1000 20,3700008 IQNLTIGYDFK - - 1.01 0,026 2 1311,69336 1311,69482 -0,0013 -0,99108422

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1852072|1843gel02_0083.xml 566 12,7399998 TQIGYGCPAKC7:+57.0215 - - 1.01 0,0028 2 1094,5293 1094,53027 -0,001 -0,913634
1 1852072|1843gel02_0083.xml 659 14,0600004 QGSAAAHGSM19:+15.9949- - 1.01 0,0005 3 1982,95715 1982,96045 -0,0033 -1,66417837
1 1852072|1843gel02_0083.xml 687 14,4499998 YVGLDGTTVSM11:+15.9949- - 1.01 3E-05 2 1286,6311 1286,63013 0,0011 0,85494655
1 1852072|1843gel02_0083.xml 697 14,5799999 STIDTTCVNAC7:+57.0215 - - 1.01 0,0063 2 1350,66833 1350,66858 -0,0002 -0,14807482
1 1852072|1843gel02_0083.xml 739 15,1599998 TPTALVLTR  - - 1.01 0,0049 2 971,589783 971,588806 0,0009 0,92631781

2 604697|60262gel02_0083.xml 574 12,8500004 LPAGNDYEQ  - - 3.01 0,0008 2 1233,58679 1233,5863 0,0006 0,48638675
2 gel02_0083.xml 711 14,7700005 MAALMEVPIKM1:+15.9949 2 2 3.01 3.02 0,016 2 1134,59033 1134,59009 0,0002 0,1762751
2 765558|76295gel02_0083.xml 794 15,9399996 VDWSAVVQK - - 3.02 0,00095 2 1031,55322 1031,55237 0,0008 0,77553016
2 604697|60262gel02_0083.xml 1013 19,1700001 FTLEELAMFRM8:+15.9949 - - 3.01 0,0013 2 1272,62756 1272,62976 -0,0021 -1,65012634

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 604697|60262gel07_0083.xml 655 12,96 LPAGNDYEQ  - - 1.01 2,7E-05 2 1233,58728 1233,5863 0,0011 0,89170897
1 604697|60262gel07_0083.xml 706 13,6499996 INGNDVDEIR - - 1.01 0,00038 2 1144,55933 1144,55969 -0,0003 -0,26210955
1 gel07_0083.xml 709 13,6899996 VGEDGPTHE 2 2 1.01 1.02 0,00037 3 1990,94971 1990,9469 0,0028 1,40636599
1 gel07_0083.xml 767 14,4799995 LGYTAENVYK 2 2 1.01 1.02 0,00049 2 1157,58398 1157,58411 -1E-04 -0,08638681
1 604697|60262gel07_0083.xml 798 14,8599997 THGAPLGGN - - 1.01 0,0096 2 1612,83948 1612,8446 -0,0051 -3,1621151
1 gel07_0083.xml 808 15,0100002 MAALMEVPIKM1:+15.9949 2 2 1.01 1.02 0,0048 2 1134,5896 1134,59009 -0,0005 -0,44068781
1 604697|60262gel07_0083.xml 882 16,0599995 ISDGGIEEEIS - - 1.01 1,3E-08 2 1647,78357 1647,78247 0,0012 0,72825152
1 604697|60262gel07_0083.xml 889 16,1499996 VDWSAVVQK - - 1.02 0,029 2 1031,55615 1031,55237 0,0038 3,68376851
1 604697|60262gel07_0083.xml 978 17,3299999 IVSVPSEGLF  - - 1.01 0,049 2 1203,67358 1203,67358 0 0
1 604697|60262gel07_0083.xml 1123 19,4599991 FTLEELAMFRM8:+15.9949 - - 1.01 0,00012 2 1272,63171 1272,62976 0,0021 1,65012634
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peptides

1 gel07_0083.xml 1201 20,4899998 IFGMTAGLPVM4:+15.9949 2 2 1.01 1.02 0,0026 3 2061,11084 2061,10522 0,0054 2,61995363

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 604697|60262gel12_0083.xml 619 12,79 LPAGNDYEQ  - - 1.01 0,0005 2 1233,58716 1233,5863 0,0009 0,72958004
1 604697|60262gel12_0083.xml 666 13,4499998 INGNDVDEIR - - 1.01 0,00015 2 1144,55908 1144,55969 -0,0006 -0,5242191
1 604697|60262gel12_0083.xml 668 13,4700003 VGEDGPTHE - - 1.01 0,00022 3 1990,94458 1990,9469 -0,0023 -1,15522921
1 604697|60262gel12_0083.xml 730 14,3400002 LGYTAENVYK - - 1.01 0,0005 2 1157,58716 1157,58411 0,0031 2,67799115
1 604697|60262gel12_0083.xml 772 14,8299999 MAALMEVPIKM1:+15.9949 - - 1.01 0,0061 2 1134,58899 1134,59009 -0,0011 -0,96951318
1 604697|60262gel12_0083.xml 816 15,4099998 GIENTSGPLG - - 1.01 0,031 3 2283,13574 2283,13672 -0,001 -0,43799394
1 604697|60262gel12_0083.xml 850 15,8699999 ISDGGIEEEIS - - 1.01 2,4E-06 2 1647,78186 1647,78247 -0,0006 -0,36412576
1 604697|60262gel12_0083.xml 941 17,1200008 IVSVPSEGLF  - - 1.01 0,021 2 1203,67297 1203,67358 -0,0006 -0,49847403
1 604697|60262gel12_0083.xml 1087 19,25 FTLEELAMFRM8:+15.9949 - - 1.01 0,00048 2 1272,63208 1272,62976 0,0024 1,88585889

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 679880|67758gel01_0085.xml 448 16,1700001 AVSGQPGDG - - 1.01 0,0004 2 1062,52002 1062,52185 -0,0018 -1,69408286
1 679880|67758gel01_0085.xml 462 16,3600006 INSEHVIYR  - - 1.01 0,0005 2 1130,59644 1130,5957 0,0008 0,70759153
1 679880|67758gel01_0085.xml 533 17,3299999 ATATVNGYPS - - 1.01 1,1E-08 2 1530,70618 1530,70752 -0,0013 -0,84928048
1 679880|67758gel01_0085.xml 568 17,8099995 YGVNVNMAYM7:+15.9949 - - 1.01 1,7E-05 2 1288,59863 1288,59949 -0,0008 -0,62082905
1 679880|67758gel01_0085.xml 581 18 FGENIYYQHK - - 1.01 5,5E-05 2 1298,61511 1298,61682 -0,0017 -1,30908513
1 679880|67758gel01_0085.xml 587 18,0900002 TYMVGVNVKM3:+15.9949 - - 1.01 0,0037 2 1026,52942 1026,5293 0,0002 0,19483125
1 679880|67758gel01_0085.xml 625 18,5900002 ALNPADIER  - - 1.01 0,0073 2 998,526611 998,526978 -0,0004 -0,40059006
1 679880|67758gel01_0085.xml 645 18,8500004 ALNVTGGSE  - - 1.01 1,4E-06 2 1209,61182 1209,61145 0,0004 0,33068469
1 679880|67758gel01_0085.xml 738 20,1000004 FVDVDGNGV - - 1.01 8,5E-10 2 1621,73181 1621,73438 -0,0026 -1,60322189
1 679880|67758gel01_0085.xml 748 20,2399998 MEEGHPIGYFM1:+15.9949 - - 1.01 2E-05 2 1706,74915 1706,75232 -0,0031 -1,81631517
1 679880|67758gel01_0085.xml 765 20,4899998 QNQGVQLGN - - 1.01 6,5E-05 2 1878,85327 1878,85815 -0,0048 -2,55474329
1 679880|67758gel01_0085.xml 773 20,6000004 IYIDDADYVR  - - 1.01 0,034 2 1242,60193 1242,60046 0,0015 1,20714581
1 679880|67758gel01_0085.xml 786 20,7700005 ITGTVTDAMGM9:+15.9949 - - 1.01 0,0032 2 1532,75952 1532,76294 -0,0033 -2,15297484
1 679880|67758gel01_0085.xml 818 21,2199993 TAAYLEVQPL - - 1.01 0,025 2 1232,69128 1232,68884 0,0024 1,94696355
1 679880|67758gel01_0085.xml 819 21,2299995 NTGLELSMG M8:+15.9949 - - 1.01 0,00043 2 1279,6145 1279,61035 0,0042 3,28224897
1 679880|67758gel01_0085.xml 823 21,2800007 SYLPVYQINN - - 1.01 1,4E-10 2 1753,84875 1753,85083 -0,002 -1,14034784
1 679880|67758gel01_0085.xml 867 21,8899994 TYMVGVNVKM3:+15.9949 - - 1.01 8,7E-06 2 1173,59473 1173,59766 -0,0029 -2,47103405
1 679880|67758gel01_0085.xml 886 22,1499996 ITGTVTDAMGM9:+15.9949 - - 1.01 1,4E-08 2 2002,05212 2002,05286 -0,0008 -0,39958984
1 679880|67758gel01_0085.xml 894 22,2600002 ETYMFSAIIR M4:+15.9949 - - 1.01 0,0021 2 1246,6134 1246,61414 -0,0006 -0,48130375
1 679880|67758gel01_0085.xml 900 22,3299999 IQNLTIGYDFK - - 1.01 5,7E-05 2 1311,69458 1311,69482 -1E-04 -0,07623724
1 679880|67758gel01_0085.xml 902 22,3700008 FSTGIGYQYQ - - 1.01 7,5E-12 2 1991,9563 1991,9502 0,0062 3,11252785
1 679880|67758gel01_0085.xml 1053 24,4400005 AGYEFGDYG - - 1.01 2,6E-14 2 1889,81995 1889,82324 -0,0033 -1,74619508
1 679880|67758gel01_0085.xml 1059 24,5100002 VYAAAQNLFT - - 1.01 1,3E-10 2 1693,85388 1693,85889 -0,0049 -2,89280295
1 679880|67758gel01_0085.xml 1074 24,7199993 NFNLNTAAYL - - 1.01 9,8E-09 2 1834,96948 1834,97021 -0,0007 -0,38147756
1 679880|67758gel01_0085.xml 1096 25,0300007 NTASWLGFL  - - 1.01 0,011 2 1136,61157 1136,61035 0,0013 1,14375162
1 679880|67758gel01_0085.xml 1130 25,4699993 EDTELLDEVV - - 1.01 1,2E-08 2 1992,01306 1992,01758 -0,0045 -2,25901604

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 679880|67758gel03_0085.xml 1064 19,5799999 SYLPVYQINN - - 1.01 1E-06 2 1753,85229 1753,85083 0,0015 0,85526091
1 679880|67758gel03_0085.xml 1112 20,2999992 FSTGIGYQYQ - - 1.01 2E-07 2 1991,948 1991,9502 -0,0021 -1,05424321
1 679880|67758gel03_0085.xml 1118 20,3899994 IQNLTIGYDFK - - 1.01 0,00011 2 1311,69458 1311,69482 -1E-04 -0,07623724

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2879359|2776gel02_0086.xml 638 12,6300001 LNYSCMPEE C5:+57.0215 -- - 1.01 0,013 2 1286,53552 1286,53955 -0,004 -3,1091156
1 2879359|2776gel02_0086.xml 657 12,8800001 DVMIQTMER M3:+15.9949 - - 1.01 0,00045 2 1154,51758 1154,51843 -0,0008 -0,69292957
1 2879359|2776gel02_0086.xml 698 13,4300003 AATDAVLEEQ - - 1.01 6,6E-06 2 1231,61731 1231,61694 0,0005 0,40597042
1 2879359|2776gel02_0086.xml 725 13,79 DVMIQTMER M7:+15.9949 - - 1.01 0,0023 2 1138,52234 1138,52356 -0,0011 -0,96616364
1 2879359|2776gel02_0086.xml 856 15,5900002 VALQYSSTNG - - 1.01 0,0011 3 1755,84265 1755,84534 -0,0027 -1,53772092
1 2879359|2776gel02_0086.xml 860 15,6400003 VALQYSSTNG - - 1.01 2E-07 2 1755,84485 1755,84534 -0,0004 -0,22781049
1 2879359|2776gel02_0086.xml 912 16,3999996 TTADNILVTS  - - 1.01 1,2E-06 3 2197,06958 2197,07349 -0,0039 -1,77508855
1 2879359|2776gel02_0086.xml 913 16,4099998 TTADNILVTS  - - 1.01 3,4E-12 2 2197,07666 2197,07349 0,0032 1,45648289
1 2879359|2776gel02_0086.xml 1010 17,8899994 MIYVIPDFQN M1:+15.9949 - - 1.01 0,00015 2 1652,80762 1652,81055 -0,0029 -1,75458705
1 2879359|2776gel02_0086.xml 1021 18,0499992 YEIPVVEDNP - - 1.01 7E-08 2 1792,87805 1792,87561 0,0025 1,39440799
1 2879359|2776gel02_0086.xml 1060 18,6200008 MIYVIPDFQN  - - 1.01 0,00058 2 1636,81763 1636,81555 0,0021 1,28297889
1 2879359|2776gel02_0086.xml 1104 19,25 GLVVFLGTFS - - 1.01 0,00046 2 1167,67847 1167,67761 0,0009 0,77076066
1 2879359|2776gel02_0086.xml 1126 19,5499992 VFCDKGDVV C3:+57.0215 - - 1.01 0,00027 3 2642,36157 2642,354 0,0076 2,87622333
1 2879359|2776gel02_0086.xml 1156 19,9599991 YNFLAQAASL - - 1.01 6,1E-07 3 2339,22046 2339,22461 -0,0041 -1,75271761
1 2879359|2776gel02_0086.xml 1161 20,0200005 FTHPNGGLFTM23:+15.9949- - 1.01 1,5E-06 3 2910,38477 2910,3772 0,0076 2,61134553
1 2879359|2776gel02_0086.xml 1166 20,0900002 ELLALANKPE - - 1.01 0,00034 2 1557,89026 1557,88916 0,0012 0,77027309
1 2879359|2776gel02_0086.xml 1178 20,2399998 ELLALANKPEM18:+15.9949- - 1.01 1,2E-06 3 2983,58618 2983,58521 0,0009 0,30165052

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2879359|2776gel12_0086.xml 717 12,8299999 DVMIQTMER M3:+15.9949 - - 1.01 0,00073 2 1154,51782 1154,51843 -0,0006 -0,51969719
1 2879359|2776gel12_0086.xml 757 13,3999996 AATDAVLEEQ - - 1.01 1,1E-06 2 1231,61621 1231,61694 -0,0006 -0,48716447
1 2879359|2776gel12_0086.xml 920 15,7299995 VALQYSSTNG - - 1.01 0,012 3 1755,84485 1755,84534 -0,0005 -0,28476313
1 2879359|2776gel12_0086.xml 922 15,7600002 VALQYSSTNG - - 1.01 4,5E-07 2 1755,84558 1755,84534 0,0003 0,17085789
1 2879359|2776gel12_0086.xml 964 16,3700008 TTADNILVTS  - - 1.01 1,5E-11 2 2197,06885 2197,07349 -0,0047 -2,13920927
1 2879359|2776gel12_0086.xml 968 16,4300003 TTADNILVTS  - - 1.01 8,6E-09 3 2197,07031 2197,07349 -0,0033 -1,50199795
1 2879359|2776gel12_0086.xml 970 16,4699993 AGGMPAPELM4:+15.9949 - - 1.01 0,006 2 1444,71143 1444,71448 -0,003 -2,07653499
1 2879359|2776gel12_0086.xml 992 16,7900009 FEGEYLPALK - - 1.01 0,0022 2 1166,60925 1166,60962 -0,0003 -0,25715545
1 1730764|1722gel12_0086.xml 994 16,8199997 NVAYVPGDGC19:+57.0215- - 1.02 0,0092 3 2336,04834 2336,05176 -0,0033 -1,41263986
1 2879359|2776gel12_0086.xml 1062 17,8799992 MIYVIPDFQN M1:+15.9949 - - 1.01 3,8E-07 2 1652,80872 1652,81055 -0,0018 -1,08905399
1 2879359|2776gel12_0086.xml 1070 18 YEIPVVEDNP - - 1.01 8,7E-08 2 1792,87512 1792,87561 -0,0005 -0,27888161
1 gel12_0086.xml 1167 19,3799992 GLVVFLGTFS 2 2 1.01 1.02 4,4E-05 2 1167,67688 1167,67761 -0,0007 -0,59948051
1 2879359|2776gel12_0086.xml 1222 20,0599995 YNFLAQAASL - - 1.01 4,2E-07 3 2339,22388 2339,22461 -0,0006 -0,25649527
1 2879359|2776gel12_0086.xml 1234 20,2199993 ELLALANKPE - - 1.01 0,00013 2 1557,88916 1557,88916 1E-04 0,06418941
1 2879359|2776gel12_0086.xml 1246 20,3400002 ELLALANKPEM18:+15.9949- - 1.01 6E-09 3 2983,58374 2983,58521 -0,0017 -0,56978428

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2011807|1993gel09_0087.xml 762 13,6300001 MMNGIGGSGM1:+15.9949 - - 1.01 3,9E-06 2 1344,56616 1344,5675 -0,0013 -0,96685368
1 2011807|1993gel09_0087.xml 939 15,8999996 LNFASGTALS - - 1.01 0,046 3 1830,97009 1830,97131 -0,0012 -0,6553899
1 2011807|1993gel09_0087.xml 962 16,2199993 HLLLRPQEIS  - - 1.01 9,1E-06 3 1987,10339 1987,10876 -0,0054 -2,71751595
1 2011807|1993gel09_0087.xml 1022 17,0100002 LNFASGTALS - - 1.01 3E-06 2 1674,87573 1674,87024 0,0056 3,34354234
1 2011807|1993gel09_0087.xml 1103 18,2000008 NAYLTCFFTAC6:+57.0215 - - 1.01 3,4E-07 2 1594,75208 1594,75745 -0,0053 -3,32338929
1 2011807|1993gel09_0087.xml 1145 18,7900009 MSEYIIELLQDM1:+15.9949 - - 1.01 0,022 3 1853,95874 1853,95691 0,0019 1,02483499
1 2011807|1993gel09_0087.xml 1257 20,1399994 MSEYIIELLQDM1:+15.9949 - - 1.01 1,2E-07 2 1725,86511 1725,86206 0,0032 1,85414577
1 2011807|1993gel09_0087.xml 1466 22,0699997 NLLPLQSGVG - - 1.01 6,4E-06 3 2627,41016 2627,4043 0,0059 2,24556231

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2013462|1995gel08_0089.xml 489 12,0100002 YSEDDHSVD  - - 1.02 2,3E-07 2 1357,55859 1357,55469 0,004 2,94647455
1 2013462|1995gel08_0089.xml 497 12,1300001 YSEDDHSVD  - - 1.02 0,007 3 1357,55115 1357,55469 -0,0035 -2,57816505
1 gel08_0089.xml 578 13,3599997 YEMAQIVAR M3:+15.9949 2 2 1.01 1.02 0,00071 2 1096,54504 1096,54602 -0,0009 -0,820759
1 1764731|1756gel08_0089.xml 672 14,6999998 AYIGNSGWTA - - 1.01 2,3E-07 2 1380,66467 1380,66589 -0,0012 -0,86914587
1 2013462|1995gel08_0089.xml 755 15,9399996 LDYEMNLSTDM5:+15.9949 - - 1.02 1,1E-12 2 2314,01343 2314,0144 -0,0009 -0,38893446
1 1764731|1756gel08_0089.xml 759 16 ISGGTVAFGS - - 1.01 5,5E-08 2 1414,68469 1414,6853 -0,0006 -0,42412263
1 gel08_0089.xml 858 17,5400009 AYVEGPLFGA 2 2 1.01 1.02 8,7E-12 2 1608,83789 1608,8385 -0,0005 -0,31078324
1 1764731|1756gel08_0089.xml 958 19,0100002 TPVFTAQGLL - - 1.01 1,7E-09 2 1579,81543 1579,81189 0,0036 2,27875209
1 gel08_0089.xml 964 19,1000004 LAAEFAEELD 2 2 1.01 1.02 1,2E-06 2 1646,84058 1646,83887 0,0018 1,09300315
1 1764731|1756gel08_0089.xml 1000 19,6100006 TPVFTAQGLL - - 1.01 4,2E-05 2 1579,8092 1579,81189 -0,0027 -1,70906425

2 2013463|1995gel08_0089.xml 919 18,4599991 QIEDAAAIAPT - - 2.01 0,00014 2 2225,09375 2225,09766 -0,0038 -1,70779026
2 2013463|1995gel08_0089.xml 1239 21,9599991 GAVVGASYV  - - 2.01 1,6E-08 3 2842,40991 2842,41504 -0,0051 -1,79424894

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2281559|2227gel07_0091.xml 831 15,2399998 AAGVQILNTS - - 1.01 3,2E-08 2 1640,85986 1640,86072 -0,0007 -0,42660537
1 2281559|2227gel07_0091.xml 844 15,4300003 NLATVDAGAA - - 1.01 2E-05 2 1328,71423 1328,71729 -0,003 -2,25781679
1 2281559|2227gel07_0091.xml 884 16 AFDYVGVDS  - - 1.01 4,5E-07 2 1583,73376 1583,73413 -0,0002 -0,12628382
1 2281559|2227gel07_0091.xml 923 16,4799995 LTVSLDYYNK - - 1.01 0,00035 2 1215,62512 1215,62598 -0,0008 -0,65809715
1 2281559|2227gel07_0091.xml 931 16,6000004 LTAQLNADYQ - - 1.01 0,0003 2 1540,7998 1540,80103 -0,0012 -0,77881575
1 2281559|2227gel07_0091.xml 1151 19,7399998 SIGNLPGISTS - - 1.01 4,4E-07 2 1768,91785 1768,92334 -0,0054 -3,05270433
1 2281559|2227gel07_0091.xml 1181 20,1499996 GTAFVDLTPI M15:+15.9949- - 1.01 5,6E-07 2 1908,97705 1908,974 0,0031 1,623909

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1848753|1840gel10_0091.xml 768 13,6499996 DASATAIYGS - - 1.01 0,0094 2 1111,53528 1111,53833 -0,0029 -2,60899663
1 1848753|1840gel10_0091.xml 880 15,0900002 ASNGVVLITT  - - 1.01 0,0037 2 1130,65295 1130,6532 -0,0002 -0,17688888
1 1848753|1840gel10_0091.xml 966 16,2399998 GSSAIESYFG - - 1.01 0,00027 2 1173,5592 1173,55396 0,0053 4,51619577

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
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peptides

1 2876606|2774gel01_0098.xml 505 16,9599991 IVDGYEDGTY - - 1.01 8,5E-05 2 1585,77246 1585,7749 -0,0023 -1,45039511
1 gel01_0098.xml 576 17,9099998 ATYTVASHNYM11:+15.9949 2 2 1.01 1.02 0,00071 2 1514,72986 1514,7312 -0,0013 -0,8582381
1 2876606|2774gel01_0098.xml 608 18,3600006 DDTADAFVK  - - 1.01 0,039 2 981,45166 981,45282 -0,0011 -1,1207875
1 gel01_0098.xml 612 18,4099998 DSGDGINMFAM8:+15.9949 2 2 1.01 1.02 6,3E-06 2 1399,57861 1399,57996 -0,0012 -0,85740018
1 gel01_0098.xml 699 19,5400009 SMFVSVDGAM2:+15.9949 2 2 1.01 1.02 2,2E-05 2 1247,57446 1247,57288 0,0016 1,28249013
1 990431|98633gel01_0098.xml 715 19,7600002 STIAMELVK M5:+15.9949 - - 1.02 0,0071 2 1007,54541 1007,54462 0,0008 0,79400951
1 gel01_0098.xml 777 20,6399994 ETNLGDLCADC8:+57.0215 2 2 1.01 1.02 5,6E-07 2 1497,66406 1497,66431 -1E-04 -0,06677064
1 gel01_0098.xml 785 20,7399998 DSGDGINMFAM8:+15.9949 2 2 1.01 1.02 0,026 2 1157,43921 1157,44202 -0,0027 -2,33273029
1 gel01_0098.xml 790 20,8099995 GLSETTFGPN 2 2 1.01 1.02 1,1E-05 2 1520,77002 1520,77075 -0,0007 -0,46029291
1 990431|98633gel01_0098.xml 812 21,1200008 DSLGGVVPA  - - 1.02 4E-08 2 1658,84814 1658,8501 -0,0019 -1,14537168
1 990431|98633gel01_0098.xml 817 21,1900005 TTGIDAVLDG - - 1.02 4,5E-05 2 1098,54309 1098,54297 1E-04 0,09102966
1 2876606|2774gel01_0098.xml 835 21,4500008 DGATYVVALA - - 1.01 5,7E-06 2 1116,56934 1116,56885 0,0006 0,53736049
1 gel01_0098.xml 838 21,4899998 AVSGADIALV 2 2 1.01 1.02 5,2E-07 2 1469,80591 1469,8075 -0,0015 -1,02054179
1 gel01_0098.xml 910 22,4799995 ADIPAGDITYG 2 2 1.01 1.02 2,1E-09 2 1574,84167 1574,8429 -0,0012 -0,76198077
1 2876606|2774gel01_0098.xml 935 22,8199997 SNDIVILYTND - - 1.01 0,0059 2 1502,75195 1502,74902 0,003 1,99634135
1 2876606|2774gel01_0098.xml 961 23,2099991 VAFVGIDTPE - - 1.01 1,7E-08 2 1510,77783 1510,77917 -0,0013 -0,86048311
1 gel01_0098.xml 1041 24,2999992 SVMLDNQVL M3:+15.9949 2 2 1.01 1.02 0,00019 2 1665,88293 1665,88843 -0,0055 -3,30154181
1 2876606|2774gel01_0098.xml 1043 24,3299999 STPTYFQDAN - - 1.01 2,3E-13 2 2457,08398 2457,1001 -0,016 -6,51174164
1 2876606|2774gel01_0098.xml 1097 25,0599995 LTISNGVFTT  - - 1.01 3,6E-11 2 2029,0481 2029,04919 -0,0011 -0,54212588
1 gel01_0098.xml 1152 25,7700005 LLQDSVMLDNM7:+15.9949 2 2 1.01 1.02 2,8E-06 2 2135,13745 2135,14209 -0,0046 -2,15442324
1 2876606|2774gel01_0098.xml 1185 26,2099991 VAFVGIDTPE - - 1.01 0,0039 2 1281,63318 1281,6366 -0,0033 -2,57483292

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1310482|1304gel08_0098.xml 484 11,75 SSVDLTTKR  - - 1.01 0,0016 2 1006,55316 1006,55322 0 0
1 1310482|1304gel08_0098.xml 527 12,3599997 SSVDLTTK  - - 1.01 0,035 2 850,452148 850,452087 1E-04 0,11758452
1 1310482|1304gel08_0098.xml 607 13,4399996 VVDGYEDGT - - 1.01 0,021 2 1555,76514 1555,76428 0,0009 0,57849377
1 gel08_0098.xml 618 13,6000004 ATYTVASHNYM11:+15.9949 2 2 1.01 1.02 2,2E-07 2 1514,73059 1514,7312 -0,0006 -0,39610991
1 1310482|1304gel08_0098.xml 641 13,9499998 VVDGYEDGT - - 1.01 0,027 2 1555,76135 1555,76428 -0,0029 -1,86403549
1 1310482|1304gel08_0098.xml 659 14,1999998 YLAGSNGAFS - - 1.01 0,0004 2 1211,60535 1211,60596 -0,0005 -0,41267544
1 gel08_0098.xml 671 14,3699999 DSGDGINMFAM8:+15.9949 2 2 1.01 1.02 3,9E-07 2 1399,57886 1399,57996 -0,0009 -0,64305001
1 1310482|1304gel08_0098.xml 676 14,4399996 DDATDAFVK  - - 1.01 0,0035 2 981,452942 981,45282 1E-04 0,10188977
1 gel08_0098.xml 677 14,46 GDDKSMFVSM6:+15.9949 2 2 1.01 1.02 0,011 3 1662,74463 1662,74316 0,0014 0,84198207
1 1310482|1304gel08_0098.xml 686 14,5799999 NEALVNTVVA - - 1.01 0,00056 2 1157,65295 1157,65295 1E-04 0,08638167
1 gel08_0098.xml 708 14,8999996 SMFVSVDGAM2:+15.9949 2 2 1.01 1.02 0,00099 2 1247,57153 1247,57288 -0,0013 -1,0420233
1 gel08_0098.xml 709 14,9099998 DSGDGINMFAM8:+15.9949 2 2 1.01 1.02 3,4E-05 2 1399,58032 1399,57996 0,0005 0,35725006
1 1310482|1304gel08_0098.xml 713 14,9700003 DDATDAFVK  - - 1.01 0,03 2 981,452087 981,45282 -0,0007 -0,71322834
1 1310482|1304gel08_0098.xml 724 15,1400003 NEALVNTVVA - - 1.01 0,019 2 1157,65308 1157,65295 0,0002 0,17276335
1 1310482|1304gel08_0098.xml 731 15,25 DDLGGTVPA  - - 1.01 1,6E-07 2 1674,80823 1674,80859 -0,0003 -0,17912495
1 gel08_0098.xml 747 15,4899998 SMFVSVDGAM2:+15.9949 2 2 1.01 1.02 0,03 2 1247,56958 1247,57288 -0,0033 -2,64513588
1 1310482|1304gel08_0098.xml 760 15,6999998 GLNETTFGPN - - 1.01 2,7E-07 2 1547,77966 1547,78174 -0,002 -1,29217184
1 1310482|1304gel08_0098.xml 765 15,7700005 DDLGGTVPA  - - 1.01 2,5E-06 2 1674,79871 1674,80859 -0,0099 -5,9111228
1 gel08_0098.xml 767 15,8000002 ETNLGDLCADC8:+57.0215 2 2 1.01 1.02 3,3E-08 2 1497,66541 1497,66431 0,0012 0,80124766
1 2876606|2774gel08_0098.xml 776 15,9300003 YQYLCCNLTYC5:+57.0215 -- - 1.02 1,6E-08 2 1697,76489 1697,7666 -0,0017 -1,00131547
1 gel08_0098.xml 790 16,1299992 GMLVTVLYR M2:+15.9949 2 2 1.01 1.02 0,0031 2 1067,59204 1067,59216 -1E-04 -0,09366872
1 gel08_0098.xml 795 16,2099991 SMFVSVDGA 2 2 1.01 1.02 0,001 2 1231,578 1231,578 0 0
1 gel08_0098.xml 796 16,2199993 DSGDGINMFA 2 2 1.01 1.02 4,2E-06 2 1383,58435 1383,58496 -0,0005 -0,36138007
1 1310482|1304gel08_0098.xml 838 16,8799992 AISGADIALVN - - 1.01 6,7E-05 2 1483,82214 1483,82312 -0,001 -0,67393476
1 1310482|1304gel08_0098.xml 841 16,9200001 FTTELVTDYA - - 1.01 2,9E-05 2 1386,71631 1386,71545 0,0008 0,57690281
1 gel08_0098.xml 856 17,1599998 STDLIANTTG M25:+15.9949 2 2 1.01 1.02 0,00019 3 3145,5 3145,50317 -0,0032 -1,01732528
1 gel08_0098.xml 859 17,2000008 ADIPAGDITYG 2 2 1.01 1.02 1,2E-08 2 1574,84387 1574,8429 0,001 0,63498402
1 gel08_0098.xml 868 17,3400002 NTMSTYSDGM3:+15.9949 2 2 1.01 1.02 2,4E-07 3 2740,20801 2740,20801 -1E-04 -0,03649358
1 1310482|1304gel08_0098.xml 885 17,6200008 FTTELVTDYA - - 1.01 4,6E-05 3 2349,15161 2349,15015 0,0015 0,63852876
1 1310482|1304gel08_0098.xml 887 17,6599998 FTTELVTDYA - - 1.01 1,1E-05 2 2349,13916 2349,1499 -0,011 -4,68254471
1 gel08_0098.xml 889 17,6800003 VAFVGIDTPE 2 2 1.01 1.02 4,1E-08 2 1510,77905 1510,77917 -1E-04 -0,06619101
1 1310482|1304gel08_0098.xml 990 19,1800003 STPTYFQDAN - - 1.01 4,3E-10 3 3204,41113 3204,41846 -0,0073 -2,27810454
1 gel08_0098.xml 1009 19,4400005 SNDIVILYTNDC14:+57.0215 2 2 1.01 1.02 1,4E-08 3 3184,52124 3184,52588 -0,0048 -1,50728881
1 gel08_0098.xml 1024 19,6399994 LLQDSVMLDNM7:+15.9949 2 2 1.01 1.02 1,9E-07 2 2135,14307 2135,14209 0,001 0,46835294
1 gel08_0098.xml 1044 19,9200001 EMQAAYNYVC14:+57.0215 2 2 1.01 1.02 1,9E-05 3 3019,39478 3019,40259 -0,0079 -2,61641145
1 1310482|1304gel08_0098.xml 1267 21,9699993 ISIIATPYTDVV - - 1.01 0,00016 3 2967,4939 2967,49902 -0,0052 -1,75231731
1 gel08_0098.xml 1282 22,1200008 ALCVVEATGQC3:+57.0215 2 2 1.01 1.02 0,00063 3 2345,17773 2345,18091 -0,0032 -1,36450028

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1310482|1304gel09_0098.xml 630 12,3699999 SSVDLTTK  - - 1.01 0,0038 2 850,451965 850,452087 -1E-04 -0,11758452
1 1310482|1304gel09_0098.xml 718 13,6300001 VVDGYEDGT - - 1.01 0,00094 2 1555,76208 1555,76428 -0,0022 -1,414096
1 gel09_0098.xml 726 13,75 ATYTVASHNYM11:+15.9949 2 2 1.01 1.02 1E-04 2 1514,73071 1514,7312 -0,0005 -0,33009157
1 gel09_0098.xml 775 14,4399996 DSGDGINMFAM8:+15.9949 2 2 1.01 1.02 5,4E-06 2 1399,58008 1399,57996 0,0003 0,21435004
1 1310482|1304gel09_0098.xml 792 14,6599998 NEALVNTVVA - - 1.01 0,00085 2 1157,65491 1157,65295 0,0021 1,81401503
1 gel09_0098.xml 816 15,0100002 SMFVSVDGAM2:+15.9949 2 2 1.01 1.02 2E-05 2 1247,57312 1247,57288 0,0002 0,16031127
1 1310482|1304gel09_0098.xml 837 15,3100004 DDLGGTVPA  - - 1.01 3E-06 2 1674,80725 1674,80859 -0,0013 -0,7762081
1 1310482|1304gel09_0098.xml 872 15,8199997 GLNETTFGPN - - 1.01 2,4E-07 2 1547,78003 1547,78174 -0,0016 -1,03373742
1 gel09_0098.xml 875 15,8599997 ETNLGDLCADC8:+57.0215 2 2 1.01 1.02 3,9E-06 2 1497,6637 1497,66431 -0,0005 -0,33385319
1 2876606|2774gel09_0098.xml 889 16,0599995 YQYLCCNLTYC5:+57.0215 -- - 1.02 0,0064 2 1697,77466 1697,7666 0,0081 4,77097416
1 gel09_0098.xml 903 16,2600002 GMLVTVLYR M2:+15.9949 2 2 1.01 1.02 0,0042 2 1067,5918 1067,59216 -0,0004 -0,37467489
1 1310482|1304gel09_0098.xml 947 16,8899994 FTTELVTDYA - - 1.01 2,4E-05 2 1386,71497 1386,71545 -0,0005 -0,36056426
1 gel09_0098.xml 973 17,2700005 ADIPAGDITYG 2 2 1.01 1.02 3,7E-08 2 1574,8418 1574,8429 -0,001 -0,63498402
1 gel09_0098.xml 1005 17,7800007 VAFVGIDTPE 2 2 1.01 1.02 1,4E-08 2 1510,77881 1510,77917 -0,0004 -0,26476404
1 1310482|1304gel09_0098.xml 1006 17,7999992 FTTELVTDYA - - 1.01 0,00049 3 2349,15259 2349,15015 0,0024 1,02164614
1 gel09_0098.xml 1140 19,7299995 LLQDSVMLDNM7:+15.9949 2 2 1.01 1.02 2,1E-07 2 2135,13354 2135,14209 -0,0085 -3,98099971

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1622487|1614gel07_0099.xml 677 12,1499996 VEYVNDNTN  - - 1.01 0,00014 2 1266,59583 1266,59656 -0,0006 -0,47371045
1 1622487|1614gel07_0099.xml 691 12,3500004 VVANQMSDFM6:+15.9949 - - 1.01 3E-06 2 1154,55139 1154,55151 0 0
1 1622487|1614gel07_0099.xml 708 12,6000004 NYTTGTTEVT - - 1.01 1,9E-07 2 1372,65906 1372,65955 -0,0004 -0,29140508
1 1622487|1614gel07_0099.xml 731 12,9300003 TNTNFVGETK - - 1.01 0,006 2 1110,54175 1110,54297 -0,0012 -1,08055258
1 1622487|1614gel07_0099.xml 753 13,2399998 NAGEATVTVV - - 1.01 7,4E-05 2 1145,61658 1145,61646 1E-04 0,08728924
1 1622487|1614gel07_0099.xml 772 13,5200005 IVTDSIGKDDA - - 1.01 0,013 3 1804,92822 1804,92908 -0,0009 -0,49863458
1 1622487|1614gel07_0099.xml 775 13,5600004 IVTDSIGKDDA - - 1.01 2,9E-08 2 1804,92517 1804,92908 -0,0039 -2,16074967
1 1622487|1614gel07_0099.xml 826 14,29 EVVGHSGTY  - - 1.01 0,00063 3 2180,04736 2180,04712 0,0003 0,1376117
1 1622487|1614gel07_0099.xml 837 14,4399996 VQYNGSLQT M14:+15.9949- - 1.01 2,6E-11 2 1892,83765 1892,8335 0,0042 2,21889567
1 1622487|1614gel07_0099.xml 862 14,79 TLQVVATVDK - - 1.01 0,027 2 1073,62085 1073,62048 0,0004 0,37257111
1 1622487|1614gel07_0099.xml 886 15,1300001 DKQANSAED - - 1.01 1,6E-05 3 2312,08838 2312,08936 -0,001 -0,43250927
1 1622487|1614gel07_0099.xml 893 15,2299995 EAFTYTGSQI - - 1.01 6,4E-05 3 2020,00391 2020,00256 0,0013 0,64356357
1 1622487|1614gel07_0099.xml 895 15,2700005 EAFTYTGSQI - - 1.01 9E-09 2 2019,99915 2020,00256 -0,0034 -1,68316615
1 1622487|1614gel07_0099.xml 898 15,3100004 FVSGTTNVNL - - 1.01 1,5E-11 2 1732,83801 1732,83923 -0,0012 -0,69250512
1 1622487|1614gel07_0099.xml 899 15,3299999 DGSTDVANF  - - 1.01 5,3E-08 2 1331,57483 1331,57544 -0,0005 -0,37549508
1 1622487|1614gel07_0099.xml 907 15,4399996 YTYEGDDLVN - - 1.01 9,8E-10 2 1713,79419 1713,797 -0,0028 -1,63379896
1 1622487|1614gel07_0099.xml 909 15,4700003 LEVVGSYTYT - - 1.01 5E-06 2 1316,67261 1316,67371 -0,001 -0,75948966
1 1622487|1614gel07_0099.xml 914 15,5500002 SAEDLGAETY - - 1.01 1,5E-09 2 1755,82629 1755,82874 -0,0024 -1,36687601
1 1622487|1614gel07_0099.xml 915 15,5600004 QANSAEDLG  - - 1.01 3,6E-13 2 2068,96533 2068,96729 -0,002 -0,96666586
1 1622487|1614gel07_0099.xml 918 15,6099997 QANSAEDLG  - - 1.01 1,1E-06 3 2068,96509 2068,96729 -0,0023 -1,11166573
1 1622487|1614gel07_0099.xml 922 15,6700001 ATTDAEKEAF - - 1.01 6E-06 3 2736,33545 2736,33667 -0,0013 -0,47508773
1 1622487|1614gel07_0099.xml 925 15,71 TNYVFGYDG  - - 1.01 5,7E-07 2 1393,62622 1393,62744 -0,0012 -0,86106229
1 1622487|1614gel07_0099.xml 935 15,8699999 DGSTDVANF  - - 1.01 0,00021 2 1331,57544 1331,57544 1E-04 0,07509901
1 1622487|1614gel07_0099.xml 962 16,2399998 LTYTSSTTPV - - 1.01 1,4E-14 2 1928,01733 1928,02271 -0,0053 -2,74893022
1 1622487|1614gel07_0099.xml 966 16,2999992 LTYTSSTTPV - - 1.01 1,6E-05 3 1928,02014 1928,02271 -0,0025 -1,29666519
1 1622487|1614gel07_0099.xml 982 16,5300007 TLNPDKLELT - - 1.01 4,9E-05 2 1384,80481 1384,80505 -0,0002 -0,14442466
1 1622487|1614gel07_0099.xml 1016 17,0400009 LTYTSSTTPV - - 1.01 0,00068 2 1928,02124 1928,02271 -0,0014 -0,72613251
1 1622487|1614gel07_0099.xml 1027 17,1800003 VNVNVGDAT  - - 1.01 2,5E-08 2 1596,89392 1596,896 -0,002 -1,25242984
1 1622487|1614gel07_0099.xml 1035 17,2999992 VNVNVGDAT  - - 1.01 0,01 3 1596,8988 1596,896 0,0029 1,81602311
1 1622487|1614gel07_0099.xml 1042 17,3999996 DVEVYIVGTG - - 1.01 1,5E-09 2 1628,79089 1628,79187 -0,001 -0,61395204
1 1622487|1614gel07_0099.xml 1065 17,7700005 SVDVSSATLN - - 1.01 1,1E-14 2 2011,03162 2011,03467 -0,003 -1,49176943
1 1622487|1614gel07_0099.xml 1163 19,2600002 ALTTSYLNGT - - 1.01 1,6E-05 3 2831,32642 2831,34106 -0,015 -5,2978425
1 1622487|1614gel07_0099.xml 1178 19,4899998 QVAFSDTQIA - - 1.01 0,00017 2 1283,62463 1283,62708 -0,0024 -1,86970198
1 1622487|1614gel07_0099.xml 1213 19,9799995 LTLANWTGA  - - 1.01 8,3E-09 2 1729,94995 1729,94873 0,0013 0,75146741
1 1622487|1614gel07_0099.xml 1236 20,2999992 ITLNDVELSA  - - 1.01 5,7E-05 3 2386,19995 2386,20288 -0,0028 -1,17341232
1 1622487|1614gel07_0099.xml 1237 20,3199997 ITLNDVELSA  - - 1.01 1,6E-09 2 2386,19971 2386,20288 -0,0031 -1,29913521
1 1622487|1614gel07_0099.xml 1268 20,7099991 IGTFAINAAVI  - - 1.01 4,5E-05 3 2143,16431 2143,16479 -0,0006 -0,2799598
1 1622487|1614gel07_0099.xml 1269 20,7299995 IGTFAINAAVI  - - 1.01 3,5E-07 2 2143,1626 2143,16479 -0,0023 -1,07317936

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1622487|1614gel11_0099.xml 597 12,21 AGYTGQIK  - - 1.01 0,012 2 837,446289 837,446899 -0,0006 -0,71646339
1 1622487|1614gel11_0099.xml 598 12,2200003 VEYVNDNTN  - - 1.01 0,0013 2 1266,59692 1266,59656 0,0005 0,3947587
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peptides

1 1622487|1614gel11_0099.xml 605 12,3199997 VVANQMSDFM6:+15.9949 - - 1.01 0,00016 2 1154,55017 1154,55151 -0,0012 -1,03936458
1 1622487|1614gel11_0099.xml 623 12,5900002 NYTTGTTEVT - - 1.01 1E-05 2 1372,65942 1372,65955 0 0
1 1622487|1614gel11_0099.xml 643 12,8699999 TNTNFVGETK - - 1.01 0,014 2 1110,54236 1110,54297 -0,0006 -0,54027629
1 1622487|1614gel11_0099.xml 667 13,21 NAGEATVTVV - - 1.01 3E-05 2 1145,61633 1145,61646 -1E-04 -0,08728924
1 1622487|1614gel11_0099.xml 688 13,5 IVTDSIGKDDA - - 1.01 0,00035 3 1804,92627 1804,92908 -0,0029 -1,60671127
1 1622487|1614gel11_0099.xml 696 13,6099997 IVTDSIGKDDA - - 1.01 1,9E-05 2 1804,93091 1804,92908 0,0018 0,99726915
1 1622487|1614gel11_0099.xml 739 14,2200003 EVVGHSGTY  - - 1.01 3,4E-06 3 2180,04443 2180,04712 -0,0025 -1,14676416
1 1622487|1614gel11_0099.xml 750 14,3699999 VQYNGSLQT M14:+15.9949- - 1.01 6,6E-11 2 1892,84009 1892,8335 0,0066 3,48683596
1 1622487|1614gel11_0099.xml 773 14,6700001 TLQVVATVDK - - 1.01 0,025 2 1073,61914 1073,62048 -0,0013 -1,2108562
1 1622487|1614gel11_0099.xml 800 15,04 EAFTYTGSQI - - 1.01 0,00014 3 2019,99902 2020,00256 -0,0036 -1,7821759
1 1622487|1614gel11_0099.xml 801 15,0600004 EAFTYTGSQI - - 1.01 4,3E-06 2 2019,9989 2020,00256 -0,0037 -1,83168077
1 1622487|1614gel11_0099.xml 812 15,2200003 FVSGTTNVNL - - 1.01 8E-10 2 1732,8374 1732,83923 -0,0018 -1,03875768
1 1622487|1614gel11_0099.xml 813 15,2399998 DGSTDVANF  - - 1.01 4,4E-06 2 1331,57727 1331,57544 0,0019 1,42688119
1 1622487|1614gel11_0099.xml 820 15,3400002 LEVVGSYTYT - - 1.01 9,9E-06 2 1316,67493 1316,67371 0,0013 0,98733652
1 1622487|1614gel11_0099.xml 821 15,3599997 YTYEGDDLVN - - 1.01 3,5E-11 2 1713,80432 1713,797 0,0073 4,25954819
1 1622487|1614gel11_0099.xml 828 15,46 QANSAEDLG  - - 1.01 3,1E-11 2 2068,96338 2068,96729 -0,0039 -1,88499832
1 1622487|1614gel11_0099.xml 836 15,5699997 TNYVFGYDG  - - 1.01 6,7E-05 2 1393,62622 1393,62744 -0,0012 -0,86106229
1 1622487|1614gel11_0099.xml 871 16,0699997 LTYTSSTTPV - - 1.01 1,5E-09 2 1928,01721 1928,02271 -0,0054 -2,80079699
1 1622487|1614gel11_0099.xml 875 16,1399994 TLNPDKLELT - - 1.01 6,7E-05 2 1384,80566 1384,80505 0,0007 0,50548631
1 1622487|1614gel11_0099.xml 934 16,9899998 VNVNVGDAT  - - 1.01 1,2E-08 2 1596,89539 1596,896 -0,0005 -0,31310746
1 1622487|1614gel11_0099.xml 955 17,2900009 DVEVYIVGTG - - 1.01 0,00012 2 1628,78931 1628,79187 -0,0025 -1,53487992
1 1622487|1614gel11_0099.xml 976 17,6100006 SVDVSSATLN - - 1.01 1,4E-10 2 2011,03491 2011,03467 0,0003 0,14917694
1 1622487|1614gel11_0099.xml 1080 19,0400009 ALTTSYLNGT - - 1.01 0,0034 3 2831,33521 2831,34155 -0,0062 -2,18977475
1 1622487|1614gel11_0099.xml 1154 20,0599995 ITLNDVELSA  - - 1.01 4,5E-10 2 2386,19995 2386,20288 -0,0028 -1,17341232
1 1622487|1614gel11_0099.xml 1156 20,0799999 ITLNDVELSA  - - 1.01 0,021 3 2386,19971 2386,20288 -0,0032 -1,34104264

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2408989|2340gel12_0100.xml 574 11,3500004 VTHSTGINNMM10:+15.9949- - 1.01 3,9E-05 2 1463,70129 1463,69849 0,0028 1,91296232
1 2408989|2340gel12_0100.xml 724 13,2799997 DYDNNYGYA - - 1.01 0,00039 2 1222,50195 1222,50146 0,0005 0,40899751
1 2538583|2460gel12_0100.xml 729 13,3500004 SGLYATYNK  - - 1.02 0,013 2 1016,50604 1016,50519 0,0009 0,88538653
1 gel12_0100.xml 756 13,6800003 LCAQAYAYD C2:+57.0215 2 3 1.01 1.03 1,4E-05 2 1202,55017 1202,55151 -0,0012 -0,99787825
1 2408989|2340gel12_0100.xml 777 13,9799995 SGAGTSASP  - - 1.01 6,7E-07 2 1273,61023 1273,60632 0,0039 3,06217074
1 2408989|2340gel12_0100.xml 833 14,7600002 AVEVATYPAG - - 1.01 2E-06 2 1719,85413 1719,85522 -0,0011 -0,63958871
1 gel12_0100.xml 880 15,4300003 VTYVADITYD 3 3 1.01 1.02 1.03 6,3E-11 2 1779,88599 1779,8916 -0,0056 -3,14625883
1 2408989|2340gel12_0100.xml 906 15,8100004 LHSIASLAVY  - - 1.01 0,00045 2 1201,69324 1201,69446 -0,0011 -0,91537416
1 gel12_0100.xml 962 16,5900002 TPATITLEVYD 2 3 1.01 1.03 0,00026 3 2037,01294 2037,01392 -0,0009 -0,44182318
1 gel12_0100.xml 971 16,7199993 AQVTYTPAFG 2 3 1.01 1.02 3,3E-06 2 1660,82202 1660,82214 -1E-04 -0,06021114
1 gel12_0100.xml 1068 18,1900005 TIVMIDTFLAKM4:+15.9949 3 3 1.01 1.02 1.03 1,7E-05 2 1267,69934 1267,69714 0,0023 1,81431341
1 2142093|2111gel12_0100.xml 1128 19 FTASTLVLTY  - - 1.03 2,2E-05 2 1365,74109 1365,7417 -0,0006 -0,43932176
1 2408989|2340gel12_0100.xml 1133 19,0699997 TNTLYIVALED - - 1.01 1,7E-07 2 1634,9032 1634,90039 0,0029 1,77380836
1 2538583|2460gel12_0100.xml 1264 20,5699997 VTGYEVLAM M9:+15.9949 - - 1.02 0,0011 2 1380,75891 1380,75598 0,003 2,17272282
1 gel12_0100.xml 1266 20,6000004 ELVAELLFQG 2 3 1.01 1.02 0,00026 2 1487,84851 1487,84717 0,0013 0,87374562

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel02_0101.xml 372 10,1700001 MKAEAEANA M1:+15.9949 3 5 1.01 1.02 1.05 0,00043 2 1521,71838 1521,7218 -0,0033 -2,16859627
1 gel02_0101.xml 374 10,1999998 MKAEAEANA M1:+15.9949 3 5 1.01 1.02 1.05 0,031 3 1521,72083 1521,7218 -0,001 -0,65715039
1 gel02_0101.xml 578 13,1300001 IEASSGLSKE 3 5 1.01 1.02 1.05 0,0027 2 1519,78394 1519,7854 -0,0014 -0,92118269
1 2227130|2182gel02_0101.xml 614 13,6400003 HGDNVQDAD - - 1.02 2,6E-06 2 1602,70361 1602,70349 0,0002 0,12478914
1 gel02_0101.xml 629 13,8599997 APIEAALQK  2 5 1.01 1.02 0,017 2 940,546448 940,54657 -0,0002 -0,21264231
1 1624002|1616gel02_0101.xml 686 14,6599998 NDEGADLTQ M12:+15.9949- - 1.01 9,8E-09 2 1789,80115 1789,80249 -0,0013 -0,72633713
1 gel02_0101.xml 706 14,9499998 EAGQIAGLEV 4 5 1.01 1.02 1.03 0,0083 2 1114,61133 1114,61072 0,0007 0,62802196
1 2238055|2193gel02_0101.xml 773 15,9200001 LNQADSMIFSM7:+15.9949 - - 1.05 1,2E-08 2 1854,89368 1854,89063 0,0031 1,67125762
1 829997|82708gel02_0101.xml 784 16,0799999 IPAVQELVEK - - 1.04 0,033 2 1125,65063 1125,65186 -0,0011 -0,97721159
1 1624002|1616gel02_0101.xml 855 17,1100006 TTPSVVAFVD - - 1.01 0,00014 2 1434,72278 1434,72278 1E-04 0,06969988
1 gel02_0101.xml 867 17,2900009 IVNEPTAAAL  4 5 1.01 1.02 1.03 1,6E-08 2 1645,88232 1645,88 0,0024 1,45818663
1 gel02_0101.xml 887 17,6000004 SIGQFNLTGIA 3 5 1.01 1.02 1.05 1,5E-05 2 1444,79224 1444,79114 0,0012 0,83056992
1 1616897|1609gel02_0101.xml 916 18,0200005 TTPSIVAFVD  - - 1.03 0,00062 2 1448,73962 1448,7384 0,0013 0,89733249
1 gel02_0101.xml 930 18,2000008 AMSDAGLSNM2:+15.9949 2 5 1.03 1.04 2,8E-08 2 2309,09106 2309,09302 -0,0019 -0,8228339
1 gel02_0101.xml 946 18,4300003 LYTPQEISAMM10:+15.9949 2 5 1.01 1.03 0,0036 3 1650,87976 1650,87744 0,0023 1,39319849
1 gel02_0101.xml 1115 20,3700008 GVNPDEVVA  2 5 1.02 1.04 1,2E-10 2 2351,24463 2351,24561 -0,001 -0,4253065
1 gel02_0101.xml 1153 20,75 GVVLLDVTPLM12:+15.9949 3 5 1.01 1.03 1.04 3,5E-06 3 2362,25586 2362,26123 -0,0053 -2,243613
1 gel02_0101.xml 1228 21,5 TAEDYLGQEV 3 5 1.01 1.02 1.03 0,00015 3 2889,36426 2889,37891 -0,015 -5,19142723

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel03_0101.xml 368 10,1700001 MKAEAEANA M1:+15.9949 3 4 1.01 1.03 1.04 0,0014 2 1521,72266 1521,7218 0,0009 0,59143531
1 1624002|1616gel03_0101.xml 673 14,6499996 NDEGADLTQ M12:+15.9949- - 1.01 1,7E-09 2 1789,80444 1789,80249 0,002 1,11744177
1 gel03_0101.xml 695 14,9700003 EAGQIAGLEV 2 4 1.01 1.02 0,0062 2 1114,61072 1114,61072 1E-04 0,08971742
1 2238055|2193gel03_0101.xml 764 15,9700003 LNQADSMIFSM7:+15.9949 - - 1.04 8E-07 2 1854,88916 1854,89063 -0,0014 -0,75476146
1 829997|82708gel03_0101.xml 772 16,0799999 IPAVQELVEK - - 1.02 0,00017 2 1125,65137 1125,65186 -0,0004 -0,35534963
1 1624002|1616gel03_0101.xml 840 17,1000004 TTPSVVAFVD - - 1.01 9,6E-05 2 1434,72009 1434,72278 -0,0026 -1,81219685
1 1190567|1185gel03_0101.xml 850 17,2399998 LNQADSVIFQ - - 1.03 4E-07 2 1847,95251 1847,9502 0,0024 1,29873633
1 gel03_0101.xml 853 17,2900009 IVNEPTAAAL  2 4 1.01 1.02 1,4E-08 2 1645,88013 1645,88 0,0002 0,12151554
1 gel03_0101.xml 870 17,5499992 SIGQFNLTGIA 2 4 1.01 1.04 6,5E-05 2 1444,7915 1444,79114 0,0004 0,2768566
1 829997|82708gel03_0101.xml 911 18,1599998 AMSDAGLSNM2:+15.9949 - - 1.02 6,8E-09 2 2309,08398 2309,09302 -0,0089 -3,8543272
1 1624002|1616gel03_0101.xml 941 18,6000004 LYTPQEISAMM10:+15.9949- - 1.01 2,3E-05 2 1650,87939 1650,87744 0,0019 1,15090311
1 1624002|1616gel03_0101.xml 944 18,6499996 LYTPQEISAMM10:+15.9949- - 1.01 0,003 3 1650,87903 1650,87744 0,0015 0,90860772
1 829997|82708gel03_0101.xml 1072 20,3199997 GVNPDEVVA  - - 1.02 8E-05 3 2351,24658 2351,24561 0,001 0,4253065
1 829997|82708gel03_0101.xml 1074 20,3500004 GVNPDEVVA  - - 1.02 4E-12 2 2351,24341 2351,24561 -0,0023 -0,97820497
1 gel03_0101.xml 1112 20,7000008 GVVLLDVTPLM12:+15.9949 3 4 1.01 1.02 1.03 1,4E-06 3 2362,25928 2362,26123 -0,0018 -0,76198179
1 gel03_0101.xml 1114 20,7299995 GVVLLDVTPLM12:+15.9949 3 4 1.01 1.02 1.03 1,1E-12 2 2362,25537 2362,26123 -0,0058 -2,45527458
1 1624002|1616gel03_0101.xml 1200 21,5599995 TAEDYLGQEV - - 1.01 9,4E-05 3 2889,37305 2889,37939 -0,0062 -2,14578938

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P55259|GPgel01_0103.xml 371 15,0299997 NCYATPTEDKC2:+57.0215 - - 1.01 0,015 2 1198,50488 1198,50488 0 0
1 sp|P55259|GPgel01_0103.xml 388 15,2799997 DSTIHVEENG - - 1.01 1,3E-08 2 1774,7843 1774,7843 1E-04 0,05634487
1 sp|P55259|GPgel01_0103.xml 614 18,3899994 SLQPQLDCG C8:+57.0215 - - 1.01 3E-05 2 1270,61853 1270,62134 -0,0027 -2,12494469
1 sp|P55259|GPgel01_0103.xml 818 21,1599998 NWVSVTSPVC14:+57.0215- - 1.01 1,3E-11 2 1661,80334 1661,80676 -0,0034 -2,04596591
1 sp|P55259|GPgel01_0103.xml 1141 25,5799999 DTILNINFQCAC10:+57.0215- - 1.01 8,1E-09 2 2071,98413 2071,98315 0,001 0,48262945
1 sp|P55259|GPgel01_0103.xml 1169 25,9500008 NTLSLVNDFI  - - 1.01 0,0007 2 1404,78516 1404,78503 0,0002 0,14237054
1 sp|P55259|GPgel01_0103.xml 1413 29,0799999 CLLGGLGLGEC1:+57.0215 - - 1.01 1,3E-08 2 1832,99353 1832,99426 -0,0007 -0,38188881

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P55259|GPgel03_0103.xml 699 14,6899996 NCYATPTEDKC2:+57.0215 - - 1.01 0,037 2 1198,50476 1198,50488 -1E-04 -0,08343729
1 sp|P55259|GPgel03_0103.xml 709 14,8400002 DSTIHVEENG - - 1.01 4E-09 2 1774,78223 1774,7843 -0,002 -1,12689757
1 sp|P55259|GPgel03_0103.xml 857 17,1299992 VGAILEQGDT - - 1.01 0,00042 2 1245,64185 1245,6438 -0,0019 -1,52531576
1 sp|P55259|GPgel03_0103.xml 1207 22,4300003 NTLSLVNDFI  - - 1.01 0,00024 2 1404,78223 1404,78503 -0,0027 -1,92200243

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P55259|GPgel09_0103.xml 723 14,4499998 NCYATPTEDKC2:+57.0215 - - 1.01 0,02 2 1198,50488 1198,50488 0 0
1 sp|P55259|GPgel09_0103.xml 733 14,6000004 DSTIHVEENG - - 1.01 5,1E-07 2 1774,78113 1774,7843 -0,0031 -1,74669123
1 sp|P55259|GPgel09_0103.xml 848 16,3600006 NCYATPTEDKC2:+57.0215 - - 1.01 1E-06 2 1724,81287 1724,81641 -0,0035 -2,02920151
1 sp|P55259|GPgel09_0103.xml 1043 19,1399994 NWVSVTSPVC14:+57.0215- - 1.01 3E-12 2 1661,80212 1661,80676 -0,0047 -2,82824707
1 sp|P55259|GPgel09_0103.xml 1241 22,1399994 DTILNINFQCAC10:+57.0215- - 1.01 1,6E-08 2 2071,97681 2071,98315 -0,0063 -3,04056525
1 sp|P55259|GPgel09_0103.xml 1259 22,3999996 NTLSLVNDFI  - - 1.01 0,00043 2 1404,78418 1404,78503 -0,0007 -0,49829686

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P55259|GPgel10_0103.xml 552 14,2299995 NCYATPTEDKC2:+57.0215 - - 1.01 0,0095 2 1198,50244 1198,50488 -0,0024 -2,00249505
1 sp|P55259|GPgel10_0103.xml 564 14,4200001 DSTIHVEENG - - 1.01 5,5E-07 2 1774,77856 1774,7843 -0,0056 -3,15531301
1 sp|P55259|GPgel10_0103.xml 1073 22,1200008 DTILNINFQCAC10:+57.0215- - 1.01 0,00022 2 2071,98413 2071,98315 0,001 0,48262945
1 sp|P55259|GPgel10_0103.xml 1090 22,3600006 NTLSLVNDFI  - - 1.01 0,00019 2 1404,7865 1404,78503 0,0016 1,1389643

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P55259|GPgel11_0103.xml 666 14,5200005 NCYATPTEDKC2:+57.0215 - - 1.01 0,003 2 1198,50488 1198,50488 0 0
1 sp|P55259|GPgel11_0103.xml 677 14,6800003 DSTIHVEENG - - 1.01 3,2E-09 2 1774,78333 1774,7843 -0,0009 -0,50710392
1 sp|P55259|GPgel11_0103.xml 842 16,9599991 VGAILEQGDT - - 1.01 0,00022 2 1245,64392 1245,6438 0,0002 0,16055954
1 sp|P55259|GPgel11_0103.xml 850 17,0799999 SLQPQLDCG C8:+57.0215 - - 1.01 0,0016 2 1270,62146 1270,62134 0,0002 0,15740331
1 sp|P55259|GPgel11_0103.xml 1000 19,25 NWVSVTSPVC14:+57.0215- - 1.01 5E-12 2 1661,81104 1661,80676 0,0042 2,5273695
1 sp|P55259|GPgel11_0103.xml 1205 22,2099991 DTILNINFQCAC10:+57.0215- - 1.01 8,8E-09 2 2071,9812 2071,98315 -0,0019 -0,91699588
1 sp|P55259|GPgel11_0103.xml 1219 22,4099998 NTLSLVNDFI  - - 1.01 0,00014 2 1404,78345 1404,78503 -0,0015 -1,06777906
1 sp|P55259|GPgel11_0103.xml 1240 22,6900005 CLLGGLGLGEC1:+57.0215 - - 1.01 3,9E-09 2 1832,995 1832,99426 0,0007 0,38188881
1 sp|P55259|GPgel11_0103.xml 1271 23,1000004 CLLGGLGLGEC1:+57.0215 -- - 1.01 2,3E-07 2 1815,97083 1815,96777 0,0031 1,70707881
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peptides

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P55259|GPgel12_0103.xml 671 14,5100002 NCYATPTEDKC2:+57.0215 - - 1.01 0,0022 2 1198,50122 1198,50488 -0,0036 -3,00374246
1 sp|P55259|GPgel12_0103.xml 686 14,71 DSTIHVEENG - - 1.01 6,6E-10 2 1774,78345 1774,7843 -0,0008 -0,45075899
1 sp|P55259|GPgel12_0103.xml 917 18 FQCAYPLDM C3:+57.0215 -- - 1.01 0,01 2 1288,57434 1288,57056 0,0039 3,02660942
1 sp|P55259|GPgel12_0103.xml 1008 19,3199997 NWVSVTSPVC14:+57.0215- - 1.01 6,2E-12 2 1661,80798 1661,80676 0,0012 0,72210568
1 sp|P55259|GPgel12_0103.xml 1200 22,2600002 DTILNINFQCAC10:+57.0215- - 1.01 4,4E-08 2 2071,98193 2071,98315 -0,0012 -0,57915533
1 sp|P55259|GPgel12_0103.xml 1212 22,4200001 NTLSLVNDFI  - - 1.01 0,0028 2 1404,78149 1404,78503 -0,0034 -2,42029905
1 sp|P55259|GPgel12_0103.xml 1233 22,6900005 CLLGGLGLGEC1:+57.0215 - - 1.01 5,5E-09 2 1832,99231 1832,99426 -0,0019 -1,03655529
1 sp|P55259|GPgel12_0103.xml 1265 23,1200008 CLLGGLGLGEC1:+57.0215 -- - 1.01 1,5E-06 2 1815,96472 1815,96777 -0,003 -1,65201175

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1811534|1803gel08_0104.xml 464 11,6999998 MVVQHNLTA M1:+15.9949 - - 1.02 3,1E-06 2 1646,77136 1646,77417 -0,0027 -1,63956904
1 1811534|1803gel08_0104.xml 465 11,7200003 MVVQHNLTA M1:+15.9949 - - 1.02 0,00024 3 1646,77185 1646,77417 -0,0023 -1,39666998
1 830695|82778gel08_0104.xml 512 12,4499998 SALGAVQNR  - - 1.03 0,017 2 915,50061 915,501099 -0,0005 -0,54614902
1 847592|84455gel08_0104.xml 520 12,5600004 LVGSAADNY  - - 1.01 0,0089 2 1037,52698 1037,52661 0,0004 0,38553226
1 847592|84455gel08_0104.xml 609 13,8500004 YYDKDGNGIP - - 1.01 5,7E-08 2 1752,85254 1752,85559 -0,003 -1,7114929
1 gel08_0104.xml 626 14,1000004 AADDAAGLS  2 3 1.02 1.03 4,3E-06 2 1247,61072 1247,61182 -0,001 -0,80153143
1 gel08_0104.xml 666 14,6400003 AADDAAGLS  2 3 1.02 1.03 0,00023 2 1247,60498 1247,61182 -0,0068 -5,4504137
1 847592|84455gel08_0104.xml 672 14,7200003 AGAVVTDATS - - 1.01 6E-06 2 1391,74084 1391,73816 0,0028 2,01187253
1 847592|84455gel08_0104.xml 693 15,0299997 VTDSSMEDQM6:+15.9949 - - 1.01 7E-08 2 1765,8269 1765,82776 -0,0007 -0,39641464
1 847592|84455gel08_0104.xml 718 15,3999996 YFTASVGADG - - 1.01 1,3E-10 2 1695,83496 1695,83411 0,0009 0,53071225
1 847592|84455gel08_0104.xml 757 15,9899998 AITFSTITGAQ - - 1.01 1,1E-08 2 1537,78589 1537,78613 -0,0002 -0,13005708
1 847592|84455gel08_0104.xml 846 17,3099995 VEFGTVTDSSM11:+15.9949- - 1.01 2,7E-11 2 2299,06958 2299,07642 -0,0066 -2,870718
1 gel08_0104.xml 1050 19,9799995 SYIQNEIDQLT 3 3 1.01 1.02 1.03 4E-07 2 1937,94055 1937,94556 -0,0049 -2,52845073
1 847592|84455gel08_0104.xml 1083 20,2999992 VYDAVGNEV  - - 1.01 2,8E-09 3 2745,40332 2745,39453 0,0088 3,20536804
1 1811534|1803gel08_0104.xml 1091 20,3899994 GLTQASSNAQM29:+15.9949- - 1.02 3,3E-11 3 3318,58887 3318,58716 0,0018 0,54239953

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1811534|1803gel10_0104.xml 624 11,75 MVVQHNLTA M1:+15.9949 - - 2.02 6,5E-05 2 1646,77344 1646,77417 -0,0007 -0,42507344
1 830695|82778gel10_0104.xml 679 12,4399996 SALGAVQNR  - - 2.03 0,0076 2 915,501587 915,501099 0,0005 0,54614902
1 gel10_0104.xml 807 14,1499996 AADDAAGLS  2 3 2.02 2.03 3,9E-07 2 1247,61243 1247,61182 0,0007 0,56107193
1 847592|84455gel10_0104.xml 875 15,1000004 VTDSSMEDQM6:+15.9949 - - 2.01 1E-06 2 1765,81995 1765,82776 -0,0077 -4,36056089
1 847592|84455gel10_0104.xml 908 15,5200005 YFTASVGADG - - 2.01 1,1E-07 2 1695,83252 1695,83411 -0,0015 -0,88452047
1 847592|84455gel10_0104.xml 955 16,1100006 AITFSTITGAQ - - 2.01 6,7E-07 2 1537,78735 1537,78613 0,0013 0,84537113
1 gel10_0104.xml 1244 20,1000004 SYIQNEIDQLT 3 3 2.01 2.02 2.03 1,7E-06 2 1937,9447 1937,94556 -0,0008 -0,41280827

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel12_0104.xml 605 11,2399998 DTDMATEMVM4:+15.9949 2 4 2.03 2.04 3E-05 2 1172,47876 1172,48145 -0,0026 -2,21751904
1 1811534|1803gel12_0104.xml 638 11,71 MVVQHNLTA M1:+15.9949 - - 2.02 0,0014 3 1646,77197 1646,77417 -0,0021 -1,27522039
1 1811534|1803gel12_0104.xml 639 11,7299995 MVVQHNLTA M1:+15.9949 - - 2.02 4,9E-06 2 1646,76794 1646,77417 -0,0062 -3,76493645
1 1099833|1095gel12_0104.xml 689 12,4399996 SALGAVQNR  - - 2.03 0,014 2 915,500305 915,501099 -0,0008 -0,87383837
1 847592|84455gel12_0104.xml 697 12,5500002 LVGSAADNY  - - 2.01 0,02 2 1037,52625 1037,52661 -0,0003 -0,28914922
1 847592|84455gel12_0104.xml 795 13,9499998 YYDKDGNGIP - - 2.01 2,5E-09 2 1752,85303 1752,85559 -0,0025 -1,42624414
1 1811534|1803gel12_0104.xml 808 14,1300001 AADDAAGLS  - - 2.02 6,7E-07 2 1247,61133 1247,61182 -0,0004 -0,32061255
1 1811534|1803gel12_0104.xml 846 14,6499996 AADDAAGLS  - - 2.02 1,6E-07 2 1247,61218 1247,61182 0,0004 0,32061255
1 847592|84455gel12_0104.xml 849 14,6899996 AGAVVTDATS - - 2.01 1,9E-07 2 1391,73877 1391,73816 0,0007 0,50296813
1 847592|84455gel12_0104.xml 873 15,0299997 VTDSSMEDQM6:+15.9949 - - 2.01 4,9E-10 2 1765,82751 1765,82776 -1E-04 -0,05663066
1 847592|84455gel12_0104.xml 903 15,4700003 YFTASVGADG - - 2.01 3,5E-12 2 1695,83374 1695,83411 -0,0003 -0,17690411
1 gel12_0104.xml 936 15,9499998 FNETYLLK  3 4 2.01 2.03 2.04 0,024 2 1027,54553 1027,54626 -0,0007 -0,68123448
1 847592|84455gel12_0104.xml 943 16,0499992 AITFSTITGAQ - - 2.01 2,2E-09 2 1537,78638 1537,78613 0,0003 0,19508566
1 gel12_0104.xml 980 16,6000004 LTLHVGADATM22:+15.9949 2 4 2.01 2.02 0,0035 3 2586,27173 2586,28296 -0,012 -4,63986349
1 gel12_0104.xml 1224 20,0499992 SYIQNEIDQLT 3 4 2.01 2.02 2.03 2,4E-07 2 1937,9436 1937,94556 -0,0019 -0,9804197
1 gel12_0104.xml 1230 20,1499996 SYIQNEIDQLT 3 4 2.01 2.02 2.03 0,00099 3 1937,94983 1937,94556 0,0043 2,21884465
1 1811534|1803gel12_0104.xml 1236 20,2299995 GLTQASSNAQM29:+15.9949- - 2.02 3,7E-13 3 3318,58765 3318,58716 0,0007 0,21093312
1 847592|84455gel12_0104.xml 1248 20,3700008 VYDAVGNEV  - - 2.01 3,5E-10 3 2745,39893 2745,39453 0,0044 1,60268402
1 229688|22879gel12_0104.xml 1294 20,8600006 YSNNNILAQAM14:+15.9949- - 2.04 4,2E-08 3 3191,573 3191,57544 -0,0024 -0,75197977

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 713314|71095gel01_0105.xml 437 15,9099998 GGHSGLEINE - - 1.01 6,1E-08 2 1225,59216 1225,59241 -0,0002 -0,16318639
1 713314|71095gel01_0105.xml 508 16,8799992 VILQAHMDMVM7:+15.9949 - - 1.01 4,5E-07 2 1541,7843 1541,78186 0,0025 1,62150049
1 713314|71095gel01_0105.xml 546 17,3899994 AQFGTEPAV  - - 1.01 0,0079 2 1047,54663 1047,54736 -0,0007 -0,66822755
1 713314|71095gel01_0105.xml 548 17,4099998 SGLEINEGR  - - 1.01 0,034 2 974,490173 974,490601 -0,0004 -0,41047084
1 713314|71095gel01_0105.xml 716 19,6399994 HFYSLTQVPR - - 1.01 2,4E-06 2 1247,65039 1247,65356 -0,0031 -2,4846642
1 713314|71095gel01_0105.xml 770 20,3700008 EVETDPADIA - - 1.01 1,2E-05 2 1300,66309 1300,66345 -0,0004 -0,30753535
1 713314|71095gel01_0105.xml 806 20,8600006 HFYSLTQVPR - - 1.01 0,012 2 1892,9978 1893,0022 -0,0043 -2,27152419
1 713314|71095gel01_0105.xml 815 20,9899998 VELPAMMVP M6:+15.9949 - - 1.01 0,0019 2 1503,74438 1503,74365 0,0007 0,46550485
1 713314|71095gel01_0105.xml 820 21,0499992 VELPAMMVP M6:+15.9949 - - 1.01 0,028 2 1133,52112 1133,52209 -0,001 -0,88220602
1 713314|71095gel01_0105.xml 865 21,6499996 TVETSSNLAIV - - 1.01 2,9E-08 2 1632,88086 1632,88074 0,0002 0,12248292
1 713314|71095gel01_0105.xml 916 22,3299999 KVQEFLLNFG - - 1.01 1,4E-05 2 1322,74658 1322,74707 -0,0005 -0,37800124
1 713314|71095gel01_0105.xml 932 22,5400009 GTTLGADDG M10:+15.9949- - 1.01 2,5E-12 2 2214,98193 2214,99292 -0,011 -4,96615553
1 713314|71095gel01_0105.xml 978 23,2000008 SVGVESFQD  - - 1.01 8,1E-10 2 1883,91199 1883,91382 -0,0018 -0,95545775
1 713314|71095gel01_0105.xml 1031 23,8899994 VQEFLLNFGK - - 1.01 0,00012 2 1194,65247 1194,65222 0,0004 0,33482549
1 713314|71095gel01_0105.xml 1137 25,2800007 MIPTIPDTVETM1:+15.9949 - - 1.01 7,2E-13 2 2416,26514 2416,2644 0,0008 0,33108959
1 713314|71095gel01_0105.xml 1208 26,2299995 FYDFVVATLE - - 1.01 5,6E-08 2 1871,9408 1871,94299 -0,0021 -1,12182891
1 713314|71095gel01_0105.xml 1212 26,2800007 FYDFVVATLE - - 1.01 2,4E-06 2 1742,89746 1742,90039 -0,0029 -1,6638931

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 377760|37653gel09_0105.xml 778 15,2799997 GGHSGLEINE - - 1.01 2,1E-08 2 1225,59155 1225,59241 -0,0008 -0,65274554
1 377760|37653gel09_0105.xml 818 15,8699999 VILQAHMDMVM7:+15.9949 - - 1.01 0,031 2 1541,78577 1541,78186 0,004 2,59440088
1 377760|37653gel09_0105.xml 988 18,2399998 HFYSLTQVPR - - 1.01 2,1E-05 2 1247,65381 1247,65356 0,0003 0,24045138
1 377760|37653gel09_0105.xml 1024 18,7700005 EVETDPADIA - - 1.01 0,0017 2 1300,66064 1300,66345 -0,0028 -2,15274739

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 377760|37653gel10_0105.xml 650 15,2399998 GGHSGLEINE - - 1.01 3,9E-07 2 1225,5918 1225,59241 -0,0006 -0,48955917
1 377760|37653gel10_0105.xml 688 15,8100004 VILQAHMDMVM7:+15.9949 - - 1.01 8,3E-05 2 1541,77893 1541,78186 -0,0029 -1,88094056
1 377760|37653gel10_0105.xml 859 18,25 HFYSLTQVPR - - 1.01 2,9E-06 2 1247,65381 1247,65356 0,0003 0,24045138
1 377760|37653gel10_0105.xml 884 18,6399994 EVETDPADIA - - 1.01 6,4E-05 2 1300,66321 1300,66345 -0,0003 -0,23065153
1 377760|37653gel10_0105.xml 1004 20,4500008 KVQEFLLNFG - - 1.01 3,5E-05 2 1322,74988 1322,74707 0,0028 2,11680675
1 377760|37653gel10_0105.xml 1078 21,6200008 STILSLAPQN  - - 1.01 0,041 2 1456,8158 1456,81628 -0,0004 -0,27457133
1 377760|37653gel10_0105.xml 1109 22,1100006 MIPTIPDTVETM1:+15.9949 - - 1.01 0,0041 3 2416,25635 2416,2644 -0,0081 -3,35228229

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 713314|71095gel11_0105.xml 743 15,6000004 GGHSGLEINE - - 1.01 2,5E-07 2 1225,59045 1225,59241 -0,0019 -1,5502708
1 713314|71095gel11_0105.xml 782 16,1499996 VILQAHMDMVM7:+15.9949 - - 1.01 1,6E-06 2 1541,77698 1541,78186 -0,0048 -3,11328101
1 713314|71095gel11_0105.xml 999 19,2700005 VELPAMMVP M6:+15.9949 - - 1.01 0,0004 2 1503,74939 1503,74365 0,0057 3,79053974
1 713314|71095gel11_0105.xml 1148 21,4699993 VQEFLLNFGK - - 1.01 0,0019 2 1194,65271 1194,65222 0,0006 0,50223827

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 713314|71095gel12_0105.xml 749 15,5200005 GGHSGLEINE - - 1.01 2E-08 2 1225,59216 1225,59241 -0,0002 -0,16318639
1 713314|71095gel12_0105.xml 794 16,1399994 VILQAHMDMVM7:+15.9949 - - 1.01 2,1E-05 2 1541,77783 1541,78186 -0,004 -2,59440088
1 713314|71095gel12_0105.xml 963 18,4400005 HFYSLTQVPR - - 1.01 8E-06 2 1247,65112 1247,65356 -0,0024 -1,92361104
1 713314|71095gel12_0105.xml 988 18,7900009 EVETDPADIA - - 1.01 0,0071 2 1300,66272 1300,66345 -0,0007 -0,53818685
1 713314|71095gel12_0105.xml 1024 19,2700005 VELPAMMVP M6:+15.9949 - - 1.01 7,9E-05 2 1503,74829 1503,74365 0,0046 3,05903196
1 713314|71095gel12_0105.xml 1121 20,5900002 KVQEFLLNFG - - 1.01 0,00051 2 1322,74255 1322,74707 -0,0045 -3,40201092
1 713314|71095gel12_0105.xml 1139 20,8500004 SVGVESFQD  - - 1.01 3,8E-08 2 1883,91565 1883,91382 0,0019 1,00853872
1 713314|71095gel12_0105.xml 1180 21,4200001 VQEFLLNFGK - - 1.01 0,0013 2 1194,6532 1194,65222 0,0011 0,92077005
1 713314|71095gel12_0105.xml 1236 22,1900005 MIPTIPDTVETM1:+15.9949 - - 1.01 0,0058 3 2416,25562 2416,2644 -0,0089 -3,68337178

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel01_0108.xml 360 15,0299997 DCLADTGMDC2:+57.0215 - 2 2 1.01 1.02 1E-04 2 1255,49475 1255,49329 0,0015 1,19474947
1 707721|70537gel01_0108.xml 388 15,4499998 VIHAGYDYGH - - 1.01 6,8E-08 2 1483,66846 1483,67175 -0,0032 -2,15681124
1 707721|70537gel01_0108.xml 420 15,8900003 GGPSTGLPT  - - 1.01 0,0038 2 914,496826 914,494629 0,0022 2,40570045
1 707721|70537gel01_0108.xml 427 15,9799995 KPQIAEANIK  - - 1.01 0,0038 2 1111,64771 1111,64746 0,0003 0,26986974
1 707721|70537gel01_0108.xml 438 16,1399994 DSDTGAISTE - - 1.01 1,4E-06 2 1472,61182 1472,61401 -0,0021 -1,42603552
1 2363513|2300gel01_0108.xml 457 16,3999996 KPEIAEANIK  - - 1.02 0,00041 2 1112,63159 1112,63135 0,0002 0,17975405
1 707721|70537gel01_0108.xml 460 16,4500008 VIHAGYDYGH - - 1.01 2,6E-06 2 1131,52441 1131,52222 0,0023 2,03266025
1 707721|70537gel01_0108.xml 506 17,0900002 TSTSGPGVC C9:+57.0215 - - 1.01 0,0017 2 1106,55115 1106,55151 -0,0003 -0,27111256
1 707721|70537gel01_0108.xml 517 17,25 DSDTGAISTEC18:+57.0215- - 1.01 3,1E-05 2 2162,90015 2162,9082 -0,0079 -3,65248966
1 707721|70537gel01_0108.xml 529 17,4200001 AATSTSGPGVC11:+57.0215- - 1.01 0,0024 2 1248,62 1248,62573 -0,0056 -4,48493052
1 gel01_0108.xml 537 17,5200005 FSGDSGDGMM9:+15.9949 2 2 1.01 1.02 1,9E-08 2 1371,54919 1371,54858 0,0007 0,51037198
1 707721|70537gel01_0108.xml 616 18,6299992 ELDQVVVR  - - 1.01 0,047 2 957,538635 957,536804 0,0018 1,87982321
1 707721|70537gel01_0108.xml 626 18,7600002 IPVPDVK  - - 1.01 0,018 2 767,467285 767,466614 0,0007 0,91209179
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peptides

1 gel01_0108.xml 716 19,9799995 QDVIAAPISQ M11:+15.9949 2 2 1.01 1.02 0,00015 2 1415,75659 1415,75671 -1E-04 -0,07063361
1 gel01_0108.xml 736 20,2700005 CDVLVAMNA C1:+57.0215 - 2 2 1.01 1.02 5E-05 2 1391,70215 1391,70251 -0,0004 -0,28741774
1 gel01_0108.xml 789 21,0300007 APQGSLTGV  2 2 1.01 1.02 7,8E-12 2 1484,74829 1484,74963 -0,0013 -0,87556851
1 707721|70537gel01_0108.xml 812 21,3700008 ATAYGLIAAA  - - 1.01 4,9E-07 2 1178,64197 1178,64197 0 0
1 2363513|2300gel01_0108.xml 820 21,5 ATAYGFIAAA - - 1.02 0,0038 2 1212,62634 1212,62634 1E-04 0,08246563
1 707721|70537gel01_0108.xml 829 21,6100006 MKVDGFVPYM1:+15.9949 - - 1.01 0,00014 2 1816,89612 1816,89429 0,0019 1,04574049
1 gel01_0108.xml 895 22,5499992 QDVIAAPISQ M11:+15.9949 2 2 1.01 1.02 0,01 2 1398,72925 1398,7301 -0,0009 -0,64344078
1 707721|70537gel01_0108.xml 965 23,6000004 ISATVGNDIST - - 1.01 2,8E-10 2 2152,05469 2152,05615 -0,0014 -0,65054065
1 707721|70537gel01_0108.xml 973 23,7199993 FSGDSGDGMM9:+15.9949 - - 1.01 0,0024 2 1832,77344 1832,776 -0,0025 -1,3640511
1 707721|70537gel01_0108.xml 984 23,8799992 DLAVAENFLR - - 1.01 0,00088 2 1147,61218 1147,61096 0,0012 1,0456506
1 707721|70537gel01_0108.xml 1011 24,2800007 VVVAEQNLG  - - 1.01 1,7E-08 2 1763,94202 1763,94434 -0,0023 -1,30389607
1 2363513|2300gel01_0108.xml 1071 25,1299992 DLTIAEEFIR  - - 1.02 0,004 2 1206,63831 1206,63684 0,0014 1,16024971
1 707721|70537gel01_0108.xml 1228 27,2000008 SEQTDLLQAL - - 1.01 0,00019 2 1477,76575 1477,76501 0,0008 0,54135799
1 707721|70537gel01_0108.xml 1337 28,5900002 VVSELVDAFT - - 1.01 8,5E-06 2 1676,91272 1676,91101 0,0018 1,07340229
1 707721|70537gel01_0108.xml 1355 28,8099995 SEAMNLAVITM4:+15.9949 - - 1.01 8,7E-11 2 2325,2832 2325,28516 -0,0018 -0,77409858
1 707721|70537gel01_0108.xml 1512 30,8700008 GQPFVVSELV - - 1.01 2,5E-09 2 2106,11304 2106,1123 0,0009 0,42732763

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 707721|70537gel02_0108.xml 519 12,1000004 DCLADTGMDC2:+57.0215 -- - 2.01 0,00091 2 1255,4917 1255,49329 -0,0016 -1,2743994
1 707721|70537gel02_0108.xml 808 16,1800003 ATAYGLIAAA  - - 2.01 0,023 2 1178,64783 1178,64197 0,0059 5,00576115

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 707721|70537gel03_0108.xml 795 15,5900002 KPQIAEANIK  - - 1.01 0,0018 2 1111,64685 1111,64746 -0,0005 -0,44978291
1 707721|70537gel03_0108.xml 908 17,2299995 TDNPIEEMGI M8:+15.9949 - - 1.01 0,0023 2 1262,59497 1262,59375 0,0013 1,02962661

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2363513|2300gel07_0108.xml 618 11,96 YMDITGNK M2:+15.9949 - - 1.01 0,013 2 957,433167 957,434998 -0,0019 -1,98446906
1 gel07_0108.xml 624 12,04 DCLADTGMDC2:+57.0215 - 2 2 1.01 1.02 0,0013 2 1255,4834 1255,49329 -0,0099 -7,88534641
1 707721|70537gel07_0108.xml 660 12,5200005 GGPSTGLPT  - - 1.02 0,0022 2 914,495239 914,494629 0,0006 0,65610009
1 2363513|2300gel07_0108.xml 679 12,7799997 GGPATGLPT  - - 1.01 0,031 2 898,498596 898,499695 -0,0011 -1,22426307
1 2363513|2300gel07_0108.xml 680 12,79 AGYDYGHNT - - 1.01 0,00059 3 1979,85645 1979,86353 -0,0071 -3,58610582
1 2363513|2300gel07_0108.xml 685 12,8599997 KPEIAEANIK  - - 1.01 0,001 2 1112,6333 1112,63135 0,0019 1,70766366
1 2363513|2300gel07_0108.xml 710 13,1999998 TGAISTDPENM14:+15.9949- - 1.01 0,0043 3 1773,80652 1773,80762 -0,0011 -0,62013489
1 2363513|2300gel07_0108.xml 713 13,25 TGAISTDPENM14:+15.9949- - 1.01 7,3E-06 2 1773,80591 1773,80762 -0,0017 -0,9583903
1 gel07_0108.xml 787 14,21 TDNPIEEMGI M8:+15.9949 2 2 1.01 1.02 2,5E-06 2 1262,59314 1262,59375 -0,0005 -0,39601022
1 707721|70537gel07_0108.xml 808 14,5 IPVPDVK  - - 1.02 0,0017 2 767,465759 767,466614 -0,0008 -1,04239058
1 gel07_0108.xml 887 15,4700003 QDVIAAPISQ M11:+15.9949 2 2 1.01 1.02 0,00061 2 1415,75586 1415,75671 -0,0008 -0,56506884
1 gel07_0108.xml 889 15,5 QDVIAAPISQ M11:+15.9949 2 2 1.01 1.02 0,00077 3 1415,75464 1415,75671 -0,0021 -1,48330557
1 gel07_0108.xml 901 15,6700001 CDVLVAMNA C1:+57.0215 - 2 2 1.01 1.02 6,6E-05 2 1391,70154 1391,70251 -0,001 -0,71854442
1 2363513|2300gel07_0108.xml 918 15,9200001 VYTPGDKCD C8:+57.0215 -- - 1.01 0,015 3 2152,0708 2152,07813 -0,0073 -3,39207029
1 gel07_0108.xml 939 16,1800003 APQGSLTGV  2 2 1.01 1.02 2,7E-06 2 1484,75781 1484,74963 0,0082 5,52281666
1 2363513|2300gel07_0108.xml 952 16,3500004 APQGSLTGV  - - 1.01 1E-07 3 1968,02905 1968,03015 -0,0011 -0,55893451
1 707721|70537gel07_0108.xml 955 16,3999996 ATAYGLIAAA  - - 1.02 1,5E-07 2 1178,64087 1178,64197 -0,0011 -0,93327749
1 2363513|2300gel07_0108.xml 956 16,4099998 APQGSLTGV  - - 1.01 3,5E-05 2 1968,02979 1968,03015 -0,0003 -0,1524367
1 2363513|2300gel07_0108.xml 959 16,4599991 ATAYGFIAAA - - 1.01 5,8E-05 2 1212,62756 1212,62634 0,0013 1,07205319
1 707721|70537gel07_0108.xml 960 16,4699993 APQGSLTGV  - - 1.02 6,3E-08 3 1911,00745 1911,00867 -0,0012 -0,62794065
1 707721|70537gel07_0108.xml 961 16,4899998 VFTPGDKCD C8:+57.0215 -- - 1.02 0,004 3 2136,07837 2136,08325 -0,0048 -2,24710345
1 2363513|2300gel07_0108.xml 963 16,5200005 VVVAEQNMGM8:+15.9949 - - 1.01 1,2E-11 2 1797,89331 1797,89575 -0,0023 -1,27927327
1 2363513|2300gel07_0108.xml 967 16,5799999 VVVAEQNMGM8:+15.9949 - - 1.01 2,3E-07 3 1797,89063 1797,89575 -0,0051 -2,83664966
1 2363513|2300gel07_0108.xml 975 16,6900005 MKVDGFVPYM1:+15.9949 - - 1.01 0,00039 3 1815,90906 1815,91016 -0,0011 -0,60575682
1 2363513|2300gel07_0108.xml 976 16,7099991 MKVDGFVPYM1:+15.9949 - - 1.01 3,1E-05 2 1815,90649 1815,91016 -0,0037 -2,03754568
1 707721|70537gel07_0108.xml 989 16,9099998 MKVDGFVPYM1:+15.9949 - - 1.02 1,4E-05 3 1816,89661 1816,89429 0,0023 1,26589644
1 707721|70537gel07_0108.xml 991 16,9400005 MKVDGFVPYM1:+15.9949 - - 1.02 2,4E-06 2 1816,89917 1816,89429 0,005 2,7519486
1 707721|70537gel07_0108.xml 1003 17,1200008 STACIIIDTDCC4:+57.0215 -- - 1.02 4E-05 2 1671,77722 1671,77209 0,0052 3,11047196
1 2363513|2300gel07_0108.xml 1036 17,6000004 STACIIIDTDA C4:+57.0215 - - 1.01 1,1E-07 2 1582,7782 1582,77856 -0,0003 -0,1895401
1 2363513|2300gel07_0108.xml 1038 17,6299992 VDGFVPYQF  - - 1.01 0,0042 2 1540,77856 1540,77991 -0,0013 -0,84372854
1 707721|70537gel07_0108.xml 1107 18,6800003 DLAVAENFLR - - 1.02 0,00087 2 1147,60999 1147,61096 -0,001 -0,87137544
1 707721|70537gel07_0108.xml 1108 18,6900005 VVVAEQNLG  - - 1.02 2,3E-06 3 1763,94507 1763,94434 0,0007 0,39683792
1 2363513|2300gel07_0108.xml 1178 19,6200008 DLTIAEEFIR  - - 1.01 0,00042 2 1206,63684 1206,63684 0 0
1 2363513|2300gel07_0108.xml 1201 19,9400005 LYLGSYPITPA - - 1.01 0,0085 3 2217,17505 2217,18066 -0,0056 -2,52572989
1 2363513|2300gel07_0108.xml 1223 20,2000008 DLTIAEEFIR  - - 1.01 0,0085 2 1206,64099 1206,63684 0,0041 3,39787412
1 707721|70537gel07_0108.xml 1301 21,1000004 SEQTDLLQAL - - 1.02 0,00046 2 1477,76074 1477,76501 -0,0042 -2,84212971
1 707721|70537gel07_0108.xml 1304 21,1399994 SEQTDLLQAL - - 1.02 0,02 3 1477,76599 1477,76501 0,001 0,67669761
1 2363513|2300gel07_0108.xml 1332 21,4599991 SEQTDLLQVL - - 1.01 8,6E-06 2 1505,79443 1505,79626 -0,0018 -1,19538081
1 2363513|2300gel07_0108.xml 1334 21,4799995 SEQTDLLQVL - - 1.01 0,00036 3 1505,79382 1505,79626 -0,0025 -1,66025114
1 707721|70537gel07_0108.xml 1392 21,9899998 SEAMNLAVITM4:+15.9949 - - 1.02 2E-07 3 2325,28589 2325,28516 0,0007 0,30103835
1 2363513|2300gel07_0108.xml 1395 22,0200005 SEAMNLAVIMM4:+15.9949 - - 1.01 2E-05 3 2372,2583 2372,25684 0,0016 0,67446321

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 707721|70537gel12_0108.xml 735 15,29 GGPSTGLPT  - - 2.01 0,0013 2 914,494202 914,494629 -0,0004 -0,43740004
1 707721|70537gel12_0108.xml 1161 21,3299999 DLAVAENFLR - - 2.01 0,0023 2 1147,61145 1147,61096 0,0005 0,43568772

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P55259|GPgel01_0112.xml 379 15,0299997 NCYATPTEDKC2:+57.0215 - - 1.01 0,0055 2 1198,49536 1198,50488 -0,0095 -7,92654181
1 sp|P55259|GPgel01_0112.xml 381 15,0500002 ILEQGDTSR  - - 1.01 0,027 2 1018,51837 1018,51678 0,0016 1,57091177
1 sp|P55259|GPgel01_0112.xml 397 15,2700005 DSTIHVEENG - - 1.01 1,4E-08 2 1774,78296 1774,7843 -0,0012 -0,67613852
1 sp|P55259|GPgel01_0112.xml 481 16,4500008 AILEQGDTSR - - 1.01 0,0019 2 1089,5592 1089,55396 0,0053 4,86437559
1 sp|P55259|GPgel01_0112.xml 617 18,3600006 SLQPQLDCG C8:+57.0215 - - 1.01 0,002 2 1270,6217 1270,62134 0,0005 0,39350829
1 sp|P55259|GPgel01_0112.xml 817 21,1900005 NWVSVTSPVC14:+57.0215- - 1.01 3,9E-10 2 1661,8042 1661,80676 -0,0026 -1,56456208
1 sp|P55259|GPgel01_0112.xml 1125 25,5499992 DTILNINFQCAC10:+57.0215- - 1.01 9,1E-08 2 2071,98071 2071,98315 -0,0024 -1,15831065
1 sp|P55259|GPgel01_0112.xml 1128 25,5900002 TLSLVNDFIIR - - 1.01 0,016 2 1290,72986 1290,74194 -0,012 -9,29697895
1 sp|P55259|GPgel01_0112.xml 1150 25,8999996 NTLSLVNDFI  - - 1.01 0,00029 2 1404,78479 1404,78503 -1E-04 -0,07118527
1 sp|P55259|GPgel01_0112.xml 1163 26,0900002 DTILNINFQC C10:+57.0215- - 1.01 0,007 2 1237,59119 1237,58862 0,0027 2,18166208
1 sp|P55259|GPgel01_0112.xml 1385 28,9799995 CLLGGLGLGEC1:+57.0215 - - 1.01 4,7E-09 2 1832,98914 1832,99426 -0,0051 -2,7823329
1 sp|P55259|GPgel01_0112.xml 1574 31,4799995 CLLGGLGLGEC1:+57.0215 -- - 1.01 2,5E-11 2 1815,97217 1815,96777 0,0045 2,47801757

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P55259|GPgel03_0112.xml 704 14,6700001 NCYATPTEDKC2:+57.0215 - - 1.01 0,018 2 1198,50659 1198,50488 0,0017 1,4184339
1 sp|P55259|GPgel03_0112.xml 715 14,8699999 DSTIHVEENG - - 1.01 6E-07 2 1774,77832 1774,7843 -0,0059 -3,32434773
1 sp|P55259|GPgel03_0112.xml 849 17,0699997 VGAILEQGDT - - 1.01 0,0002 2 1245,64673 1245,6438 0,003 2,40839314
1 sp|P55259|GPgel03_0112.xml 1205 22,4899998 NTLSLVNDFI  - - 1.01 2,6E-05 2 1404,7865 1404,78503 0,0016 1,1389643

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P55259|GPgel09_0112.xml 719 14,3900003 NCYATPTEDKC2:+57.0215 - - 1.01 0,0023 2 1198,50427 1198,50488 -0,0006 -0,50062376
1 sp|P55259|GPgel09_0112.xml 729 14,5299997 DSTIHVEENG - - 1.01 8E-08 2 1774,78418 1774,7843 0 0
1 sp|P55259|GPgel09_0112.xml 851 16,3299999 NCYATPTEDKC2:+57.0215 - - 1.01 7,2E-07 2 1724,81543 1724,81641 -0,0009 -0,52179468
1 sp|P55259|GPgel09_0112.xml 882 16,7700005 VGAILEQGDT - - 1.01 5,7E-05 2 1245,6394 1245,6438 -0,0043 -3,45203042
1 sp|P55259|GPgel09_0112.xml 913 17,2299995 DVHSLQPQL C11:+57.0215- - 1.01 1E-09 2 1621,77734 1621,77551 0,0019 1,17155552
1 sp|P55259|GPgel09_0112.xml 1041 19,1000004 NWVSVTSPVC14:+57.0215- - 1.01 4,3E-12 2 1661,80286 1661,80676 -0,0039 -2,34684324
1 sp|P55259|GPgel09_0112.xml 1240 22,1399994 DTILNINFQCAC10:+57.0215- - 1.01 2,1E-10 2 2071,97754 2071,98315 -0,0056 -2,70272446
1 sp|P55259|GPgel09_0112.xml 1257 22,3600006 NTLSLVNDFI  - - 1.01 0,00035 2 1404,78491 1404,78503 0 0
1 sp|P55259|GPgel09_0112.xml 1276 22,6200008 CLLGGLGLGEC1:+57.0215 - - 1.01 8,8E-09 2 1832,99304 1832,99426 -0,0012 -0,65466654
1 sp|P55259|GPgel09_0112.xml 1312 23,0799999 CLLGGLGLGEC1:+57.0215 -- - 1.01 5,2E-07 2 1815,96765 1815,96777 -1E-04 -0,05506705

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P55259|GPgel10_0112.xml 559 14,3400002 NCYATPTEDKC2:+57.0215 - - 1.01 0,0031 2 1198,50488 1198,50488 0 0
1 sp|P55259|GPgel10_0112.xml 568 14,5 DSTIHVEENG - - 1.01 4,3E-08 2 1774,78198 1774,7843 -0,0022 -1,23958731
1 sp|P55259|GPgel10_0112.xml 684 16,2999992 NCYATPTEDKC2:+57.0215 - - 1.01 0,00017 2 1724,81799 1724,81641 0,0016 0,92763489
1 sp|P55259|GPgel10_0112.xml 874 19,0400009 NWVSVTSPVC14:+57.0215- - 1.01 4,5E-11 2 1661,80542 1661,80676 -0,0014 -0,84245652
1 sp|P55259|GPgel10_0112.xml 1073 22,1399994 DTILNINFQCAC10:+57.0215- - 1.01 3,1E-10 2 2071,97705 2071,98315 -0,006 -2,89577651
1 sp|P55259|GPgel10_0112.xml 1089 22,3700008 NTLSLVNDFI  - - 1.01 7,3E-05 2 1404,78259 1404,78503 -0,0023 -1,63726127

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P55259|GPgel11_0112.xml 673 14,5600004 NCYATPTEDKC2:+57.0215 - - 1.01 0,0024 2 1198,50354 1198,50488 -0,0013 -1,08468473
1 sp|P55259|GPgel11_0112.xml 687 14,7700005 DSTIHVEENG - - 1.01 2,5E-08 2 1774,78271 1774,7843 -0,0015 -0,84517312
1 sp|P55259|GPgel11_0112.xml 841 16,9099998 VGAILEQGDT - - 1.01 1,8E-05 2 1245,64294 1245,6438 -0,0008 -0,64223814
1 sp|P55259|GPgel11_0112.xml 855 17,1100006 SLQPQLDCG C8:+57.0215 - - 1.01 0,0016 2 1270,6217 1270,62134 0,0005 0,39350829
1 sp|P55259|GPgel11_0112.xml 1005 19,2800007 NWVSVTSPVC14:+57.0215- - 1.01 3,5E-11 2 1661,80933 1661,80676 0,0025 1,50438666
1 sp|P55259|GPgel11_0112.xml 1148 21,3899994 SLVNDFIIR  - - 1.01 0,036 2 1076,60962 1076,61035 -0,0006 -0,55730468
1 sp|P55259|GPgel11_0112.xml 1206 22,2000008 DTILNINFQCAC10:+57.0215- - 1.01 1,8E-09 2 2071,97974 2071,98315 -0,0034 -1,64094007
1 sp|P55259|GPgel11_0112.xml 1222 22,4300003 NTLSLVNDFI  - - 1.01 7E-05 2 1404,78308 1404,78503 -0,0018 -1,28133476
1 sp|P55259|GPgel11_0112.xml 1239 22,6599998 CLLGGLGLGEC1:+57.0215 - - 1.01 1,3E-09 2 1832,99915 1832,99426 0,0049 2,67322159
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peptides

1 sp|P55259|GPgel11_0112.xml 1269 23,0599995 CLLGGLGLGEC1:+57.0215 -- - 1.01 8,4E-09 2 1815,96802 1815,96777 0,0003 0,16520117

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P55259|GPgel12_0112.xml 659 14,4499998 NCYATPTEDKC2:+57.0215 - - 1.01 0,0012 2 1198,50513 1198,50488 0,0003 0,25031188
1 sp|P55259|GPgel12_0112.xml 674 14,6599998 DSTIHVEENG - - 1.01 3E-11 2 1774,78394 1774,7843 -0,0003 -0,16903463
1 sp|P55259|GPgel12_0112.xml 803 16,4699993 NCYATPTEDKC2:+57.0215 - - 1.01 3,4E-07 2 1724,8147 1724,81641 -0,0017 -0,98561215
1 sp|P55259|GPgel12_0112.xml 831 16,8700008 VGAILEQGDT - - 1.01 4,2E-06 2 1245,64258 1245,6438 -0,0012 -0,96335727
1 sp|P55259|GPgel12_0112.xml 844 17,0599995 SSDVHSLQPQC13:+57.0215- - 1.01 1,2E-08 2 1795,8407 1795,8396 0,0012 0,66821116
1 sp|P55259|GPgel12_0112.xml 846 17,0900002 SLQPQLDCG C8:+57.0215 - - 1.01 0,00013 2 1270,62122 1270,62134 0 0
1 sp|P55259|GPgel12_0112.xml 864 17,3500004 DVHSLQPQL C11:+57.0215- - 1.01 4,8E-09 2 1621,77563 1621,77551 1E-04 0,06166082
1 sp|P55259|GPgel12_0112.xml 999 19,2199993 NWVSVTSPVC14:+57.0215- - 1.01 3E-12 2 1661,8042 1661,80676 -0,0026 -1,56456208
1 sp|P55259|GPgel12_0112.xml 1207 22,2800007 DTILNINFQCAC10:+57.0215- - 1.01 6,1E-09 2 2071,97852 2071,98315 -0,0046 -2,22009516
1 sp|P55259|GPgel12_0112.xml 1216 22,3999996 NTLSLVNDFI  - - 1.01 0,00014 2 1404,78247 1404,78503 -0,0024 -1,70844662
1 sp|P55259|GPgel12_0112.xml 1237 22,6900005 CLLGGLGLGEC1:+57.0215 - - 1.01 1,4E-09 2 1832,99683 1832,99426 0,0026 1,41844416
1 sp|P55259|GPgel12_0112.xml 1268 23,0900002 CLLGGLGLGEC1:+57.0215 -- - 1.01 4,8E-11 2 1815,96729 1815,96777 -0,0004 -0,22026822

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel01_0115.xml 588 18,1499996 NAYFECIHEMC6:+57.0215 - 5 7 1.01 1.02 1.03 1,1E-05 2 1457,6178 1457,61914 -0,0014 -0,96047026
1 gel01_0115.xml 602 18,3500004 LVAVEQDYTG 2 7 1.01 1.02 3,1E-05 2 1222,6322 1222,63184 0,0004 0,32716307
1 2046598|2025gel01_0115.xml 645 18,9300003 NVDVTMVAP  - - 1.03 0,012 2 1073,56641 1073,56641 1E-04 0,09314747
1 gel01_0115.xml 680 19,4099998 TAEYGDYITG 3 7 1.01 1.03 1.04 5,7E-06 2 1314,62158 1314,62158 0 0
1 2052951|2031gel01_0115.xml 739 20,2399998 AIHFGQIVPP  - - 1.04 0,00079 2 1206,6991 1206,69983 -0,0006 -0,49722394
1 gel01_0115.xml 757 20,5 IAIIGYGSQGH 2 7 1.05 1.06 7,4E-05 2 1115,58533 1115,58484 0,0006 0,53783453
1 gel01_0115.xml 770 20,6800003 ILSDIQDGTFA 2 7 1.01 1.02 5,2E-05 2 1307,68469 1307,68457 0,0002 0,15294208
1 gel01_0115.xml 814 21,2900009 ALAYGLGIGG 2 7 1.01 1.02 1,6E-05 2 1118,63184 1118,63208 -0,0002 -0,17878979
1 gel01_0115.xml 825 21,4400005 GTPCLVAVEQC4:+57.0215 2 7 1.01 1.02 2,6E-08 2 1637,78479 1637,78442 0,0005 0,30529052
1 gel01_0115.xml 832 21,5300007 AGLLETTFR  2 7 1.01 1.02 0,02 2 1007,5545 1007,55243 0,002 1,9850086
1 1624569|1616gel01_0115.xml 834 21,5699997 DFLLDMSPAGM6:+15.9949 - - 1.01 1,8E-06 2 1777,82935 1777,83313 -0,0037 -2,0811851
1 gel01_0115.xml 842 21,6700001 YSISNTAEYG 3 7 1.01 1.03 1.04 2,7E-11 2 1878,87305 1878,87598 -0,0029 -1,54347599
1 1624569|1616gel01_0115.xml 851 21,8099995 DFLLDMSPAGM6:+15.9949 - - 1.01 5,8E-09 2 1474,6665 1474,66345 0,003 2,03436255
1 gel01_0115.xml 869 22,0699997 IIMILINDEK M3:+15.9949 2 7 1.04 1.05 0,014 2 1217,68237 1217,6814 0,001 0,82123291
1 2384726|2321gel01_0115.xml 923 22,8299999 DIEPNLEEGNM11:+15.9949- - 1.02 0,0015 2 1891,81592 1891,82056 -0,0045 -2,37866116
1 2672187|2581gel01_0115.xml 972 23,5300007 DSGCDVIIGL C4:+57.0215 - - 1.06 2,7E-08 2 1612,75049 1612,75269 -0,0022 -1,3641274
1 gel01_0115.xml 991 23,7800007 IFYQEDCNLSC7:+57.0215 2 7 1.05 1.06 1,7E-09 2 1828,87695 1828,87903 -0,002 -1,09356606
1 295406|29433gel01_0115.xml 1102 25,2800007 LIVDLIYQSGFM14:+15.9949- - 1.07 4E-08 2 1714,88367 1714,88367 0 0
1 gel01_0115.xml 1126 25,5900002 LIVDLIYQSGFM14:+15.9949 3 7 1.01 1.02 1.03 4,9E-08 2 1698,88733 1698,88879 -0,0014 -0,82406801
1 gel01_0115.xml 1138 25,7600002 TETETDLFGE 4 7 1.01 1.02 1.03 0,00022 2 1552,73804 1552,73816 0 0
1 229036|22814gel01_0115.xml 1431 29,6100006 QADIIMILIND M6:+15.9949 - - 1.05 5,9E-06 2 1514,77783 1514,77747 0,0004 0,26406521

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel10_0115.xml 776 14,0100002 NAYFECIHEMC6:+57.0215 - 4 5 1.01 1.02 1.04 1,3E-06 2 1457,61877 1457,61914 -0,0004 -0,27442011
1 2046598|2025gel10_0115.xml 819 14,6000004 NVDVTMVAP  - - 1.04 0,0088 2 1073,56567 1073,56641 -0,0007 -0,65203232
1 1624569|1616gel10_0115.xml 886 15,5200005 KILSDIQDGTF - - 1.01 0,0095 2 1435,77808 1435,77954 -0,0014 -0,97508007
1 1638482|1630gel10_0115.xml 891 15,5900002 AIHFGQIVPP  - - 1.03 0,013 3 1206,69653 1206,69983 -0,0033 -2,73473144
1 1638482|1630gel10_0115.xml 894 15,6400003 AIHFGQIVPP  - - 1.03 0,012 2 1206,6991 1206,69983 -0,0006 -0,49722394
1 1624569|1616gel10_0115.xml 912 15,8900003 ILSDIQDGTFA - - 1.01 1,2E-05 2 1307,68457 1307,68457 0 0
1 1624569|1616gel10_0115.xml 944 16,3199997 ALAYGLGIGG - - 1.01 3,2E-06 2 1118,63171 1118,63208 -0,0003 -0,26818469
1 1624569|1616gel10_0115.xml 952 16,4300003 GTPCLVAVEQC4:+57.0215 - - 1.01 2,6E-10 2 1637,78601 1637,78442 0,0017 1,03798771
1 gel10_0115.xml 956 16,4899998 AGLLETTFR  2 5 1.01 1.03 0,0095 2 1007,55206 1007,55243 -0,0004 -0,39700165
1 gel10_0115.xml 967 16,6399994 DFLLDMSPAGM6:+15.9949 2 5 1.01 1.02 3,8E-12 2 1777,83057 1777,83313 -0,0024 -1,34995794
1 gel10_0115.xml 968 16,6599998 YSISNTAEYG 4 5 1.01 1.02 1.03 3,2E-10 2 1878,87415 1878,87598 -0,0018 -0,95801955
1 gel10_0115.xml 970 16,6900005 YSISNTAEYG 4 5 1.01 1.02 1.03 6,1E-07 3 1878,87451 1878,87598 -0,0015 -0,79834968
1 gel10_0115.xml 1009 17,25 AGLLETTFR  2 5 1.01 1.03 0,018 2 1007,55554 1007,55243 0,0031 3,07676315
1 gel10_0115.xml 1127 18,9599991 DFLLDMSPAGM6:+15.9949 2 5 1.01 1.02 0,0035 2 1266,5647 1266,5675 -0,0028 -2,21069932
1 295406|29433gel10_0115.xml 1167 19,5 LIVDLIYQSGFM14:+15.9949- - 1.05 1,9E-07 3 1714,88196 1714,88367 -0,0018 -1,04963386
1 295406|29433gel10_0115.xml 1168 19,5200005 LIVDLIYQSGFM14:+15.9949- - 1.05 9,6E-09 2 1714,88232 1714,88367 -0,0013 -0,75806892
1 1337613|1331gel10_0115.xml 1195 19,8299999 QADIIMILIND M6:+15.9949 - - 1.02 2,6E-06 2 1531,8031 1531,80396 -0,0009 -0,58754253
1 295406|29433gel10_0115.xml 1216 20,1299992 LIVDLIYQSGFM14:+15.9949- - 1.05 0,013 3 1714,8772 1714,88367 -0,0065 -3,79034472
1 1337613|1331gel10_0115.xml 1421 22,1800003 QADIIMILIND M6:+15.9949 - - 1.02 8,4E-06 2 1514,7771 1514,77747 -0,0003 -0,1980489

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 513615|51189gel07_0119.xml 813 13,6300001 VGEDGPTHE - - 1.01 2,7E-05 3 1990,94495 1990,9469 -0,002 -1,00454712
1 513615|51189gel07_0119.xml 819 13,7299995 VGEDGPTHE - - 1.01 0,00018 2 1990,94482 1990,9469 -0,002 -1,00454712
1 513615|51189gel07_0119.xml 906 14,9799995 QNIANLPAGN - - 1.01 4,6E-08 2 1774,87122 1774,87231 -0,001 -0,56342083
1 513615|51189gel07_0119.xml 909 15,0299997 EYQNSIIPTGA - - 1.01 0,00088 2 1320,67969 1320,67981 -1E-04 -0,07571858
1 513615|51189gel07_0119.xml 925 15,2700005 MAALMELPV M1:+15.9949 - - 1.01 0,00089 2 1134,5896 1134,59009 -0,0005 -0,44068781
1 gel07_0119.xml 934 15,3999996 ISDGGIQEEIS 2 2 1.01 1.02 2,6E-07 2 1616,78528 1616,78784 -0,0026 -1,60812688
1 513615|51189gel07_0119.xml 939 15,4799995 NCATHGAPL C2:+57.0215 - - 1.01 0,00089 3 1972,95605 1972,95496 0,0011 0,55753934
1 2207584|3257gel07_0119.xml 951 15,6599998 MSALMELPV M1:+15.9949 - - 1.02 0,01 2 1150,58533 1150,58508 0,0003 0,26073691
1 513615|51189gel07_0119.xml 954 15,71 VITIDGNDPD  - - 1.01 4,9E-07 2 1398,72278 1398,72278 1E-04 0,0714938
1 513615|51189gel07_0119.xml 961 15,8100004 AVTGQPTLIIG - - 1.01 0,00019 2 1197,72046 1197,72058 -1E-04 -0,08349193
1 513615|51189gel07_0119.xml 992 16,2600002 FTMEELAQFRM3:+15.9949 - - 1.01 0,0022 2 1287,6051 1287,60425 0,0009 0,69897252
1 513615|51189gel07_0119.xml 994 16,2800007 IVSAPSEGLF  - - 1.01 0,0072 2 1175,64185 1175,64233 -0,0004 -0,34023952
1 513615|51189gel07_0119.xml 1001 16,3799992 LGFTAQNVYN - - 1.01 1,8E-05 2 1481,77417 1481,77515 -0,0009 -0,60737962
1 513615|51189gel07_0119.xml 1025 16,7299995 GIENTSGPLG - - 1.01 0,00012 3 2267,17725 2267,17822 -0,001 -0,44107693
1 513615|51189gel07_0119.xml 1087 17,6399994 LAMENTSTPTM3:+15.9949 - - 1.01 2,9E-08 2 1767,89258 1767,89502 -0,0024 -1,35754669
1 513615|51189gel07_0119.xml 1189 19,2000008 FFLDPGHMS M8:+15.9949 - - 1.01 1,6E-07 3 2358,14771 2358,15137 -0,0035 -1,48421347
1 513615|51189gel07_0119.xml 1252 20,0200005 NLGGDPTNP  - - 1.01 6,6E-09 2 1872,94897 1872,94946 -0,0004 -0,2135669
1 513615|51189gel07_0119.xml 1259 20,1000004 VFGLESFGFS - - 1.01 3,1E-07 2 1548,77246 1548,77368 -0,0012 -0,77480662
1 513615|51189gel07_0119.xml 1298 20,6299992 VLGVLATEVEM12:+15.9949- - 1.01 2E-08 3 2507,24902 2507,25488 -0,0059 -2,35317135
1 513615|51189gel07_0119.xml 1348 21,1800003 VFGLTAGLPV - - 1.01 3,9E-12 2 2026,13208 2026,13354 -0,0014 -0,6909712

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 513615|51189gel09_0119.xml 689 13,6099997 VGEDGPTHE - - 2.01 0,00017 3 1990,94897 1990,9469 0,002 1,00454712
1 513615|51189gel09_0119.xml 809 15,2299995 MAALMELPV M1:+15.9949 - - 2.01 0,00049 2 1134,58997 1134,59009 -1E-04 -0,08813755
1 513615|51189gel09_0119.xml 836 15,6099997 VITIDGNDPD  - - 2.01 3,2E-07 2 1398,7207 1398,72278 -0,002 -1,42987597
1 513615|51189gel09_0119.xml 843 15,7200003 AVTGQPTLIIG - - 2.01 0,0005 2 1197,72034 1197,72058 -0,0002 -0,16698386
1 513615|51189gel09_0119.xml 876 16,1900005 FTMEELAQFRM3:+15.9949 - - 2.01 0,0014 2 1287,60437 1287,60425 0,0002 0,15532723
1 513615|51189gel09_0119.xml 884 16,2999992 LGFTAQNVYN - - 2.01 3E-06 2 1481,77039 1481,77515 -0,0047 -3,17187119
1 513615|51189gel09_0119.xml 904 16,5900002 GIENTSGPLG - - 2.01 0,0016 3 2267,1748 2267,17822 -0,0036 -1,58787692
1 513615|51189gel09_0119.xml 961 17,4500008 LAMENTSTPTM3:+15.9949 - - 2.01 7,3E-07 2 1767,88965 1767,89502 -0,0053 -2,99791551
1 513615|51189gel09_0119.xml 1064 19 FFLDPGHMS M8:+15.9949 - - 2.01 0,00075 3 2358,15259 2358,15137 0,0012 0,50887322
1 513615|51189gel09_0119.xml 1065 19,0100002 PTNPFQIFPE - - 2.01 8E-05 2 1416,75415 1416,75256 0,0016 1,12934327
1 513615|51189gel09_0119.xml 1121 19,7999992 NLGGDPTNP  - - 2.01 7,1E-06 2 1872,94714 1872,94946 -0,0023 -1,22800958
1 513615|51189gel09_0119.xml 1128 19,8899994 VFGLESFGFS - - 2.01 3,6E-08 2 1548,77698 1548,77368 0,0033 2,13071799
1 513615|51189gel09_0119.xml 1169 20,4099998 VLGVLATEVEM12:+15.9949- - 2.01 2,3E-05 3 2507,25928 2507,25488 0,0044 1,75490737
1 513615|51189gel09_0119.xml 1231 21,0499992 VFGLTAGLPV - - 2.01 4,2E-09 2 2026,14026 2026,13354 0,0067 3,30679083

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel12_0119.xml 681 13,5299997 VGEDGPTHE 2 3 1.01 1.02 6,1E-05 3 1990,94678 1990,9469 -1E-04 -0,05022736
1 gel12_0119.xml 685 13,5900002 VGEDGPTHE 2 3 1.01 1.02 2,1E-06 2 1990,94214 1990,9469 -0,0047 -2,36068583
1 513615|51189gel12_0119.xml 776 14,8199997 QNIANLPAGN - - 1.01 2,3E-05 2 1774,8783 1774,87231 0,0061 3,43686676
1 513615|51189gel12_0119.xml 782 14,8999996 EYQNSIIPTGA - - 1.01 0,029 2 1320,67908 1320,67981 -0,0007 -0,53003001
1 513615|51189gel12_0119.xml 798 15,1400003 MAALMELPV M1:+15.9949 - - 1.01 0,00016 2 1134,58923 1134,59009 -0,0009 -0,79323804
1 gel12_0119.xml 811 15,3299999 ISDGGIQEEIS 3 3 1.01 1.02 1.03 7,1E-09 2 1616,78821 1616,78784 0,0004 0,24740413
1 513615|51189gel12_0119.xml 817 15,4200001 NCATHGAPL C2:+57.0215 - - 1.01 5,9E-05 3 1972,95374 1972,95496 -0,0012 -0,60822475
1 2207584|3257gel12_0119.xml 824 15,5200005 MSALMELPV M1:+15.9949 - - 1.03 0,0012 2 1150,58484 1150,58508 -0,0002 -0,17382461
1 513615|51189gel12_0119.xml 829 15,5900002 VITIDGNDPD  - - 1.01 4,9E-07 2 1398,72168 1398,72278 -0,001 -0,71493798
1 513615|51189gel12_0119.xml 837 15,6999998 AVTGQPTLIIG - - 1.01 0,00044 2 1197,71948 1197,72058 -0,001 -0,83491933
1 gel12_0119.xml 869 16,1499996 IVSAPSEGLF  2 3 1.01 1.02 0,0047 2 1175,64221 1175,64233 -1E-04 -0,08505988
1 513615|51189gel12_0119.xml 870 16,1599998 FTMEELAQFRM3:+15.9949 - - 1.01 0,0021 2 1287,60425 1287,60425 1E-04 0,07766362
1 513615|51189gel12_0119.xml 877 16,2600002 LGFTAQNVYN - - 1.01 4,6E-06 2 1481,77429 1481,77515 -0,0008 -0,53989297
1 gel12_0119.xml 897 16,5400009 GIENTSGPLG 2 3 1.01 1.02 0,00026 3 2267,17871 2267,17822 0,0005 0,22053847
1 gel12_0119.xml 900 16,5799999 GIENTSGPLG 2 3 1.01 1.02 7,2E-06 2 2267,17847 2267,17822 0,0002 0,08821538
1 2363619|2301gel12_0119.xml 906 16,6800003 LGFTAENVYN - - 1.02 0,0073 2 1482,76453 1482,75916 0,0054 3,64185905
1 513615|51189gel12_0119.xml 960 17,4899998 LAMENTSTPTM3:+15.9949 - - 1.01 8,2E-08 2 1767,89331 1767,89502 -0,0016 -0,90503109
1 513615|51189gel12_0119.xml 1030 18,5499992 LGHVMDQTIYM5:+15.9949 - - 1.01 1,6E-07 3 3024,42676 3024,43701 -0,01 -3,30640054
1 gel12_0119.xml 1056 18,9099998 FFLDPGHMS M8:+15.9949 2 3 1.01 1.02 0,00047 3 2358,14551 2358,15137 -0,0057 -2,41714764
1 513615|51189gel12_0119.xml 1059 18,9500008 PTNPFQIFPE - - 1.01 0,00029 2 1416,75281 1416,75256 0,0003 0,21175188
1 513615|51189gel12_0119.xml 1124 19,7900009 NLGGDPTNP  - - 1.01 9,1E-07 2 1872,94751 1872,94946 -0,0019 -1,0144428
1 513615|51189gel12_0119.xml 1133 19,8999996 VFGLESFGFS - - 1.01 4,6E-07 2 1548,77466 1548,77368 0,001 0,6456722
1 513615|51189gel12_0119.xml 1181 20,4099998 VLGVLATEVEM12:+15.9949- - 1.01 9,5E-06 3 2507,25537 2507,25488 0,0003 0,11965279
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peptides

1 513615|51189gel12_0119.xml 1203 20,6100006 VLGVLATEVEM12:+15.9949- - 1.01 1,6E-05 3 3168,61084 3168,5979 0,012 3,78716421
1 513615|51189gel12_0119.xml 1244 20,9799995 VFGLTAGLPV - - 1.01 2,9E-10 2 2026,13696 2026,13354 0,0034 1,67807293

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel01_0121.xml 364 14,8100004 YGFHGTSH  2 2 2.01 2.02 0,00052 2 905,391663 905,390503 0,0012 1,32539499
1 gel01_0121.xml 531 17,1700001 YGFHGTSHG 2 2 2.01 2.02 1,3E-05 2 1423,67102 1423,67566 -0,0047 -3,30131364
1 gel01_0121.xml 578 17,8099995 FGNLPADAK  2 2 2.01 2.02 2,9E-06 2 932,484192 932,484009 1E-04 0,10724044
1 gel01_0121.xml 671 19,0300007 TAGVGENDIE 2 2 2.01 2.02 4,8E-05 2 1273,64014 1273,63867 0,0015 1,17772806
1 2108330|2083gel01_0121.xml 686 19,2099991 IGIDGSVLTHK - - 2.01 0,014 2 1139,64294 1139,64233 0,0007 0,61422777
1 gel01_0121.xml 720 19,6900005 SGLLGMSGGC14:+57.0215 2 2 2.01 2.02 7,8E-08 2 1512,67798 1512,67847 -0,0005 -0,33053952
1 2108330|2083gel01_0121.xml 722 19,7199993 YQLIDMENEHM6:+15.9949 - - 2.01 1,2E-08 2 1748,84851 1748,85278 -0,0042 -2,40157413
1 2108330|2083gel01_0121.xml 794 20,7000008 ILVLNCGSSSC6:+57.0215 - - 2.01 3,8E-05 2 1290,70801 1290,70898 -0,001 -0,77476799
1 2543826|2465gel01_0121.xml 799 20,7700005 DHGVIASVDE - - 2.02 1,9E-08 2 1802,90979 1802,91479 -0,005 -2,77328706
1 gel01_0121.xml 843 21,3600006 SVDEVLNMLNM8:+15.9949 2 2 2.01 2.02 0,007 2 1277,64185 1277,64099 0,0009 0,70442319
1 gel01_0121.xml 845 21,3899994 SYLYAIPH  2 2 2.01 2.02 0,00014 2 963,493774 963,493896 -1E-04 -0,10378893
1 gel01_0121.xml 864 21,6399994 VAVFDTTFGMM10:+15.9949 2 2 2.01 2.02 1,4E-10 2 1679,729 1679,72961 -0,0005 -0,29766697
1 gel01_0121.xml 907 22,2299995 SYLYAIPHEY  2 2 2.01 2.02 8,8E-06 2 1659,79993 1659,80579 -0,0058 -3,49438453
1 gel01_0121.xml 987 23,3299999 SGDLDPAVIQC13:+57.0215 2 2 2.01 2.02 1E-08 2 1692,82678 1692,82666 0,0003 0,17721839

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2108330|2083gel09_0121.xml 466 10,3400002 AAEEGHHLA  - - 2.01 0,0051 2 1062,53308 1062,53308 0 0
1 2108330|2083gel09_0121.xml 710 13,6800003 FGNLPADAK  - - 2.01 7E-05 2 932,483521 932,484009 -0,0005 -0,53620225
1 2108330|2083gel09_0121.xml 794 14,8500004 IGIDGSVLTHK - - 2.01 0,0035 2 1139,64148 1139,64233 -0,0008 -0,70197463
1 2108330|2083gel09_0121.xml 815 15,1499996 YQLIDMENEHM6:+15.9949 - - 2.01 1,5E-06 2 1748,85266 1748,85278 -1E-04 -0,05718034
1 2108330|2083gel09_0121.xml 824 15,2799997 VTLDAYTYR  - - 2.01 0,018 2 1101,55676 1101,55786 -0,0011 -0,99858576
1 2108330|2083gel09_0121.xml 858 15,7600002 ILVLNCGSSSC6:+57.0215 - - 2.01 3,9E-05 2 1290,70959 1290,70898 0,0006 0,46486083
1 2108330|2083gel09_0121.xml 903 16,4099998 SVDEVLNMLNM8:+15.9949 - - 2.01 0,0028 2 1277,64136 1277,64099 0,0004 0,31307697
1 2108330|2083gel09_0121.xml 952 17,1299992 SYLYAIPHEY  - - 2.01 0,00059 2 1659,8064 1659,80579 0,0007 0,42173606
1 2108330|2083gel09_0121.xml 1004 17,9400005 SGDLDPAVIQC13:+57.0215- - 2.01 5,4E-07 2 1692,82581 1692,82666 -0,0007 -0,41350955

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1492448|1485gel01_0124.xml 508 16,8400002 AYTGDQMTL M7:+15.9949 - - 1.01 2,6E-09 2 1568,70166 1568,70142 0,0003 0,19124098
1 1492448|1485gel01_0124.xml 577 17,7900009 TVTSDEDSIT  - - 1.01 3,4E-06 2 1466,68457 1466,68616 -0,0015 -1,02271366
1 gel01_0124.xml 632 18,5400009 AAAVNIVPNS 2 3 1.01 1.02 2,3E-05 2 1383,75745 1383,75952 -0,002 -1,44533789
1 1492448|1485gel01_0124.xml 666 18,9699993 SGIMVTIH M4:+15.9949 - - 1.01 0,0015 2 873,449646 873,450317 -0,0007 -0,80141932
1 1492448|1485gel01_0124.xml 681 19,1599998 AVKVAINGFG - - 1.01 0,014 2 1131,66333 1131,6637 -0,0004 -0,35346189
1 gel01_0124.xml 777 20,4599991 TAVVEGTVTV 2 3 1.01 1.03 2E-06 2 1645,86536 1645,86475 0,0007 0,42530832
1 1492448|1485gel01_0124.xml 823 21,0799999 SGIMVTIHAY M4:+15.9949 - - 1.01 0,0013 2 1107,55115 1107,55066 0,0005 0,45144665
1 1492448|1485gel01_0124.xml 840 21,2900009 YALADTVTSD - - 1.01 5,8E-08 2 1999,93262 1999,93469 -0,002 -1,00003278
1 1911597|1902gel01_0124.xml 991 23,3400002 ASATESFGYNM22:+15.9949- - 1.03 1,5E-16 2 2465,11011 2465,11401 -0,0039 -1,58207679
1 1492448|1485gel01_0124.xml 1038 23,9799995 AIGLVIPELNG - - 1.01 0,00015 2 1223,73608 1223,73621 -1E-04 -0,08171695
1 1492448|1485gel01_0124.xml 1075 24,4699993 QMFGAEGYEM2:+15.9949 - - 1.01 1,1E-12 2 2185,04517 2185,04858 -0,0034 -1,55602944
1 1563889|1556gel01_0124.xml 1091 24,6800003 QMFNAEGYEM2:+15.9949 - - 1.02 7,9E-06 2 2242,06104 2242,07007 -0,009 -4,01414728
1 1492448|1485gel01_0124.xml 1271 27 QMFGAEGYEM2:+15.9949 - - 1.01 5,1E-09 2 2168,0188 2168,02197 -0,0032 -1,47599971

2 1393136|1386gel01_0124.xml 811 20,9300003 DIVAINDLTSP - - 10.01 0,00049 2 1285,70374 1285,7002 0,0036 2,80003071
2 1393136|1386gel01_0124.xml 1076 24,4899998 AIGLVIPELDG - - 10.01 0,0014 2 1224,72974 1224,72021 0,0095 7,75687408

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1492448|1485gel08_0124.xml 639 14,1700001 AAAVNIVPNS - - 1.01 0,0033 2 1383,75635 1383,75952 -0,0031 -2,24027371
1 1492448|1485gel08_0124.xml 749 15,7200003 SGIMVTIHAY M4:+15.9949 - - 1.01 8,3E-07 3 2423,13159 2423,1333 -0,0019 -0,78410876
1 1492448|1485gel08_0124.xml 760 15,8999996 SGIMVTIHAY M4:+15.9949 - - 1.01 0,00059 2 1107,55115 1107,55066 0,0005 0,45144665
1 1492448|1485gel08_0124.xml 816 16,7399998 YALADTVTSD - - 1.01 8E-11 2 1999,93372 1999,93469 -0,0009 -0,45001468
1 1911597|1902gel08_0124.xml 893 17,9099998 ASATESFGYNM22:+15.9949- - 1.02 5,1E-11 2 2465,11572 2465,11401 0,0017 0,6896233
1 1492448|1485gel08_0124.xml 911 18,1900005 AIGLVIPELNG - - 1.01 0,00049 2 1223,73584 1223,73621 -0,0003 -0,24515088
1 1492448|1485gel08_0124.xml 941 18,6399994 QMFGAEGYEM2:+15.9949 - - 1.01 2,7E-12 2 2185,04565 2185,04858 -0,0029 -1,3272016
1 gel08_0124.xml 1155 21,0100002 VPTPTGSTTI  2 2 1.01 1.02 5,6E-08 3 2713,45093 2713,45093 -1E-04 -0,03685344

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1492448|1485gel09_0124.xml 697 13,0900002 AYTGDQMTL M7:+15.9949 - - 1.01 1,2E-05 2 1568,70178 1568,70142 0,0005 0,31873497
1 1492448|1485gel09_0124.xml 784 14,2299995 AAAVNIVPNS - - 1.01 0,00063 2 1383,75684 1383,75952 -0,0026 -1,87893915
1 1492448|1485gel09_0124.xml 871 15,3400002 ALNELAPIK  - - 1.01 0,048 2 968,577515 968,577881 -0,0004 -0,41297659
1 1492448|1485gel09_0124.xml 904 15,8000002 SGIMVTIHAY M4:+15.9949 - - 1.01 0,00025 3 2423,13159 2423,1333 -0,0019 -0,78410876
1 1492448|1485gel09_0124.xml 917 15,96 SGIMVTIHAY M4:+15.9949 - - 1.01 0,017 2 1107,5542 1107,55066 0,0035 3,16012645
1 1492448|1485gel09_0124.xml 973 16,7299995 YALADTVTSD - - 1.01 7,8E-10 2 1999,93323 1999,93469 -0,0014 -0,70002282
1 1492448|1485gel09_0124.xml 1077 18,2800007 AIGLVIPELNG - - 1.01 0,0018 2 1223,73547 1223,73621 -0,0007 -0,57201868
1 1492448|1485gel09_0124.xml 1108 18,7299995 QMFGAEGYEM2:+15.9949 - - 1.01 1,2E-10 2 2185,04468 2185,04858 -0,0039 -1,78485727

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1492448|1485gel10_0124.xml 513 10,5600004 AQAHINAGAR - - 2.01 4E-06 2 1008,53333 1008,53381 -0,0005 -0,4957692
1 gel10_0124.xml 628 12,1400003 TGDQMTLDGM5:+15.9949 2 3 2.01 2.03 1,5E-05 2 1334,60083 1334,60095 0 0
1 1492448|1485gel10_0124.xml 861 15,3699999 ALNELAPIK  - - 2.01 0,048 2 968,577209 968,577881 -0,0007 -0,72270906
1 1492448|1485gel10_0124.xml 889 15,7799997 SGIMVTIHAY M4:+15.9949 - - 2.01 3,9E-07 3 2423,13013 2423,1333 -0,0032 -1,32060421
1 1492448|1485gel10_0124.xml 901 15,9499998 SGIMVTIHAY M4:+15.9949 - - 2.01 0,0027 2 1107,55078 1107,55066 1E-04 0,09028932
1 1492448|1485gel10_0124.xml 933 16,3899994 YALADTVTSD - - 2.01 1,6E-09 2 1999,92822 1999,93469 -0,0064 -3,20010448
1 1492448|1485gel10_0124.xml 970 16,9200001 YALADTVTSD - - 2.01 4,9E-12 2 1999,93359 1999,93469 -0,001 -0,50001639
1 1911597|1902gel10_0124.xml 1031 17,8500004 ASATESFGYNM22:+15.9949- - 2.02 1,4E-09 3 2465,11255 2465,11401 -0,0016 -0,64905721
1 1911597|1902gel10_0124.xml 1032 17,8600006 ASATESFGYNM22:+15.9949- - 2.02 1,9E-16 2 2465,1106 2465,11401 -0,0035 -1,41981268
1 1492448|1485gel10_0124.xml 1059 18,2700005 AIGLVIPELNG - - 2.01 0,0083 2 1223,73608 1223,73621 -1E-04 -0,08171695
1 1492448|1485gel10_0124.xml 1089 18,7000008 QMFGAEGYEM2:+15.9949 - - 2.01 5,6E-12 2 2185,04688 2185,04858 -0,0017 -0,77801472
1 183599|18285gel10_0124.xml 1090 18,7199993 AIGLVLPELD  - - 2.03 1,3E-05 2 1224,72327 1224,72021 0,0031 2,5311904
1 1492448|1485gel10_0124.xml 1264 20,8400002 QMFGAEGYEM2:+15.9949 - - 2.01 2,3E-09 2 2168,02002 2168,02197 -0,002 -0,9224999
1 gel10_0124.xml 1283 21,0400009 VPTPTGSTTI  2 3 2.01 2.02 2,7E-08 3 2713,46143 2713,45093 0,01 3,68534398

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2876606|2774gel08_0125.xml 561 12,9399996 IVDGYEDGTY - - 1.01 0,0022 2 1585,76892 1585,7749 -0,0059 -3,72057867
1 gel08_0125.xml 609 13,6300001 ATYTVASHNYM11:+15.9949 2 2 1.01 1.02 1,6E-05 2 1514,73035 1514,7312 -0,0008 -0,52814645
1 gel08_0125.xml 610 13,6499996 ATYTVASHNYM11:+15.9949 2 2 1.01 1.02 0,031 3 1514,73047 1514,7312 -0,0008 -0,52814645
1 gel08_0125.xml 661 14,3800001 DSGDGINMFAM8:+15.9949 2 2 1.01 1.02 1,6E-05 2 1399,57947 1399,57996 -0,0003 -0,21435004
1 2876606|2774gel08_0125.xml 699 14,8900003 NEALVNTVVA - - 1.01 0,00087 2 1185,65845 1185,65906 -0,0005 -0,42170641
1 gel08_0125.xml 703 14,9499998 SMFVSVDGAM2:+15.9949 2 2 1.01 1.02 6,9E-05 2 1247,57251 1247,57288 -0,0004 -0,32062253
1 1310482|1304gel08_0125.xml 727 15,3000002 DDLGGTVPA  - - 1.02 0,00037 2 1674,81201 1674,80859 0,0034 2,0300827
1 gel08_0125.xml 767 15,8500004 ETNLGDLCADC8:+57.0215 2 2 1.01 1.02 5,2E-08 2 1497,66455 1497,66431 0,0003 0,20031191
1 2876606|2774gel08_0125.xml 768 15,8699999 GLSETTFGPN - - 1.01 1,3E-05 2 1520,77051 1520,77075 -0,0002 -0,13151225
1 2876606|2774gel08_0125.xml 772 15,9300003 YQYLCCNLTYC5:+57.0215 -- - 1.01 4,4E-07 2 1697,76477 1697,7666 -0,0018 -1,06021643
1 gel08_0125.xml 789 16,1800003 GMLVTVLYR M2:+15.9949 2 2 1.01 1.02 0,0036 2 1067,58997 1067,59216 -0,0022 -2,06071186
1 2876606|2774gel08_0125.xml 797 16,2999992 AVSGADIALV - - 1.01 2,5E-07 2 1469,80469 1469,8075 -0,0028 -1,9050113
1 2876606|2774gel08_0125.xml 841 16,9699993 DSLGGIVPAT - - 1.01 2,7E-10 2 1672,86377 1672,86572 -0,0019 -1,13577557
1 gel08_0125.xml 854 17,1900005 ADIPAGDITYG 2 2 1.01 1.02 4,9E-08 2 1574,84302 1574,8429 0,0002 0,1269968
1 gel08_0125.xml 884 17,6700001 VAFVGIDTPE 2 2 1.01 1.02 3,6E-08 2 1510,77893 1510,77917 -0,0002 -0,13238202
1 2876606|2774gel08_0125.xml 951 18,6200008 STPTYFQDAN - - 1.01 4,5E-10 2 2457,1084 2457,09985 0,0087 3,5407598
1 2876606|2774gel08_0125.xml 982 19,0499992 LTISNGVFTT  - - 1.01 4E-07 2 2029,04858 2029,04919 -0,0006 -0,29570502
1 gel08_0125.xml 1016 19,4799995 SNDIVILYTNDC14:+57.0215 2 2 1.01 1.02 0,001 3 3184,52441 3184,52588 -0,0015 -0,47102773
1 gel08_0125.xml 1028 19,6399994 LLQDSVMLDNM7:+15.9949 2 2 1.01 1.02 4,7E-08 2 2135,13965 2135,14209 -0,0024 -1,12404704
1 2876606|2774gel08_0125.xml 1042 19,8400002 DGATYVVALA - - 1.01 4,1E-06 3 2372,15747 2372,1521 0,0054 2,27641392

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2876606|2774gel09_0125.xml 735 13,6899996 ATYTVASHNYM11:+15.9949- - 1.01 2,8E-05 2 1514,73254 1514,7312 0,0014 0,92425638
1 2876606|2774gel09_0125.xml 787 14,4099998 DSGDGINMFAM8:+15.9949 - - 1.01 0,00019 2 1399,57654 1399,57996 -0,0033 -2,35785031
1 2876606|2774gel09_0125.xml 836 15,0299997 SMFVSVDGAM2:+15.9949 - - 1.01 5,6E-05 2 1247,573 1247,57288 1E-04 0,08015563
1 2876606|2774gel09_0125.xml 896 15,8699999 ETNLGDLCADC8:+57.0215 - - 1.01 6,7E-07 2 1497,66638 1497,66431 0,0022 1,46895397
1 2876606|2774gel09_0125.xml 900 15,9300003 GLSETTFGPN - - 1.01 9,4E-05 2 1520,77087 1520,77075 1E-04 0,06575613
1 2876606|2774gel09_0125.xml 927 16,2800007 GMLVTVLYR M2:+15.9949 - - 1.01 0,044 2 1067,59155 1067,59216 -0,0006 -0,56201243
1 2876606|2774gel09_0125.xml 939 16,4500008 AVSGADIALV - - 1.01 5,3E-06 2 1469,80579 1469,8075 -0,0017 -1,15661407
1 2876606|2774gel09_0125.xml 1031 17,8199997 VAFVGIDTPE - - 1.01 1,6E-07 2 1510,77698 1510,77917 -0,0022 -1,45620215
1 2876606|2774gel09_0125.xml 1171 19,7299995 LLQDSVMLDNM7:+15.9949 - - 1.01 5,8E-06 2 2135,14258 2135,14209 0,0005 0,23417647

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2609544|2525gel01_0126.xml 391 15,3800001 ATYDYDNR  - - 1.01 0,048 2 1017,4281 1017,42761 0,0004 0,39314836
1 2609544|2525gel01_0126.xml 519 17,1499996 SISANMGIVE M6:+15.9949 - - 1.01 0,00026 2 1278,63818 1278,63623 0,002 1,56416667
1 2609544|2525gel01_0126.xml 529 17,2900009 VYPNGANPG - - 1.01 0,0014 2 1620,73914 1620,74048 -0,0014 -0,86380267
1 2609544|2525gel01_0126.xml 548 17,5400009 GYDTQHETQ - - 1.01 5,6E-07 2 1789,849 1789,8468 0,0023 1,28502619
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peptides

1 2609544|2525gel01_0126.xml 584 18,0599995 DAASTAVYGV - - 1.01 7,1E-05 2 1109,55798 1109,55896 -0,001 -0,90125906
1 2609544|2525gel01_0126.xml 635 18,7399998 VPGIVSVQR  - - 1.01 0,0013 2 954,57251 954,573486 -0,001 -1,04758823
1 2609544|2525gel01_0126.xml 675 19,2700005 LGYTGSENFE - - 1.01 4,7E-07 2 1398,65332 1398,65405 -0,0006 -0,42898387
1 2609544|2525gel01_0126.xml 739 20,1499996 AMTTNPVIFPM2:+15.9949 - - 1.01 3,3E-05 2 1234,65234 1234,65039 0,002 1,61989176
1 2609544|2525gel01_0126.xml 745 20,25 ISVLGAQSTL  - - 1.01 0,0008 2 1116,66284 1116,66272 0,0002 0,1791051
1 2609544|2525gel01_0126.xml 749 20,2999992 VANGLPTPEI  - - 1.01 0,02 2 1568,79993 1568,79187 0,0081 5,16320896
1 2609544|2525gel01_0126.xml 758 20,4400005 QLQGSGIRPF - - 1.01 0,0009 2 1102,59998 1102,60083 -0,0008 -0,72555721
1 2609544|2525gel01_0126.xml 847 21,6599998 GTSYYSDAY  - - 1.01 0,00014 2 1408,67407 1408,67468 -0,0006 -0,42593229
1 2609544|2525gel01_0126.xml 855 21,7700005 APVGNLSSVL - - 1.01 1,5E-06 2 1240,70105 1240,70117 -1E-04 -0,08059958
1 2609544|2525gel01_0126.xml 893 22,3199997 GGAPNASYY - - 1.01 2E-11 2 1739,82312 1739,828 -0,0048 -2,75889349
1 2609544|2525gel01_0126.xml 968 23,4300003 NEGPLVLVDG - - 1.01 2E-08 2 1410,76038 1410,75916 0,0013 0,92148972
1 2609544|2525gel01_0126.xml 979 23,5900002 NITLSYYFPK  - - 1.01 0,0053 2 1245,65051 1245,65186 -0,0013 -1,04363024
1 2609544|2525gel01_0126.xml 1046 24,4599991 TFYFEAALDY - - 1.01 5,9E-05 2 1395,65613 1395,65845 -0,0022 -1,57631683
1 2609544|2525gel01_0126.xml 1107 25,2700005 DFNNLDPED  - - 1.01 1,8E-07 2 1947,95374 1947,95496 -0,0012 -0,61603069
1 2609544|2525gel01_0126.xml 1308 27,8299999 NFGLGFLFQG - - 1.01 1,7E-07 2 1740,86633 1740,87085 -0,0044 -2,52747059
1 2609544|2525gel01_0126.xml 1322 28,0100002 TFSIGVNFNF - - 1.01 0,00095 2 1145,56116 1145,56299 -0,0018 -1,57127976

2 1883776|1874gel01_0126.xml 384 15,29 YGNHLNEYK  - - 2.02 0,0073 2 1137,53638 1137,53284 0,0037 3,25265336
2 2831342|2730gel01_0126.xml 430 15,9399996 ELDYNTNQR  - - 2.01 0,023 2 1152,52722 1152,52844 -0,0011 -0,95442331
2 2831342|2730gel01_0126.xml 468 16,4599991 TAGVDITSSQ - - 2.01 0,00026 2 1134,57532 1134,57544 0 0
2 2831342|2730gel01_0126.xml 500 16,8899994 DLNNDGSIDA - - 2.01 9,6E-08 2 1519,66052 1519,66235 -0,0018 -1,18447363
2 2831342|2730gel01_0126.xml 543 17,4699993 DASATAIYGS - - 2.01 0,00015 2 1111,53992 1111,53833 0,0017 1,52941203
2 2831342|2730gel01_0126.xml 549 17,5599995 ISGSVDVYK  - - 2.01 0,04 2 967,511719 967,509888 0,0018 1,8604461
2 1883776|1874gel01_0126.xml 553 17,6200008 SLGDSYGDG - - 2.02 0,041 2 1196,56055 1196,55457 0,006 5,01439714
2 1883776|1874gel01_0126.xml 566 17,7999992 DAASTAIYGA - - 2.02 0,00096 2 1095,5448 1095,54333 0,0015 1,36918366
2 1883776|1874gel01_0126.xml 573 17,8999996 FADTTGDGV  - - 2.02 7,6E-09 2 1583,6698 1583,67114 -0,0013 -0,82087749
2 gel01_0126.xml 603 18,3199997 GTTNGTITDF 2 2 2.01 2.02 1,3E-05 2 1326,61536 1326,61755 -0,0022 -1,65835285
2 1883776|1874gel01_0126.xml 687 19,4400005 EGQPVGTIQG - - 2.02 0,002 2 1260,65796 1260,65869 -0,0007 -0,55526525
2 1883776|1874gel01_0126.xml 768 20,5799999 FIEDASYLR  - - 2.02 0,0098 2 1113,55774 1113,55786 -1E-04 -0,08980225
2 1883776|1874gel01_0126.xml 787 20,8400002 PAYDYIIR  - - 2.02 0,031 2 1010,53107 1010,53101 1E-04 0,09895787
2 2831342|2730gel01_0126.xml 831 21,4300003 SVTGAGDFY  - - 2.01 0,00011 2 1313,64429 1313,64893 -0,0045 -3,42557263
2 2831342|2730gel01_0126.xml 836 21,5 NISLGYNFTS - - 2.01 0,012 2 1243,62793 1243,6322 -0,0042 -3,37720418
2 2831342|2730gel01_0126.xml 1082 24,9500008 VSFDANPVEF - - 2.01 6,1E-06 2 1399,6908 1399,6897 0,0012 0,85733289

3 1122664|1117gel01_0126.xml 412 15,6899996 GTTVGTVTDMM10:+15.9949- - 3.02 9E-05 2 1297,59167 1297,59436 -0,0027 -2,08077359
3 324470|32333gel01_0126.xml 503 16,9400005 FSTATQVPK  - - 3.01 0,025 2 978,523743 978,525879 -0,0022 -2,24827981
3 gel01_0126.xml 505 16,9599991 DAASASIYGS 2 2 3.01 3.02 0,00033 2 1097,52039 1097,52258 -0,0022 -2,00451446
3 1122664|1117gel01_0126.xml 689 19,4699993 FTLSNVPSSA - - 3.02 0,006 2 1150,60974 1150,61072 -0,0009 -0,7821933
3 324470|32333gel01_0126.xml 693 19,5200005 YLQSAAYLR  - - 3.01 0,018 2 1084,5791 1084,57898 0,0002 0,18440334
3 324470|32333gel01_0126.xml 763 20,5100002 DSGYGTVTY  - - 3.01 6,7E-08 2 1609,71411 1609,71326 0,0008 0,49698293
3 324470|32333gel01_0126.xml 856 21,7900009 VLDEVVVVGY - - 3.01 0,00029 2 1505,82239 1505,82141 0,001 0,66408938
3 324470|32333gel01_0126.xml 895 22,3500004 VNVTGAVSMM9:+15.9949 - - 3.01 1,7E-06 2 1835,9104 1835,91724 -0,0067 -3,6494019
3 324470|32333gel01_0126.xml 949 23,1599998 AAFGVILVTT  - - 3.01 0,02 2 1119,6825 1119,67761 0,0049 4,3762598
3 324470|32333gel01_0126.xml 1116 25,3899994 DMIGPAPILG M2:+15.9949 - - 3.01 6,5E-09 2 1867,00159 1866,99976 0,0019 1,01767552

4 707602|70525gel01_0126.xml 382 15,2600002 NAEQQIEMR M8:+15.9949 - - 4.01 0,0072 2 1134,5238 1134,52124 0,0026 2,29171562
4 707602|70525gel01_0126.xml 448 16,1900005 TENTLTYDK  - - 4.01 0,0047 2 1084,51599 1084,51611 -1E-04 -0,09220701
4 707602|70525gel01_0126.xml 618 18,5200005 HNVALNVGS  - - 4.01 7,3E-11 2 1643,79065 1643,78894 0,0018 1,09503102
4 707602|70525gel01_0126.xml 680 19,3400002 YGSNFSDIHG - - 4.01 1,3E-09 2 1847,85974 1847,86755 -0,0077 -4,16696548
4 707602|70525gel01_0126.xml 744 20,2299995 LLEAENLYDK - - 4.01 0,0027 2 1207,62183 1207,62085 0,001 0,82807451
4 707602|70525gel01_0126.xml 815 21,2199993 VGNLSSIGLN - - 4.01 4,1E-05 2 1264,6925 1264,68994 0,0026 2,05583978
4 707602|70525gel01_0126.xml 908 22,5400009 QGAPSLTYD  - - 4.01 0,00015 2 1582,78235 1582,78638 -0,004 -2,52718878
4 707602|70525gel01_0126.xml 924 22,7700005 YMLLSDVEG M2:+15.9949 - - 4.01 5,4E-06 2 1573,7301 1573,73193 -0,0018 -1,14377809

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 324470|32333gel07_0126.xml 613 13,1300001 FSTATQVPK  - - 1.01 0,039 2 978,526062 978,525879 0,0002 0,20438907
1 324470|32333gel07_0126.xml 627 13,3299999 NVPSTQHNLS - - 1.01 2,6E-05 2 1768,8811 1768,88281 -0,0017 -0,96105862
1 324470|32333gel07_0126.xml 635 13,4399996 DAASASIYGS - - 1.01 0,00011 2 1097,52234 1097,52258 -0,0002 -0,1822286
1 324470|32333gel07_0126.xml 644 13,5600004 ATAGYFGR  - - 1.01 0,019 2 842,415466 842,416016 -0,0005 -0,59353101
1 324470|32333gel07_0126.xml 669 13,8999996 FNYDYDGK  - - 1.01 0,0056 2 1021,42322 1021,42657 -0,0034 -3,32867789
1 324470|32333gel07_0126.xml 699 14,3199997 ENNDEFTQQ - - 1.01 0,0056 2 1365,6272 1365,62854 -0,0013 -0,95194262
1 324470|32333gel07_0126.xml 754 14,9899998 YLQSAAYLR  - - 1.01 0,0031 2 1084,57947 1084,57898 0,0005 0,4610084
1 324470|32333gel07_0126.xml 778 15,3199997 DLNGDGIVSS - - 1.01 0,002 3 2369,12939 2369,1333 -0,0037 -1,56175256
1 324470|32333gel07_0126.xml 806 15,71 SLLSPAGISN C11:+57.0215- - 1.01 4,1E-05 2 1274,65198 1274,65259 -0,0005 -0,39226377
1 324470|32333gel07_0126.xml 829 16,0300007 DSGYGTVTY  - - 1.01 3,7E-09 2 1609,71204 1609,71326 -0,0012 -0,74547446
1 324470|32333gel07_0126.xml 863 16,4699993 KVNVTGAVS M10:+15.9949- - 1.01 2,1E-06 3 1964,01123 1964,01208 -0,0009 -0,45824564
1 324470|32333gel07_0126.xml 871 16,5799999 NIQLGYTLPK - - 1.01 0,0084 2 1146,65637 1146,65222 0,0043 3,75004745
1 324470|32333gel07_0126.xml 875 16,6399994 IGLNLDAAYK - - 1.01 0,018 2 1077,59497 1077,59436 0,0007 0,64959502
1 324470|32333gel07_0126.xml 904 17,0699997 IPIYNYNVANEM13:+15.9949- - 1.01 8,5E-05 2 1822,91467 1822,91614 -0,0013 -0,71314305
1 324470|32333gel07_0126.xml 923 17,3600006 VNVTGAVSMM9:+15.9949 - - 1.01 1,4E-11 2 1835,91833 1835,91724 0,0012 0,6536243
1 324470|32333gel07_0126.xml 925 17,3899994 DATGETIIGAS - - 1.01 2E-07 2 1459,80103 1459,80066 0,0004 0,27401
1 324470|32333gel07_0126.xml 957 17,9099998 AAFGVILVTT  - - 1.01 1,2E-05 2 1119,67651 1119,67761 -0,0011 -0,98242563
1 324470|32333gel07_0126.xml 967 18,0599995 GSTNGTITGI  - - 1.01 2,2E-07 2 2080,01758 2080,01978 -0,0021 -1,00960577
1 324470|32333gel07_0126.xml 973 18,1499996 ILTYPYDGEF  - - 1.01 1,7E-09 2 2486,15186 2486,15161 0,0004 0,16089123
1 324470|32333gel07_0126.xml 1029 18,9899998 YLNEIWGYES - - 1.01 3,4E-06 2 1915,93921 1915,94397 -0,0048 -2,50529242
1 324470|32333gel07_0126.xml 1034 19,0699997 TSGWELEIGW - - 1.01 0,02 2 1333,6543 1333,65405 0,0004 0,29992786
1 324470|32333gel07_0126.xml 1082 19,7299995 WTGVPLNVIL - - 1.01 0,0015 2 1657,87756 1657,88 -0,0024 -1,44763207
1 324470|32333gel07_0126.xml 1095 19,8899994 DMIGPAPILG M2:+15.9949 - - 1.01 2,2E-06 3 1867,00305 1866,99976 0,0032 1,71397984
1 324470|32333gel07_0126.xml 1096 19,8999996 DMIGPAPILG M2:+15.9949 - - 1.01 2,7E-12 2 1866,99646 1866,99976 -0,0033 -1,76754165

Group Description Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel01_0130.xml 194 12,6199999 RHGEMKPVIQM5:+15.9949 4 9 1.02 1.03 1.04 0,0068 2 1338,7301 1338,73145 -0,0013 -0,9710685
1 gel01_0130.xml 217 12,9700003 HGEMKPVIQKM4:+15.9949 4 9 1.02 1.03 1.04 0,014 2 1182,63123 1182,63037 0,0009 0,76101542
1 gel01_0130.xml 325 14,5100002 GPTEVCDQAC6:+57.0215 2 9 1.02 1.03 5,2E-06 2 1205,54639 1205,54712 -0,0007 -0,5806492
1 gel01_0130.xml 409 15,71 IVSEEVEEK  2 9 1.01 1.03 0,0029 2 1061,53662 1061,5365 1E-04 0,09420308
1 gel01_0130.xml 430 15,9899998 FAAQHHF  4 9 1.02 1.03 1.06 0,016 2 857,405579 857,405701 -0,0002 -0,23326179
1 2453597|2382gel01_0130.xml 442 16,1599998 AAEGAATQS  - - 1.02 9,2E-06 2 1845,92383 1845,91931 0,0046 2,49198318
1 2427047|2357gel01_0130.xml 450 16,2700005 TASMLIANGKM4:+15.9949 - - 1.09 0,0004 2 1021,53601 1021,5351 0,0009 0,88102698
1 gel01_0130.xml 457 16,3600006 EGEPTQSVA  2 9 1.01 1.05 0,019 2 1289,54761 1289,54956 -0,002 -1,55092931
1 2453597|2382gel01_0130.xml 467 16,4899998 AASALIANGK - - 1.02 0,02 2 915,529236 915,526184 0,003 3,27680421
1 182951|18220gel01_0130.xml 479 16,6499996 VKEGEPTQS  - - 1.01 1,1E-06 2 1828,92578 1828,92908 -0,0033 -1,80433464
1 182951|18220gel01_0130.xml 493 16,8400002 EGEPTQSVA  - - 1.01 0,00011 2 1360,58447 1360,58667 -0,0022 -1,61694956
1 182951|18220gel01_0130.xml 531 17,3700008 EGEPTQSVA  - - 1.01 1,4E-07 2 1601,76465 1601,76575 -0,0011 -0,68674213
1 2453597|2382gel01_0130.xml 532 17,3799992 AAEGAATQS  - - 1.02 5,4E-10 2 1717,81946 1717,82434 -0,0048 -2,79423237
1 1966976|1955gel01_0130.xml 538 17,4699993 VEGAATQSV V1:+42.0106 - - 1.07 0,0011 2 1658,78638 1658,78723 -0,0008 -0,48228002
1 182951|18220gel01_0130.xml 569 17,9099998 NCGVQVIGC C2:+57.0215 -- - 1.01 9,4E-05 2 1231,5929 1231,59265 0,0003 0,24358703
1 gel01_0130.xml 571 17,9400005 FGPTEVCDQ C7:+57.0215 2 9 1.02 1.03 8,5E-07 2 1352,61584 1352,61548 0,0004 0,29572338
1 gel01_0130.xml 583 18,1100006 IAGGVPITMMM9:+15.9949 3 9 1.02 1.03 1.04 8E-05 2 1714,76331 1714,76355 -1E-04 -0,05831708
1 gel01_0130.xml 588 18,1800003 HFFGYEGR  6 9 1.02 1.03 1.04 0,00045 2 1012,46466 1012,46399 0,0007 0,69138259
1 2286788|2231gel01_0130.xml 593 18,25 FGPTEVCDE C7:+57.0215 - - 1.06 5,9E-05 2 1379,61243 1379,61523 -0,0027 -1,95706749
1 gel01_0130.xml 621 18,6299992 FAAQHHFFG  4 9 1.02 1.03 1.06 3,9E-10 2 1566,72302 1566,72412 -0,001 -0,63827449
1 gel01_0130.xml 635 18,8199997 VCIVSEEVEEC2:+57.0215 2 9 1.01 1.03 0,00012 2 1320,63672 1320,63562 0,0012 0,90865344
1 182951|18220gel01_0130.xml 658 19,1299992 EGEPTQSVA E1:-18.0106 - - 1.01 2,7E-05 2 1583,75562 1583,75525 0,0005 0,31570536
1 gel01_0130.xml 674 19,3500004 NYGVQVIGCPC9:+57.0215 2 9 1.02 1.05 0,00015 2 1234,62659 1234,62524 0,0013 1,0529511
1 gel01_0130.xml 676 19,3899994 SFGFDTACK C8:+57.0215 8 9 1.01 1.02 1.03 0,00028 2 1032,44482 1032,44592 -0,0011 -1,06543112
1 gel01_0130.xml 688 19,5499992 TSDIIDEYR  2 9 1.01 1.04 0,0006 2 1111,52393 1111,52698 -0,003 -2,69898987
1 gel01_0130.xml 697 19,6800003 TYSEVIGNIQ  2 9 1.01 1.02 6E-06 2 1279,66406 1279,66455 -0,0004 -0,3125819
1 gel01_0130.xml 707 19,8199997 VQVSLIETEK  7 9 1.02 1.03 1.04 0,0066 2 1145,64172 1145,64172 1E-04 0,08728732
1 gel01_0130.xml 715 19,9400005 TADIIDEYR  5 9 1.02 1.03 1.05 0,01 2 1095,53296 1095,5321 0,0009 0,8215186
1 gel01_0130.xml 717 19,9599991 GNVQVSLIET 7 9 1.02 1.03 1.04 8,6E-06 2 1316,70557 1316,70605 -0,0004 -0,30378836
1 gel01_0130.xml 733 20,2000008 IYASLPEGVA 9 9 1.01 1.02 1.03 4,9E-05 2 1175,64148 1175,64233 -0,0008 -0,68047905
1 1487274|1480gel01_0130.xml 742 20,3299999 TYAEVIGNIQ  - - 1.03 3E-05 2 1263,66907 1263,66956 -0,0005 -0,3956731
1 2822572|2722gel01_0130.xml 747 20,3999996 TYSEVIGNIER - - 1.05 9,8E-05 2 1280,65051 1280,64856 0,002 1,56170881
1 gel01_0130.xml 753 20,4899998 FAAQHHFFG  4 9 1.02 1.03 1.06 0,0025 2 1224,55786 1224,55896 -0,001 -0,81662059
1 1621173|1613gel01_0130.xml 761 20,6000004 ILGPGGLVDH - - 1.04 0,00053 2 977,541626 977,54187 -0,0003 -0,30689225
1 gel01_0130.xml 764 20,6399994 ACVLAEYYAAC2:+57.0215 5 9 1.01 1.02 1.03 1,4E-05 2 1258,61316 1258,61414 -0,0008 -0,63561976
1 gel01_0130.xml 773 20,7600002 NTGGFDIIGS  7 9 1.01 1.02 1.03 1,3E-05 2 1193,59094 1193,59143 -0,0004 -0,33512306
1 gel01_0130.xml 804 21,1900005 SASHIALECAC9:+57.0215 7 9 1.01 1.02 1.03 0,038 2 1171,57446 1171,578 -0,0035 -2,9874239
1 182951|18220gel01_0130.xml 806 21,2099991 ENSEIYASLP  - - 1.01 6,8E-05 2 1634,80334 1634,80249 0,0009 0,55052519
1 gel01_0130.xml 810 21,2700005 AAIYASLPEG 3 9 1.02 1.04 1.05 0,00024 2 1317,71765 1317,71655 0,0011 0,83477736
1 536523|53467gel01_0130.xml 817 21,3700008 DNATIYASLP  - - 1.08 1,9E-06 2 1576,79626 1576,797 -0,0007 -0,44393793
1 gel01_0130.xml 830 21,5599995 NEMIETSFGFC14:+57.0215 2 9 1.01 1.04 9E-11 2 1765,73926 1765,74121 -0,0019 -1,07603538

Page 28



peptides

1 gel01_0130.xml 845 21,7800007 SASHIALECAC9:+57.0215 5 9 1.01 1.02 1.03 1,4E-06 2 1737,85864 1737,85925 -0,0006 -0,34525236
1 gel01_0130.xml 846 21,7999992 NDMIETSFGFC14:+57.0215 4 9 1.02 1.03 1.05 2E-07 2 1751,73035 1751,72546 0,0049 2,79724193
1 182951|18220gel01_0130.xml 875 22,2099991 NMSLDDVVT M2:+15.9949 - - 1.01 0,00012 2 1172,5144 1172,5144 1E-04 0,0852868
1 gel01_0130.xml 880 22,2800007 ALVIIGGDDS  8 9 1.01 1.02 1.03 2,3E-05 2 1288,63892 1288,63843 0,0006 0,46560773
1 gel01_0130.xml 892 22,4500008 ALVIIGGDDS C15:+57.0215 7 9 1.01 1.02 1.03 3,4E-10 2 1519,70642 1519,70605 0,0003 0,1974066
1 gel01_0130.xml 934 23,0599995 GLIEFIPAMK M9:+15.9949 4 9 1.01 1.04 1.05 0,0076 2 1134,62402 1134,62317 0,0009 0,79321492
1 1621173|1613gel01_0130.xml 943 23,1900005 ILGPGGLVDHM13:+15.9949- - 1.04 4,6E-05 2 1643,80859 1643,81018 -0,0015 -0,91251409
1 182951|18220gel01_0130.xml 953 23,3400002 ENSEIYASLP E1:-18.0106 - - 1.01 0,0036 2 1616,79114 1616,79187 -0,0007 -0,43295613
1 gel01_0130.xml 997 23,9599991 NEMIETSFGFM3:+15.9949 2 9 1.01 1.04 5,2E-05 2 1477,61511 1477,6156 -0,0004 -0,27070639
1 gel01_0130.xml 1022 24,3199997 NVISGLFDGIK 5 9 1.01 1.02 1.03 0,0036 2 1162,64685 1162,64709 -0,0002 -0,17202124
1 2453597|2382gel01_0130.xml 1039 24,5400009 DMSLDDIVTSM2:+15.9949 - - 1.02 3,9E-07 2 1423,69678 1423,69885 -0,0021 -1,47503102
1 gel01_0130.xml 1063 24,8799992 ALVIIGGDDS C15:+57.0215 5 9 1.01 1.02 1.03 5,4E-11 2 2528,23608 2528,23413 0,002 0,79106599
1 gel01_0130.xml 1082 25,1599998 ALFPNTYGM M9:+15.9949 2 9 1.01 1.03 0,00091 2 1239,6084 1239,60815 0,0002 0,16134131
1 182951|18220gel01_0130.xml 1085 25,2000008 NMSLDDVVT M2:+15.9949 - - 1.01 0,047 2 1484,69324 1484,69421 -0,0009 -0,60618544
1 gel01_0130.xml 1247 27,3400002 VLIPEGLIEFIPM14:+15.9949 4 9 1.01 1.04 1.05 0,0059 2 1685,95447 1685,95508 -0,0005 -0,29656783
1 gel01_0130.xml 1326 28,3600006 AAQGNNFGTM23:+15.9949 2 9 1.01 1.04 1,8E-09 2 2546,33081 2546,33276 -0,0019 -0,74617118
1 gel01_0130.xml 1353 28,6900005 NFGTVLIPEGM18:+15.9949 4 9 1.01 1.04 1.05 1,5E-05 2 2105,13428 2105,1355 -0,0012 -0,57003462
1 182951|18220gel01_0130.xml 1375 28,9699993 LIAELNDFLAA - - 1.01 1,5E-10 2 2163,16602 2163,16992 -0,004 -1,84913826
1 182951|18220gel01_0130.xml 1394 29,2099991 LIAELNDFLAA - - 1.01 9,8E-09 2 1737,86938 1737,86975 -0,0004 -0,23016685
1 182951|18220gel01_0130.xml 1413 29,4599991 NMSLDDVVT M2:+15.9949 - - 1.01 3,6E-12 2 2024,01257 2024,01208 0,0005 0,2470341
1 182951|18220gel01_0130.xml 1470 30,2099991 LIAELNDFLAA - - 1.01 2,6E-11 2 1921,99146 1921,99097 0,0005 0,26014692
1 2427047|2357gel01_0130.xml 1493 30,5100002 LIAELNDFLAA - - 1.09 1,6E-08 2 1905,99487 1905,99609 -0,0012 -0,62959206
1 gel01_0130.xml 1497 30,5599995 AAQGNNFGT 2 9 1.01 1.04 0,034 2 2271,20117 2271,20239 -0,0012 -0,52835453
1 2427047|2357gel01_0130.xml 1506 30,6800003 DMSLDDVVT M2:+15.9949 - - 1.09 9,3E-09 2 2039,98914 2039,99585 -0,0066 -3,23530078

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2453597|2382gel03_0130.xml 716 14,3500004 TGYMSSVR M4:+15.9949 - - 1.01 0,028 2 916,4198 916,419678 1E-04 0,10912031
1 2453597|2382gel03_0130.xml 798 15,5799999 AAEGAATQS  - - 1.01 1,1E-07 2 1845,91418 1845,91931 -0,0051 -2,76285124
1 2453597|2382gel03_0130.xml 832 16,1299992 AASALIANGK - - 1.01 0,018 2 915,526245 915,526184 0 0
1 2453597|2382gel03_0130.xml 855 16,4899998 AAEGAATQS  - - 1.01 4,7E-07 2 1717,82898 1717,82434 0,0047 2,73601913
1 1666494|1658gel03_0130.xml 856 16,5 EGEPTQSVA  - - 1.02 1,6E-06 2 1601,76282 1601,76575 -0,0029 -1,81050193
1 gel03_0130.xml 996 18,4799995 TYSEVIGNIQ  2 2 1.01 1.02 2,5E-05 2 1279,66492 1279,66455 0,0004 0,3125819
1 gel03_0130.xml 1007 18,6499996 TADIIDEYR  2 2 1.01 1.02 0,015 2 1095,53235 1095,5321 0,0003 0,27383953
1 gel03_0130.xml 1060 19,4500008 NTGGFDIIGS  2 2 1.01 1.02 1,7E-06 2 1193,58984 1193,59143 -0,0015 -1,25671148
1 2453597|2382gel03_0130.xml 1210 21,7399998 DMSLDDIVTSM2:+15.9949 - - 1.01 5E-06 2 1423,69873 1423,69885 -1E-04 -0,07023957

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 182951|18220gel09_0130.xml 676 16,0499992 EGEPTQSVA  - - 4.01 4,2E-06 2 1601,76404 1601,76575 -0,0017 -1,06132865
1 182951|18220gel09_0130.xml 717 16,6499996 NCGVQVIGC C2:+57.0215 -- - 4.01 0,0033 2 1231,59692 1231,59265 0,0044 3,5726099
1 182951|18220gel09_0130.xml 810 17,9899998 TYSEVIGNIQ  - - 4.01 2,9E-05 2 1279,66284 1279,66455 -0,0016 -1,25032759
1 182951|18220gel09_0130.xml 881 19,0499992 NTGGFDIIGS  - - 4.01 3E-06 2 1193,59155 1193,59143 0,0002 0,16756153
1 182951|18220gel09_0130.xml 892 19,2199993 ENSEIYASLP  - - 4.01 2,5E-05 2 1634,80212 1634,80249 -0,0003 -0,18350843

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel11_0130.xml 757 15,1800003 IVSEEVEEK  2 2 1.01 1.02 0,0072 2 1061,53931 1061,5365 0,0028 2,63768578
1 880226|87697gel11_0130.xml 801 15,7799997 TASMLIANGKM4:+15.9949 - - 1.02 0,001 2 1021,53687 1021,5351 0,0018 1,76205397
1 182951|18220gel11_0130.xml 838 16,2999992 EGEPTQSVA  - - 1.01 6,9E-07 2 1601,76282 1601,76575 -0,0029 -1,81050193
1 gel11_0130.xml 886 16,9799995 NCGVQVIGC C2:+57.0215 - 2 2 1.01 1.02 7,8E-05 2 1231,5929 1231,59265 0,0003 0,24358703
1 gel11_0130.xml 933 17,6499996 VCIVSEEVEEC2:+57.0215 2 2 1.01 1.02 0,00013 2 1320,63647 1320,63562 0,0009 0,68149
1 gel11_0130.xml 981 18,3299999 TYSEVIGNIQ  2 2 1.01 1.02 5,8E-05 2 1279,66516 1279,66455 0,0007 0,54701829
1 182951|18220gel11_0130.xml 1051 19,3700008 NTGGFDIIGS  - - 1.01 1,7E-05 2 1193,59082 1193,59143 -0,0005 -0,41890383
1 gel11_0130.xml 1058 19,4699993 ENSEIYASLP  2 2 1.01 1.02 0,00011 2 1634,80176 1634,80249 -0,0007 -0,42818627
1 gel11_0130.xml 1077 19,7600002 NEMIETSFGFC14:+57.0215 2 2 1.01 1.02 1,3E-09 2 1765,73267 1765,74121 -0,0085 -4,81384277
1 182951|18220gel11_0130.xml 1222 21,9699993 NVISGLFDGIK - - 1.01 0,0012 2 1162,64551 1162,64709 -0,0015 -1,29015934
1 182951|18220gel11_0130.xml 1247 22,3299999 ILGPGGLVDHM13:+15.9949- - 1.01 2,7E-07 3 2736,32031 2736,31885 0,0013 0,47509083

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel12_0130.xml 652 14,1400003 TGYMSSVR M4:+15.9949 2 3 1.02 1.03 0,025 2 916,419922 916,419678 0,0002 0,21824062
1 880226|87697gel12_0130.xml 765 15,6700001 TASMLIANGKM4:+15.9949 - - 1.02 0,003 2 1021,53473 1021,5351 -0,0004 -0,39156753
1 1487274|1480gel12_0130.xml 780 15,8800001 TASMLIADGKM4:+15.9949 - - 1.03 0,032 2 1022,52545 1022,5191 0,0063 6,16125393
1 182951|18220gel12_0130.xml 810 16,2999992 EGEPTQSVA  - - 1.01 6,7E-07 2 1601,76477 1601,76575 -0,0009 -0,56187993
1 gel12_0130.xml 856 16,9599991 NCGVQVIGC C2:+57.0215 - 2 3 1.01 1.02 0,00011 2 1231,59082 1231,59265 -0,0017 -1,38032663
1 gel12_0130.xml 898 17,5599995 VCIVSEEVEEC2:+57.0215 3 3 1.01 1.02 1.03 0,00056 2 1320,63342 1320,63562 -0,0021 -1,59014332
1 gel12_0130.xml 946 18,25 TYSEVIGNIQ  2 3 1.01 1.02 6E-06 2 1279,66455 1279,66455 1E-04 0,07814547
1 gel12_0130.xml 1013 19,2199993 NTGGFDIIGS  2 3 1.01 1.03 3,7E-05 2 1193,59119 1193,59143 -1E-04 -0,08378077
1 gel12_0130.xml 1027 19,4300003 ENSEIYASLP  2 3 1.01 1.02 3,3E-06 2 1634,80115 1634,80249 -0,0013 -0,79520309
1 gel12_0130.xml 1046 19,7199993 NEMIETSFGFC14:+57.0215 2 3 1.01 1.02 1,9E-08 2 1765,74585 1765,74121 0,0047 2,66177177
1 gel12_0130.xml 1192 21,9599991 NVISGLFDGIK 2 3 1.01 1.03 0,03 2 1162,6449 1162,64709 -0,0021 -1,80622303
1 182951|18220gel12_0130.xml 1219 22,3299999 ILGPGGLVDHM13:+15.9949- - 1.01 3E-07 3 2736,32153 2736,31885 0,0026 0,95018166

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P55259|GPgel01_0136.xml 372 15 NCYATPTEDKC2:+57.0215 - - 1.01 0,0082 2 1198,50427 1198,50488 -0,0006 -0,50062376
1 sp|P55259|GPgel01_0136.xml 389 15,2600002 DSTIHVEENG - - 1.01 1,9E-09 2 1774,78174 1774,7843 -0,0025 -1,40862191
1 sp|P55259|GPgel01_0136.xml 565 17,6800003 NCYATPTEDKC2:+57.0215 - - 1.01 1,4E-07 2 1724,81689 1724,81641 0,0005 0,28988594
1 sp|P55259|GPgel01_0136.xml 575 17,8199997 VHSLQPQLD C10:+57.0215- - 1.01 1,7E-06 2 1506,75061 1506,74866 0,0021 1,39372945
1 sp|P55259|GPgel01_0136.xml 586 17,9799995 VSVTSPVQASC12:+57.0215- - 1.01 2,7E-07 2 1361,68848 1361,68457 0,0039 2,86409926
1 sp|P55259|GPgel01_0136.xml 611 18,3299999 SLQPQLDCG C8:+57.0215 - - 1.01 0,00098 2 1270,62061 1270,62134 -0,0006 -0,47220993
1 sp|P55259|GPgel01_0136.xml 815 21,0799999 NWVSVTSPVC14:+57.0215- - 1.01 2,5E-10 2 1661,80872 1661,80676 0,0019 1,14333391
1 sp|P55259|GPgel01_0136.xml 1145 25,5300007 DTILNINFQCAC10:+57.0215- - 1.01 2,1E-08 2 2071,97925 2071,98315 -0,0038 -1,83399177
1 sp|P55259|GPgel01_0136.xml 1173 25,8899994 NTLSLVNDFI  - - 1.01 0,00037 2 1404,78406 1404,78503 -0,0009 -0,64066738
1 sp|P55259|GPgel01_0136.xml 1412 28,9699993 CLLGGLGLGEC1:+57.0215 - - 1.01 4,6E-10 2 1832,98462 1832,99426 -0,0096 -5,23733234
1 sp|P55259|GPgel01_0136.xml 1594 31,4300003 CLLGGLGLGEC1:+57.0215 -- - 1.01 3,5E-08 2 1815,96997 1815,96777 0,0023 1,26654232

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P55259|GPgel03_0136.xml 713 14,6999998 NCYATPTEDKC2:+57.0215 - - 1.01 0,029 2 1198,50671 1198,50488 0,0019 1,58530855
1 sp|P55259|GPgel03_0136.xml 722 14,8500004 DSTIHVEENG - - 1.01 1,2E-07 2 1774,77856 1774,7843 -0,0056 -3,15531301
1 sp|P55259|GPgel03_0136.xml 780 15,8900003 AILEQGDTSR - - 1.01 0,035 2 1089,55396 1089,55396 1E-04 0,09178068
1 sp|P55259|GPgel03_0136.xml 856 17,1299992 VGAILEQGDT - - 1.01 0,00052 2 1245,64392 1245,6438 0,0002 0,16055954
1 sp|P55259|GPgel03_0136.xml 1018 19,5499992 NWVSVTSPVC14:+57.0215- - 1.01 0,0015 2 1661,8053 1661,80676 -0,0015 -0,90263206
1 sp|P55259|GPgel03_0136.xml 1207 22,4799995 NTLSLVNDFI  - - 1.01 0,00061 2 1404,78442 1404,78503 -0,0005 -0,35592633

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P55259|GPgel09_0136.xml 560 14,3500004 NCYATPTEDKC2:+57.0215 - - 1.01 0,0091 2 1198,505 1198,50488 0,0002 0,16687457
1 sp|P55259|GPgel09_0136.xml 569 14,4899998 DSTIHVEENG - - 1.01 3,4E-10 2 1774,78101 1774,7843 -0,0032 -1,80303597
1 sp|P55259|GPgel09_0136.xml 680 16,2199993 NCYATPTEDKC2:+57.0215 - - 1.01 3,3E-05 2 1724,80994 1724,81641 -0,0064 -3,71053958
1 sp|P55259|GPgel09_0136.xml 712 16,6900005 VGAILEQGDT - - 1.01 0,00019 2 1245,6438 1245,6438 1E-04 0,08027977
1 sp|P55259|GPgel09_0136.xml 723 16,8600006 SSDVHSLQPQC13:+57.0215- - 1.01 2,8E-06 2 1795,83215 1795,8396 -0,0074 -4,12063551
1 sp|P55259|GPgel09_0136.xml 731 16,9799995 SLQPQLDCG C8:+57.0215 - - 1.01 0,0061 2 1270,62244 1270,62134 0,0012 0,94441986
1 sp|P55259|GPgel09_0136.xml 743 17,1599998 DVHSLQPQL C11:+57.0215- - 1.01 4E-09 2 1621,77393 1621,77551 -0,0016 -0,98657304
1 sp|P55259|GPgel09_0136.xml 880 19,1100006 NWVSVTSPVC14:+57.0215- - 1.01 1,8E-12 2 1661,8053 1661,80676 -0,0015 -0,90263206
1 sp|P55259|GPgel09_0136.xml 1075 22,1000004 DTILNINFQCAC10:+57.0215- - 1.01 6,3E-10 2 2071,97583 2071,98315 -0,0073 -3,52319455
1 sp|P55259|GPgel09_0136.xml 1094 22,3600006 NTLSLVNDFI  - - 1.01 0,00023 2 1404,7832 1404,78503 -0,0017 -1,21014953
1 sp|P55259|GPgel09_0136.xml 1116 22,6700001 CLLGGLGLGEC1:+57.0215 - - 1.01 2,8E-09 2 1832,99182 1832,99426 -0,0024 -1,30933309
1 sp|P55259|GPgel09_0136.xml 1145 23,0699997 CLLGGLGLGEC1:+57.0215 -- - 1.01 2,3E-09 2 1815,96582 1815,96777 -0,0019 -1,04627407

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P55259|GPgel10_0136.xml 566 14,4099998 DSTIHVEENG - - 1.01 9,4E-08 2 1774,78101 1774,7843 -0,0032 -1,80303597
1 sp|P55259|GPgel10_0136.xml 685 16,1599998 NCYATPTEDKC2:+57.0215 - - 1.01 1,5E-06 2 1724,8103 1724,81641 -0,006 -3,47863126
1 sp|P55259|GPgel10_0136.xml 748 17,0900002 DVHSLQPQL C11:+57.0215- - 1.01 2,7E-05 2 1621,77283 1621,77551 -0,0027 -1,66484213
1 sp|P55259|GPgel10_0136.xml 876 19 NWVSVTSPVC14:+57.0215- - 1.01 1,5E-11 2 1661,8075 1661,80676 0,0007 0,42122826
1 sp|P55259|GPgel10_0136.xml 1071 22,0900002 DTILNINFQCAC10:+57.0215- - 1.01 1,9E-10 2 2071,97632 2071,98315 -0,0068 -3,28188014
1 sp|P55259|GPgel10_0136.xml 1141 23,0799999 CLLGGLGLGEC1:+57.0215 -- - 1.01 2,1E-07 2 1815,95996 1815,96777 -0,0077 -4,24016333

Group Description Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P55259|GPgel11_0136.xml 665 14,4499998 NCYATPTEDKC2:+57.0215 - - 1.01 0,00032 2 1198,50317 1198,50488 -0,0017 -1,4184339
1 sp|P55259|GPgel11_0136.xml 677 14,6199999 DSTIHVEENG - - 1.01 4,2E-08 2 1774,7821 1774,7843 -0,0021 -1,18324232
1 sp|P55259|GPgel11_0136.xml 811 16,5 NCYATPTEDKC2:+57.0215 - - 1.01 3,8E-06 2 1724,8147 1724,81641 -0,0017 -0,98561215
1 sp|P55259|GPgel11_0136.xml 851 17,0499992 SLQPQLDCG C8:+57.0215 - - 1.01 0,0013 2 1270,61987 1270,62134 -0,0013 -1,02312148
1 sp|P55259|GPgel11_0136.xml 1008 19,2199993 NWVSVTSPVC14:+57.0215- - 1.01 1,2E-11 2 1661,80518 1661,80676 -0,0016 -0,96280748
1 sp|P55259|GPgel11_0136.xml 1218 22,25 DTILNINFQCAC10:+57.0215- - 1.01 1,9E-08 2 2071,98047 2071,98315 -0,0026 -1,25483644
1 sp|P55259|GPgel11_0136.xml 1232 22,4699993 NTLSLVNDFI  - - 1.01 6E-05 2 1404,78369 1404,78503 -0,0012 -0,85422331
1 sp|P55259|GPgel11_0136.xml 1282 23,1000004 CLLGGLGLGEC1:+57.0215 -- - 1.01 3,1E-07 2 1815,96436 1815,96777 -0,0034 -1,87228

Page 29



peptides

Group Description Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P55259|GPgel12_0136.xml 673 14,46 NCYATPTEDKC2:+57.0215 - - 1.01 0,009 2 1198,50586 1198,50488 0,001 0,83437294
1 sp|P55259|GPgel12_0136.xml 688 14,6599998 DSTIHVEENG - - 1.01 1,5E-09 2 1774,78247 1774,7843 -0,0017 -0,95786285
1 sp|P55259|GPgel12_0136.xml 821 16,4799995 NCYATPTEDKC2:+57.0215 - - 1.01 8,9E-07 2 1724,81775 1724,81641 0,0014 0,81168056
1 sp|P55259|GPgel12_0136.xml 849 16,8799992 VGAILEQGDT - - 1.01 2,8E-05 2 1245,64685 1245,6438 0,0031 2,48867297
1 sp|P55259|GPgel12_0136.xml 857 17 SSDVHSLQPQC13:+57.0215- - 1.01 2,1E-08 2 1795,84021 1795,8396 0,0007 0,38978982
1 sp|P55259|GPgel12_0136.xml 860 17,0400009 SLQPQLDCG C8:+57.0215 - - 1.01 0,00076 2 1270,62183 1270,62134 0,0006 0,47220993
1 sp|P55259|GPgel12_0136.xml 887 17,4300003 DVHSLQPQL C11:+57.0215- - 1.01 5,3E-08 2 1621,77258 1621,77551 -0,0029 -1,78816354
1 sp|P55259|GPgel12_0136.xml 1017 19,2299995 NWVSVTSPVC14:+57.0215- - 1.01 1,4E-12 2 1661,80396 1661,80676 -0,0028 -1,68491304
1 sp|P55259|GPgel12_0136.xml 1226 22,2299995 DTILNINFQCAC10:+57.0215- - 1.01 1,5E-09 2 2071,97876 2071,98315 -0,0043 -2,07530665
1 sp|P55259|GPgel12_0136.xml 1239 22,4200001 NTLSLVNDFI  - - 1.01 0,00015 2 1404,78455 1404,78503 -0,0004 -0,28474107
1 sp|P55259|GPgel12_0136.xml 1261 22,7000008 CLLGGLGLGEC1:+57.0215 - - 1.01 1E-09 2 1832,99133 1832,99426 -0,0029 -1,58211076
1 sp|P55259|GPgel12_0136.xml 1295 23,1399994 CLLGGLGLGEC1:+57.0215 -- - 1.01 1,1E-05 2 1815,97046 1815,96777 0,0028 1,54187751

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1223327|1218gel01_0137.xml 383 15,1800003 IAANTGAADA - - 2.01 0,00019 2 1259,62378 1259,62305 0,0008 0,63511062
1 1223327|1218gel01_0137.xml 743 20,1399994 SVGFIAANTG - - 2.01 3,2E-08 2 1649,8114 1649,81335 -0,0019 -1,15164542
1 1223327|1218gel01_0137.xml 971 23,2999992 TTAPDDLFQF - - 2.01 1E-04 2 1310,63989 1310,63794 0,002 1,52597451

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel08_0137.xml 483 12,0100002 IAANTGAADA 2 3 1.01 1.02 8,5E-07 2 1259,62219 1259,62305 -0,0008 -0,63511062
1 190132|18937gel08_0137.xml 628 14,1099997 ANIMANMPSAM4:+15.9949 - - 1.01 9,7E-08 2 1767,83606 1767,84082 -0,0047 -2,65861034
1 gel08_0137.xml 715 15,3299999 SVGFIAANTG 2 3 1.01 1.02 9,5E-11 2 1649,81189 1649,81335 -0,0014 -0,84858078
1 190132|18937gel08_0137.xml 716 15,3500004 TKPTVNPTFAM14:+15.9949- - 1.01 1,2E-06 3 2660,24048 2660,24341 -0,0029 -1,0901258
1 190132|18937gel08_0137.xml 750 15,8500004 QTTGSTVATY - - 1.01 1,4E-08 2 2097,04541 2097,04639 -0,0008 -0,38148892
1 190132|18937gel08_0137.xml 751 15,8699999 QTTGSTVATY - - 1.01 2E-05 3 2097,04712 2097,04639 0,0009 0,42917505
1 gel08_0137.xml 841 17,2199993 LTSVITAADFAM13:+15.9949 2 3 1.01 1.02 5,5E-11 2 2155,07056 2155,07031 0,0002 0,09280439
1 gel08_0137.xml 842 17,2399998 LTSVITAADFAM13:+15.9949 2 3 1.01 1.02 3,2E-07 3 2155,07324 2155,07031 0,0028 1,29926145
1 2624478|2539gel08_0137.xml 866 17,6100006 LTSVITAADFAM13:+15.9949- - 1.03 2,4E-07 2 2156,05396 2156,05444 -0,0004 -0,18552408
1 2624478|2539gel08_0137.xml 867 17,6299992 LTSVITAADFAM13:+15.9949- - 1.03 0,00097 3 2156,04932 2156,05444 -0,0051 -2,36543202
1 gel08_0137.xml 871 17,6900005 TTAPDDLFQF 3 3 1.01 1.02 1.03 7,2E-06 2 1310,63684 1310,63794 -0,0011 -0,83928591
1 190132|18937gel08_0137.xml 896 18,0599995 SIVFNVTGDA - - 1.01 4E-09 2 1718,9054 1718,90759 -0,0022 -1,27988267
1 190132|18937gel08_0137.xml 898 18,1000004 SIVFNVTGDA - - 1.01 7,8E-06 3 1718,90515 1718,90759 -0,0025 -1,4544121
1 190132|18937gel08_0137.xml 921 18,4599991 VTEEADGVSV - - 1.01 5,4E-07 2 1379,67041 1379,66931 0,0011 0,79729247
1 1223327|1218gel08_0137.xml 922 18,4699993 AASTDYVSQA - - 1.02 1,7E-11 2 2323,10889 2323,10938 -0,0003 -0,12913728
1 190132|18937gel08_0137.xml 1011 19,7399998 LAILFDNTVYT - - 1.01 1,3E-07 2 1953,0304 1953,0332 -0,0028 -1,4336673

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel09_0137.xml 609 11,8999996 IAANTGAADA 3 3 1.01 1.02 1.03 0,0038 2 1259,62317 1259,62305 0,0002 0,15877765
1 190132|18937gel09_0137.xml 785 14,0900002 ANIMANMPSAM4:+15.9949 - - 1.01 7,6E-09 2 1767,84033 1767,84082 -0,0005 -0,28283092
1 gel09_0137.xml 876 15,29 SVGFIAANTG 2 3 1.01 1.02 2,5E-09 2 1649,81323 1649,81335 -1E-04 -0,06061291
1 190132|18937gel09_0137.xml 883 15,3699999 TKPTVNPTFAM14:+15.9949- - 1.01 1E-06 3 2660,24048 2660,24341 -0,0029 -1,0901258
1 190132|18937gel09_0137.xml 919 15,8500004 QTTGSTVATY - - 1.01 7,3E-08 2 2097,04907 2097,04639 0,0028 1,33521116
1 190132|18937gel09_0137.xml 921 15,8800001 QTTGSTVATY - - 1.01 1,8E-05 3 2097,04614 2097,04639 -0,0002 -0,09537223
1 gel09_0137.xml 1022 17,25 LTSVITAADFAM13:+15.9949 2 3 1.01 1.02 3,2E-06 3 2155,07251 2155,07031 0,002 0,92804402
1 gel09_0137.xml 1024 17,2900009 LTSVITAADFAM13:+15.9949 2 3 1.01 1.02 7,8E-10 2 2155,06885 2155,07031 -0,0015 -0,696033
1 2624478|2539gel09_0137.xml 1046 17,6399994 LTSVITAADFAM13:+15.9949- - 1.03 4,4E-05 3 2156,05273 2156,05444 -0,0016 -0,7420963
1 gel09_0137.xml 1054 17,7700005 TTAPDDLFQF 3 3 1.01 1.02 1.03 5E-06 2 1310,63806 1310,63794 1E-04 0,07629872
1 190132|18937gel09_0137.xml 1081 18,1700001 SIVFNVTGDA - - 1.01 5,2E-08 2 1718,91138 1718,90759 0,0038 2,21070647
1 190132|18937gel09_0137.xml 1083 18,2000008 SIVFNVTGDA - - 1.01 0,0021 3 1718,90735 1718,90759 -0,0003 -0,17452946
1 190132|18937gel09_0137.xml 1103 18,4899998 VTEEADGVSV - - 1.01 1,3E-06 2 1379,66882 1379,66931 -0,0005 -0,36240569
1 1223327|1218gel09_0137.xml 1108 18,5699997 AASTDYVSQA - - 1.02 3,9E-06 2 2323,10669 2323,10938 -0,0025 -1,07614386
1 1223327|1218gel09_0137.xml 1113 18,6399994 AASTDYVSQA - - 1.02 0,0022 3 2323,11841 2323,10938 0,0091 3,91716409
1 190132|18937gel09_0137.xml 1202 19,7999992 LAILFDNTVYT - - 1.01 4,3E-11 2 1953,03064 1953,0332 -0,0025 -1,28006017

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel12_0137.xml 654 11,9099998 IAANTGAADA 2 3 1.01 1.03 4,1E-05 2 1259,62292 1259,62305 -1E-04 -0,07938883
1 1522970|1515gel12_0137.xml 667 12,0600004 GIQVMGSGT M5:+15.9949 - - 1.01 1,4E-09 2 1222,60901 1222,60999 -0,001 -0,81792235
1 1522970|1515gel12_0137.xml 719 12,6999998 ITMTIDPGSK M3:+15.9949 - - 1.01 0,011 2 1078,54529 1078,54529 0 0
1 1522970|1515gel12_0137.xml 867 14,6199999 MAFFAEGTS M1:+15.9949 - - 1.01 0,0018 2 1132,5083 1132,50964 -0,0012 -1,05959368
1 gel12_0137.xml 891 14,8900003 LTVAGAEPSY 2 3 1.01 1.03 3,1E-07 2 1376,74255 1376,74243 0,0002 0,14527045
1 1522970|1515gel12_0137.xml 912 15,1899996 MAFFAEGTS M1:+15.9949 - - 1.01 0,0055 2 1132,50513 1132,50964 -0,0044 -3,88517666
1 1522970|1515gel12_0137.xml 918 15,2600002 MDMSVYDLTM1:+15.9949 - - 1.01 2,6E-05 2 1681,7135 1681,71216 0,0014 0,8324849
1 601687|59961gel12_0137.xml 925 15,3699999 SVGFIAANTG - - 1.02 4,4E-11 2 1649,81372 1649,81335 0,0004 0,24245165
1 601687|59961gel12_0137.xml 965 15,9300003 SVGFIAANTG - - 1.02 0,00015 2 1649,81958 1649,81335 0,0063 3,81861401
1 1522970|1515gel12_0137.xml 968 15,9700003 TVMSEEELAYM3:+15.9949 - - 1.01 8,4E-09 2 1576,72058 1576,72046 0,0003 0,19026835
1 gel12_0137.xml 970 16 VASGYDAAV  3 3 1.01 1.02 1.03 4,2E-07 2 1308,65698 1308,65869 -0,0017 -1,29904008
1 1522970|1515gel12_0137.xml 980 16,1399994 TILYNGDQLT - - 1.01 3,3E-08 2 1605,84888 1605,84875 0,0002 0,12454472
1 1522970|1515gel12_0137.xml 990 16,2800007 ANTILYNGDQ - - 1.01 3,8E-07 2 1790,92627 1790,92871 -0,0024 -1,34008694
1 1522970|1515gel12_0137.xml 1009 16,4899998 NPVAGEAYLS - - 1.01 9,7E-06 2 1295,66199 1295,66345 -0,0014 -1,08052742
1 gel12_0137.xml 1062 17,2399998 LTSVITAADFAM13:+15.9949 2 3 1.01 1.02 4,5E-05 3 2155,07495 2155,07031 0,0046 2,13450098
1 gel12_0137.xml 1064 17,2700005 LTSVITAADFAM13:+15.9949 2 3 1.01 1.02 3,1E-11 2 2155,07007 2155,07031 -0,0003 -0,1392066
1 2624478|2539gel12_0137.xml 1088 17,6599998 LTSVITAADFAM13:+15.9949- - 1.03 1,3E-05 3 2156,06055 2156,05444 0,0061 2,82924199
1 gel12_0137.xml 1095 17,7700005 TTAPDDLFQF 3 3 1.01 1.02 1.03 3,5E-06 2 1310,63708 1310,63794 -0,0008 -0,61038977
1 601687|59961gel12_0137.xml 1113 18,0200005 AASTDYVSQA - - 1.02 8,8E-15 2 2337,08813 2337,08838 -0,0004 -0,17115313
1 1522970|1515gel12_0137.xml 1254 19,7999992 TGFGAFANTI - - 1.01 4E-07 3 2371,19067 2371,19336 -0,0026 -1,09649432
1 1522970|1515gel12_0137.xml 1255 19,8199997 TGFGAFANTI - - 1.01 4E-12 2 2371,18726 2371,19336 -0,006 -2,53037143

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 519820|51807gel01_0151.xml 470 16,2199993 CVNDAATMIKC1:+57.0215 -- - 2.01 1E-04 2 1138,52258 1138,52356 -0,0009 -0,79049742
1 519820|51807gel01_0151.xml 473 16,2600002 VVIASACR C7:+57.0215 - - 2.01 0,018 2 875,476196 875,477173 -0,001 -1,14223433
1 519820|51807gel01_0151.xml 572 17,6200008 AGVAPEMVDM7:+15.9949 - - 2.01 5,7E-05 2 1260,61206 1260,6145 -0,0023 -1,82450712
1 519820|51807gel01_0151.xml 782 20,4599991 ILVTLLHEMQ M9:+15.9949 - - 2.01 0,0026 2 1340,76038 1340,76111 -0,0006 -0,44750702
1 519820|51807gel01_0151.xml 934 22,5 FDDEIVPVPV - - 2.01 4E-05 2 1257,6709 1257,67297 -0,002 -1,59023869
1 519820|51807gel01_0151.xml 1067 24,2800007 MGGALSNTPM1:+15.9949 - - 2.01 1,3E-07 2 1814,96265 1814,96851 -0,0058 -3,19564772

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 534642|53280gel02_0151.xml 607 12,3299999 AGVKPEMVDM7:+15.9949 - - 1.02 0,014 3 1317,6709 1317,67224 -0,0014 -1,06247962
1 519820|51807gel02_0151.xml 622 12,5500002 CVNDAATMIKC1:+57.0215 -- - 1.01 0,017 2 1138,52344 1138,52356 0 0
1 519820|51807gel02_0151.xml 698 13,5600004 AGVAPEMVDM7:+15.9949 - - 1.01 0,00045 2 1260,61377 1260,6145 -0,0006 -0,47595838
1 gel02_0151.xml 702 13,6099997 MGCVIQAAQ C3:+57.0215 - 2 2 1.01 1.02 4,2E-07 2 1618,77759 1618,77917 -0,0016 -0,98839915
1 gel02_0151.xml 776 14,6000004 VNVNGGAIALC19:+57.0215 2 2 1.01 1.02 0,00062 3 1905,97339 1905,97156 0,0018 0,94440019
1 gel02_0151.xml 833 15,3900003 ILVTLLHEMQ M9:+15.9949 2 2 1.01 1.02 0,00065 2 1340,76025 1340,76111 -0,0008 -0,59667599
1 gel02_0151.xml 964 17,2800007 FDDEIVPVPV 2 2 1.01 1.02 5,5E-05 2 1257,67236 1257,67297 -0,0005 -0,39755967
1 gel02_0151.xml 1039 18,3899994 MGGALSNTPM1:+15.9949 2 2 1.01 1.02 5,6E-05 2 1814,96667 1814,96851 -0,0018 -0,99175268
1 gel02_0151.xml 1040 18,4099998 MGGALSNTPM1:+15.9949 2 2 1.01 1.02 1,9E-06 3 1814,96313 1814,96851 -0,0053 -2,92016077

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1968794|1957gel03_0151.xml 861 16,2299995 VVLAGACR C7:+57.0215 - - 1.01 0,02 2 845,4646 845,466614 -0,002 -2,36555767
1 1632437|1624gel03_0151.xml 899 16,7700005 DEGPRPGTT  - - 1.02 0,034 2 1586,80164 1586,80249 -0,0008 -0,5041585
1 gel03_0151.xml 948 17,4699993 EELDEFSANS 2 2 1.01 1.02 5,5E-06 2 1524,6814 1524,68164 -0,0002 -0,13117492
1 gel03_0151.xml 1074 19,2299995 ILVTLLHEMQ M9:+15.9949 2 2 1.01 1.02 7E-05 2 1340,75598 1340,76111 -0,005 -3,72922492
1 gel03_0151.xml 1169 20,6200008 FDDEIVPVPV 2 2 1.01 1.02 2,8E-05 2 1257,66992 1257,67297 -0,003 -2,38535786

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 519820|51807gel07_0151.xml 517 12,5600004 CVNDAATMIKC1:+57.0215 -- - 1.01 2,3E-05 2 1138,52319 1138,52356 -0,0003 -0,26349917
1 519820|51807gel07_0151.xml 521 12,6199999 VVIASACR C7:+57.0215 - - 1.01 0,021 2 875,476501 875,477173 -0,0007 -0,79956394
1 519820|51807gel07_0151.xml 584 13,5600004 AGVAPEMVDM7:+15.9949 - - 1.01 0,0006 2 1260,61316 1260,6145 -0,0012 -0,95191675
1 519820|51807gel07_0151.xml 633 14,29 EELDEFSANS - - 1.01 1,7E-06 2 1524,6803 1524,68164 -0,0013 -0,85263699
1 519820|51807gel07_0151.xml 674 14,8500004 VNVNGGAIALC19:+57.0215- - 1.01 1,8E-05 3 1905,97058 1905,97156 -0,001 -0,52466679
1 519820|51807gel07_0151.xml 707 15,3400002 AGEADIVVAGM12:+15.9949- - 1.01 2,6E-08 3 2508,07202 2508,07642 -0,0044 -1,75433254
1 519820|51807gel07_0151.xml 738 15,8100004 ILVTLLHEMQ M9:+15.9949 - - 1.01 0,00093 2 1340,76038 1340,76111 -0,0006 -0,44750702
1 519820|51807gel07_0151.xml 824 17,0799999 EGGLVTAGN M23:+15.9949- - 1.01 2E-07 3 2562,23096 2562,2356 -0,0047 -1,83433557
1 519820|51807gel07_0151.xml 849 17,4500008 FDDEIVPVPV - - 1.01 0,00019 2 1257,67078 1257,67297 -0,0021 -1,66975045
1 519820|51807gel07_0151.xml 927 18,6700001 MGGALSNTPM1:+15.9949 - - 1.01 1E-07 2 1814,96497 1814,96851 -0,0035 -1,92840827
1 519820|51807gel07_0151.xml 931 18,7299995 MGGALSNTPM1:+15.9949 - - 1.01 7,3E-07 3 1814,96924 1814,96851 0,0007 0,3856816
1 519820|51807gel07_0151.xml 1085 20,8999996 AGLPIEVPAITC16:+57.0215- - 1.01 0,0035 3 2108,17993 2108,17871 0,001 0,47434312
1 519820|51807gel07_0151.xml 1088 20,9400005 AGLPIEVPAITC16:+57.0215- - 1.01 5,4E-05 2 2108,17676 2108,17871 -0,002 -0,94868624
1 519820|51807gel07_0151.xml 1184 21,9400005 TGLTIDDFDL  - - 1.01 4,5E-07 3 2751,37744 2751,38403 -0,0065 -2,3624475

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
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peptides

1 2839591|2738gel09_0151.xml 687 16,2800007 AGVAPEMVDM7:+15.9949 - - 1.01 0,0016 2 1260,6123 1260,6145 -0,0021 -1,6658541
1 2839591|2738gel09_0151.xml 964 20,3700008 FDDEIVPVPV - - 1.01 2,4E-05 2 1257,67224 1257,67297 -0,0007 -0,55658346

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2839591|2738gel12_0151.xml 751 15,5699997 VVIASACR C7:+57.0215 - - 1.01 0,037 2 875,473511 875,477173 -0,0037 -4,22626686
1 2839591|2738gel12_0151.xml 820 16,5100002 AGVAPEMVDM7:+15.9949 - - 1.01 0,0085 2 1260,61426 1260,6145 -1E-04 -0,07932639
1 2839591|2738gel12_0151.xml 1092 20,4500008 FDDEIVPVPV - - 1.01 4,3E-05 2 1257,67749 1257,67297 0,0046 3,65754867

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1625395|1617gel01_0153.xml 426 15,8199997 ASFMPQAEK M4:+15.9949 - - 1.01 0,0051 2 1024,47693 1024,47717 -0,0003 -0,29283231
1 1907135|1898gel01_0153.xml 543 17,3799992 SASEAEGATL - - 1.02 0,00066 2 1263,64612 1263,64307 0,0031 2,45322442
1 gel01_0153.xml 629 18,5400009 TVHTVSDEAV 2 2 1.01 1.02 4,1E-10 2 1783,91956 1783,91895 0,0007 0,39239448
1 gel01_0153.xml 670 19,1000004 TVHTVSDEAV 2 2 1.01 1.02 2,7E-09 2 1627,81616 1627,81775 -0,0016 -0,98291105
1 gel01_0153.xml 703 19,5300007 TVSDEAVEAE 2 2 1.01 1.02 5,9E-05 2 1290,64209 1290,64282 -0,0006 -0,46488464
1 1907135|1898gel01_0153.xml 741 20,0699997 AAGIEPVGRP - - 1.02 7E-06 2 1495,77478 1495,77551 -0,0007 -0,46798465
1 1907135|1898gel01_0153.xml 774 20,5499992 PEVSVDSASE - - 1.02 6,5E-13 2 1889,93164 1889,93433 -0,0026 -1,37570918
1 1625395|1617gel01_0153.xml 781 20,6599998 YKELPALDDE - - 1.01 3E-05 2 1504,78894 1504,78979 -0,0008 -0,5316357
1 1625395|1617gel01_0153.xml 795 20,8600006 MDEMVNDFAM1:+15.9949 - - 1.01 0,0052 2 1406,57629 1406,5719 0,0044 3,12817287
1 1625395|1617gel01_0153.xml 857 21,7299995 DCSEYDTLDEC2:+57.0215 - - 1.01 0,00014 2 1521,60083 1521,60535 -0,0045 -2,95740271
1 1625395|1617gel01_0153.xml 1009 23,8999996 SMAELQFSIDM2:+15.9949 - - 1.01 1,1E-09 2 1702,79761 1702,79968 -0,002 -1,17453635
1 1907135|1898gel01_0153.xml 1019 24,0499992 AINELFPAAY  - - 1.02 4E-05 2 1664,85144 1664,85339 -0,002 -1,20130694
1 1907135|1898gel01_0153.xml 1151 25,8500004 TYDAINELFP  - - 1.02 0,00099 2 2043,97473 2043,99097 -0,017 -8,31706238

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1625395|1617gel10_0153.xml 619 15,0699997 ASFMPQAEK M4:+15.9949 - - 2.01 0,012 2 1024,47778 1024,47717 0,0006 0,58566463
1 1625395|1617gel10_0153.xml 633 15,2799997 YMGQTMEQFM2:+15.9949 - - 2.01 3,7E-06 2 1322,54993 1322,55078 -0,0008 -0,60489166
1 gel10_0153.xml 760 17,1599998 TVHTVSDEAV 2 2 2.01 2.02 0,0015 3 1783,91797 1783,91895 -0,0009 -0,50450724
1 1625395|1617gel10_0153.xml 781 17,4599991 ELVNVDDLKK - - 2.01 0,02 2 1172,65112 1172,65259 -0,0014 -1,19387448
1 gel10_0153.xml 792 17,6200008 TVHTVSDEAV 2 2 2.01 2.02 1,2E-06 2 1627,81213 1627,81775 -0,0056 -3,44018841
1 1625395|1617gel10_0153.xml 876 18,8700008 YKELPALDDE - - 2.01 2,5E-05 2 1504,78906 1504,78979 -0,0007 -0,46518123
1 1625395|1617gel10_0153.xml 880 18,9300003 MDEMVNDFAM1:+15.9949 - - 2.01 0,0052 2 1406,57104 1406,5719 -0,0008 -0,56875873
1 1907135|1898gel10_0153.xml 891 19,0900002 AAGIEPVGRP - - 2.02 2,2E-10 3 2740,39575 2740,40039 -0,0046 -1,67858684
1 1625395|1617gel10_0153.xml 924 19,5799999 DCSEYDTLDEC2:+57.0215 - - 2.01 8,7E-05 2 1521,60364 1521,60535 -0,0017 -1,11724114

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1625395|1617gel11_0153.xml 717 15,3299999 ASFMPQAEK M4:+15.9949 - - 1.01 0,02 2 1024,47815 1024,47717 0,001 0,97610766
1 1625395|1617gel11_0153.xml 734 15,5600004 YMGQTMEQFM2:+15.9949 - - 1.01 0,00021 2 1322,55322 1322,55078 0,0025 1,89028656
1 1625395|1617gel11_0153.xml 993 19,2299995 MDEMVNDFAM1:+15.9949 - - 1.01 0,00062 2 1406,57092 1406,5719 -0,001 -0,71094841
1 1625395|1617gel11_0153.xml 1029 19,75 DCSEYDTLDEC2:+57.0215 - - 1.01 9,6E-05 2 1521,60376 1521,60535 -0,0016 -1,05152094

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 618647|61650gel08_0166.xml 482 11,8100004 SMPVPDKEP M2:+15.9949 - - 1.01 0,0029 2 1444,70129 1444,69922 0,0021 1,45358968
1 618647|61650gel08_0166.xml 585 13,3500004 IMYGGQYSTDM2:+15.9949 - - 1.01 3,7E-05 2 1407,62537 1407,62134 0,0041 2,9127152
1 618647|61650gel08_0166.xml 593 13,46 IMYGGQYSTDM2:+15.9949 - - 1.01 0,001 2 1407,61011 1407,62097 -0,011 -7,81460381
1 618647|61650gel08_0166.xml 771 16,0100002 YYVYAVGIND - - 1.01 3,2E-08 2 1663,79407 1663,79675 -0,0025 -1,50258732

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1622487|1614gel01_0169.xml 405 15,8299999 VVANQMSDFM6:+15.9949 - - 2.01 0,00012 2 1154,55066 1154,55151 -0,0007 -0,606296
1 1622487|1614gel01_0169.xml 459 16,6000004 TNTNFVGETK - - 2.01 0,002 2 1110,5437 1110,54297 0,0007 0,63032228
1 1622487|1614gel01_0169.xml 499 17,1399994 NAGEATVTVV - - 2.01 0,00062 2 1145,61682 1145,61646 0,0004 0,34915698
1 1622487|1614gel01_0169.xml 712 20,0200005 SAEDLGAETY - - 2.01 5,8E-05 2 1755,82947 1755,82874 0,0008 0,4556253
1 1622487|1614gel01_0169.xml 717 20,1000004 LEVVGSYTYT - - 2.01 0,00047 2 1316,67566 1316,67371 0,002 1,51897931

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1622487|1614gel02_0169.xml 516 12,1400003 VEYVNDNTN  - - 2.01 0,00016 2 1266,59644 1266,59656 0 0
1 1622487|1614gel02_0169.xml 521 12,21 AGYTGQIK  - - 2.01 0,027 2 837,447144 837,446899 0,0002 0,23882112
1 1622487|1614gel02_0169.xml 528 12,3100004 VVANQMSDFM6:+15.9949 - - 2.01 5,8E-06 2 1154,5509 1154,55151 -0,0005 -0,4330686
1 1622487|1614gel02_0169.xml 547 12,5900002 NYTTGTTEVT - - 2.01 5,6E-08 2 1372,65942 1372,65955 0 0
1 1622487|1614gel02_0169.xml 564 12,8400002 TNTNFVGETK - - 2.01 0,0045 2 1110,54321 1110,54297 0,0003 0,27013814
1 1622487|1614gel02_0169.xml 588 13,1800003 NAGEATVTVV - - 2.01 1,8E-05 2 1145,61572 1145,61646 -0,0007 -0,61102474
1 1622487|1614gel02_0169.xml 607 13,4700003 IVTDSIGKDDA - - 2.01 0,0011 3 1804,92627 1804,92908 -0,0029 -1,60671127
1 1622487|1614gel02_0169.xml 716 15,0299997 EAFTYTGSQI - - 2.01 0,023 3 2020,00208 2020,00256 -0,0005 -0,24752444
1 1622487|1614gel02_0169.xml 726 15,1700001 FVSGTTNVNL - - 2.01 2,9E-11 2 1732,8374 1732,83923 -0,0018 -1,03875768
1 1622487|1614gel02_0169.xml 735 15,3100004 LEVVGSYTYT - - 2.01 1,7E-05 2 1316,67163 1316,67371 -0,002 -1,51897931
1 1622487|1614gel02_0169.xml 748 15,5 TNYVFGYDG  - - 2.01 1,4E-05 2 1393,62866 1393,62744 0,0012 0,86106229
1 1622487|1614gel02_0169.xml 786 16,0400009 LTYTSSTTPV - - 2.01 4,3E-11 2 1928,0199 1928,02271 -0,0027 -1,40039849
1 1622487|1614gel02_0169.xml 791 16,1200008 TLNPDKLELT - - 2.01 6,6E-05 2 1384,80298 1384,80505 -0,002 -1,44424665
1 1622487|1614gel02_0169.xml 852 17,0599995 VNVNVGDAT  - - 2.01 1,2E-07 2 1596,89502 1596,896 -0,0009 -0,56359333
1 1622487|1614gel02_0169.xml 864 17,2299995 DVEVYIVGTG - - 2.01 2,9E-06 2 1628,79041 1628,79187 -0,0014 -0,85953277
1 1622487|1614gel02_0169.xml 979 18,9699993 ALTTSYLNGT - - 2.01 0,0033 3 2831,3313 2831,34106 -0,01 -3,53189516
1 1622487|1614gel02_0169.xml 1034 19,6599998 LTLANWTGA  - - 2.01 5,1E-07 2 1729,95459 1729,94873 0,0059 3,41050577
1 1622487|1614gel02_0169.xml 1065 20,0699997 ITLNDVELSA  - - 2.01 1,1E-09 2 2386,2019 2386,20288 -0,0009 -0,37716824

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1622487|1614gel11_0169.xml 633 12,1700001 VEYVNDNTN  - - 1.01 0,00029 2 1266,59509 1266,59656 -0,0014 -1,10532427
1 1622487|1614gel11_0169.xml 635 12,1999998 AGYTGQIK  - - 1.01 0,021 2 837,446838 837,446899 -1E-04 -0,11941056
1 1622487|1614gel11_0169.xml 643 12,3100004 VVANQMSDFM6:+15.9949 - - 1.01 1,5E-05 2 1154,55127 1154,55151 -1E-04 -0,08661371
1 1622487|1614gel11_0169.xml 663 12,5900002 NYTTGTTEVT - - 1.01 6,2E-06 2 1372,65759 1372,65955 -0,0018 -1,31132305
1 1622487|1614gel11_0169.xml 683 12,8599997 TNTNFVGETK - - 1.01 0,0051 2 1110,54211 1110,54297 -0,0008 -0,72036833
1 1622487|1614gel11_0169.xml 709 13,2299995 NAGEATVTVV - - 1.01 0,00022 2 1145,61548 1145,61646 -0,001 -0,87289256
1 1622487|1614gel11_0169.xml 728 13,4899998 IVTDSIGKDDA - - 1.01 0,02 3 1804,92883 1804,92908 -0,0003 -0,16621152
1 1622487|1614gel11_0169.xml 735 13,5799999 IVTDSIGKDDA - - 1.01 9,2E-05 2 1804,92261 1804,92908 -0,0065 -3,60124946
1 1622487|1614gel11_0169.xml 792 14,3500004 VQYNGSLQT M14:+15.9949- - 1.01 1,1E-10 2 1892,83081 1892,8335 -0,0026 -1,37360215
1 1622487|1614gel11_0169.xml 844 15,0600004 EAFTYTGSQI - - 1.01 0,00026 3 2019,99951 2020,00256 -0,0031 -1,53465152
1 1622487|1614gel11_0169.xml 846 15,0900002 EAFTYTGSQI - - 1.01 7E-07 2 2019,99622 2020,00256 -0,0064 -3,16831279
1 1622487|1614gel11_0169.xml 853 15,1899996 FVSGTTNVNL - - 1.01 2,9E-11 2 1732,83911 1732,83923 -1E-04 -0,05770876
1 1622487|1614gel11_0169.xml 857 15,25 DGSTDVANF  - - 1.01 8E-07 2 1331,57422 1331,57544 -0,0012 -0,90118819
1 1622487|1614gel11_0169.xml 864 15,3500004 LEVVGSYTYT - - 1.01 1,9E-05 2 1316,67346 1316,67371 -0,0002 -0,15189792
1 1622487|1614gel11_0169.xml 866 15,3800001 YTYEGDDLVN - - 1.01 2,5E-11 2 1713,7959 1713,797 -0,0011 -0,64184964
1 1622487|1614gel11_0169.xml 880 15,5799999 TNYVFGYDG  - - 1.01 8,5E-06 2 1393,62646 1393,62744 -0,0009 -0,64579666
1 1622487|1614gel11_0169.xml 917 16,1100006 LTYTSSTTPV - - 1.01 9,5E-15 2 1928,01819 1928,02271 -0,0045 -2,33399749
1 1622487|1614gel11_0169.xml 921 16,1700001 TLNPDKLELT - - 1.01 0,00011 2 1384,80432 1384,80505 -0,0007 -0,50548631
1 1622487|1614gel11_0169.xml 981 17,0599995 VNVNVGDAT  - - 1.01 1,7E-09 2 1596,89709 1596,896 0,0012 0,75145787
1 1622487|1614gel11_0169.xml 1114 19,0100002 ALTTSYLNGT - - 1.01 0,00068 3 2831,33813 2831,34155 -0,0032 -1,13020623
1 1622487|1614gel11_0169.xml 1193 20,0799999 ITLNDVELSA  - - 1.01 0,026 3 2386,19482 2386,20288 -0,0079 -3,31069899
1 1622487|1614gel11_0169.xml 1194 20,1000004 ITLNDVELSA  - - 1.01 7E-10 2 2386,20142 2386,20288 -0,0014 -0,58670616
1 1622487|1614gel11_0169.xml 1226 20,4599991 IGTFAINAAVI  - - 1.01 4,5E-06 3 2143,16919 2143,16479 0,0043 2,00637865

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 538927|53707gel01_0174.xml 364 14,96 IDMSEYQEK M3:+15.9949 - - 1.01 0,0066 2 1158,49719 1158,49878 -0,0015 -1,29477906
1 538927|53707gel01_0174.xml 538 17,4200001 VSGGEPYLS  - - 1.01 0,0028 2 1064,53625 1064,53748 -0,0012 -1,12725008
1 538927|53707gel01_0174.xml 544 17,5100002 VTSQSSEDTY - - 1.01 5,6E-07 2 1701,78198 1701,78186 0,0002 0,11752387
1 538927|53707gel01_0174.xml 569 17,8600006 TAIVEGLAHR - - 1.01 0,029 2 1066,60254 1066,60083 0,0018 1,68760419
1 538927|53707gel01_0174.xml 594 18,2000008 AIDLMDEAAAM5:+15.9949 - - 1.01 6E-05 2 1163,56165 1163,56165 0 0
1 538927|53707gel01_0174.xml 663 19,0900002 SIGATTLDEY  - - 1.01 1,1E-05 2 1325,66003 1325,65881 0,0013 0,98064446
1 538927|53707gel01_0174.xml 704 19,6399994 LQALNQEIEE - - 1.01 1,2E-08 2 1671,85327 1671,85522 -0,0019 -1,13646209
1 538927|53707gel01_0174.xml 708 19,6900005 YAINLNEAAR - - 1.01 0,0015 2 1134,58728 1134,59058 -0,0033 -2,9085381
1 538927|53707gel01_0174.xml 731 20,0200005 NNPILIGEPGT - - 1.01 1,1E-06 2 1309,70825 1309,71155 -0,0032 -2,44328618
1 538927|53707gel01_0174.xml 772 20,6000004 AIQHYLLNDL  - - 1.01 1,8E-06 2 1414,76843 1414,76929 -0,0008 -0,56546319
1 538927|53707gel01_0174.xml 777 20,6800003 GQQAIEPVHVM15:+15.9949- - 1.01 4E-07 2 1779,93933 1779,94263 -0,0032 -1,79781067
1 538927|53707gel01_0174.xml 779 20,7099991 GEGAMDAANM5:+15.9949 - - 1.01 0,0089 2 1713,8905 1713,89575 -0,0051 -2,97567701
1 538927|53707gel01_0174.xml 880 22,1200008 AQEAVQEAV  - - 1.01 8,8E-07 2 1641,85205 1641,85596 -0,0038 -2,31445384
1 538927|53707gel01_0174.xml 886 22,2099991 MEVDSVPEE M1:+15.9949 - - 1.01 1,7E-06 2 1763,80554 1763,80078 0,0048 2,72139597
1 538927|53707gel01_0174.xml 961 23,2900009 VGENVTNFIF - - 1.01 1,9E-05 2 1395,72583 1395,72705 -0,0012 -0,85976702
1 538927|53707gel01_0174.xml 986 23,6399994 RPIGSFLFLG  - - 1.01 0,00098 2 1649,93774 1649,93774 0 0
1 538927|53707gel01_0174.xml 1156 25,8799992 IDETIMFLPLTM6:+15.9949 - - 1.01 1,1E-05 2 1904,99341 1904,99304 0,0005 0,26246816
1 538927|53707gel01_0174.xml 1407 29,1299992 AHPDVFNILL  - - 1.01 1,6E-07 2 1922,00769 1922,01355 -0,0057 -2,96563983

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1562586|1555gel08_0174.xml 489 11,9499998 IDMSEYQEK M3:+15.9949 - - 1.01 0,00048 2 1158,49768 1158,49878 -0,001 -0,86318612
1 1562586|1555gel08_0174.xml 579 13,2799997 VTSQSSEDTY - - 1.01 0,00066 2 1659,76794 1659,77124 -0,0032 -1,92797637
1 1562586|1555gel08_0174.xml 593 13,4799995 VSGGEPYLS  - - 1.01 0,017 2 1064,53613 1064,53748 -0,0013 -1,22118759

Page 31



peptides

1 1562586|1555gel08_0174.xml 661 14,4499998 SKPIIVETAGD - - 1.01 1,1E-06 2 1427,81921 1427,81079 0,0084 5,88313246
1 1562586|1555gel08_0174.xml 680 14,71 SIGATTLDEY  - - 1.01 0,02 2 1325,65881 1325,65881 1E-04 0,07543419
1 1562586|1555gel08_0174.xml 704 15,0500002 YAINLNEAAR - - 1.01 0,00028 2 1134,58948 1134,59058 -0,0011 -0,9695127
1 1562586|1555gel08_0174.xml 722 15,3199997 NNPILIGEPGT - - 1.01 0,0013 2 1309,71143 1309,71155 0 0
1 1562586|1555gel08_0174.xml 787 16,2700005 FIASTGYDPE - - 1.01 1,9E-05 2 1530,72241 1530,72278 -0,0003 -0,19598587
1 1562586|1555gel08_0174.xml 804 16,5400009 LLHLEQELHL - - 1.01 0,0095 2 1400,81421 1400,80103 0,013 9,28040504
1 1562586|1555gel08_0174.xml 884 17,7900009 VGENVTNFIF - - 1.01 1,3E-05 2 1395,72693 1395,72705 -1E-04 -0,07164724
1 1562586|1555gel08_0174.xml 977 19,0799999 ALADYLFDDEM13:+15.9949- - 1.01 3E-05 2 1775,81702 1775,81604 0,001 0,56312144
1 1562586|1555gel08_0174.xml 1260 21,8099995 AEGSIILFIDE  - - 1.01 0,0062 3 2083,14795 2083,1438 0,0041 1,96817911

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1562586|1555gel09_0174.xml 633 11,8900003 IDMSEYQEK M3:+15.9949 - - 1.01 0,0038 2 1158,49585 1158,49878 -0,0029 -2,50323963
1 1562586|1555gel09_0174.xml 754 13,46 VSGGEPYLS  - - 1.01 0,0069 2 1064,53625 1064,53748 -0,0012 -1,12725008
1 1562586|1555gel09_0174.xml 806 14,1899996 LDPVIGR  - - 1.01 0,028 2 769,456543 769,457092 -0,0006 -0,77977061
1 1562586|1555gel09_0174.xml 833 14,54 STVATILK  - - 1.01 0,037 2 832,514587 832,514282 0,0003 0,36035419
1 1562586|1555gel09_0174.xml 835 14,5600004 SKPIIVETAGD - - 1.01 7,1E-09 2 1427,81348 1427,81079 0,0027 1,89100695
1 1562586|1555gel09_0174.xml 842 14,6400003 SIGATTLDEY  - - 1.01 0,00045 2 1325,66235 1325,65881 0,0036 2,71563101
1 1562586|1555gel09_0174.xml 874 15,0699997 YAINLNEAAR - - 1.01 0,014 2 1134,59009 1134,59058 -0,0005 -0,44068763
1 1562586|1555gel09_0174.xml 891 15,3100004 NNPILIGEPGT - - 1.01 0,0022 2 1309,70813 1309,71155 -0,0033 -2,51963854
1 1562586|1555gel09_0174.xml 924 15,7700005 GEGAMDAANM5:+15.9949 - - 1.01 0,03 3 1713,89355 1713,89575 -0,0021 -1,22527862
1 1562586|1555gel09_0174.xml 964 16,2900009 FIASTGYDPE - - 1.01 2,4E-06 2 1530,72241 1530,72278 -0,0003 -0,19598587
1 1562586|1555gel09_0174.xml 1000 16,7600002 LGMNAQQIALM3:+15.9949 - - 1.01 0,00071 2 1529,83423 1529,83606 -0,0017 -1,11123013
1 1562586|1555gel09_0174.xml 1032 17,25 IKDEAIIAAVE  - - 1.01 0,012 3 1641,91443 1641,91736 -0,003 -1,82713223
1 1562586|1555gel09_0174.xml 1070 17,8500004 VGENVTNFIF - - 1.01 4,4E-05 2 1395,72266 1395,72705 -0,0044 -3,15247893
1 1562586|1555gel09_0174.xml 1095 18,2000008 RPIGSFIFLGT - - 1.01 0,037 3 1649,93518 1649,93774 -0,0026 -1,57581699
1 1562586|1555gel09_0174.xml 1160 19,1499996 ALADYLFDDEM13:+15.9949- - 1.01 1,1E-06 2 1775,81665 1775,81604 0,0006 0,33787286
1 1562586|1555gel09_0174.xml 1432 21,9099998 AEGSIILFIDE  - - 1.01 0,0038 3 2083,14453 2083,1438 0,0008 0,38403493

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2576160|2494gel03_0175.xml 989 18,8799992 LDVDLGGSG  - - 1.01 3,6E-06 2 1302,66577 1302,66516 0,0006 0,46059421
1 2576160|2494gel03_0175.xml 1015 19,2800007 YYSTEFLR  - - 1.01 0,011 2 1078,52173 1078,52075 0,001 0,92719591

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 556539|55466gel07_0175.xml 502 12,3100004 TPAACLGQS C5:+57.0215 - - 1.01 1,4E-05 2 1060,5199 1060,52075 -0,0009 -0,84863967
1 gel07_0175.xml 579 13,46 FDGCPNGCVC4:+57.0215 - 2 2 1.01 1.02 2,1E-06 2 1541,6283 1541,62976 -0,0014 -0,90812981
1 gel07_0175.xml 595 13,6999998 DDIKIDQEAV  2 2 1.01 1.02 0,0096 2 1273,66284 1273,66382 -0,001 -0,78513658
1 gel07_0175.xml 696 15,1400003 AYVAGEFAPN 2 2 1.01 1.02 5E-09 2 1374,64465 1374,64404 0,0006 0,43647665
1 gel07_0175.xml 714 15,4200001 LFINNAECVRC8:+57.0215 2 2 1.01 1.02 0,0041 2 1235,62061 1235,62048 1E-04 0,08093099
1 gel07_0175.xml 737 15,7600002 LDVDLGGSG  2 2 1.01 1.02 5,5E-07 2 1302,66309 1302,66516 -0,0021 -1,61207962
1 2576160|2494gel07_0175.xml 747 15,9099998 YYSTEFLR  - - 1.02 0,041 2 1078,5188 1078,52075 -0,002 -1,85439181
1 gel07_0175.xml 774 16,3099995 LDVDLGGSG  2 2 1.01 1.02 0,00023 2 1302,66187 1302,66516 -0,0033 -2,53326821
1 gel07_0175.xml 819 16,9699993 SDFAVVGTW 2 2 1.01 1.02 0,001 2 1109,56262 1109,56299 -0,0003 -0,27037674
1 556539|55466gel07_0175.xml 884 17,9799995 LLEVTEIPALA - - 1.01 4,7E-06 2 1660,96326 1660,96375 -0,0004 -0,24082403
1 2576160|2494gel07_0175.xml 943 18,8700008 GLCDIWELR C3:+57.0215 - - 1.02 0,036 2 1161,57288 1161,57251 0,0004 0,34436077
1 gel07_0175.xml 963 19,1399994 FDIEAEVINLCC11:+57.0215 2 2 1.01 1.02 1,7E-05 2 1634,80798 1634,80994 -0,0018 -1,10104537

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 556539|55466gel08_0175.xml 519 12,29 TPAACLGQS C5:+57.0215 - - 1.01 1,1E-05 2 1060,521 1060,52075 0,0002 0,18858659
1 gel08_0175.xml 725 15,25 LFINNAECVRC8:+57.0215 2 2 1.01 1.02 0,004 2 1235,61816 1235,62048 -0,0023 -1,861413
1 gel08_0175.xml 750 15,6199999 LDVDLGGSG  2 2 1.01 1.02 5,6E-07 2 1302,66541 1302,66516 0,0002 0,15353139
1 2576160|2494gel08_0175.xml 759 15,75 YYSTEFLR  - - 1.02 0,031 2 1078,51978 1078,52075 -0,001 -0,92719591
1 gel08_0175.xml 976 18,9599991 FDIEAEVINLCC11:+57.0215 2 2 1.01 1.02 1E-04 2 1634,81567 1634,80994 0,0059 3,60898232

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 556539|55466gel11_0175.xml 747 15,2200003 TPAACLGQS C5:+57.0215 - - 1.01 1,2E-06 2 1060,52087 1060,52075 1E-04 0,0942933
1 556539|55466gel11_0175.xml 948 18,0699997 AYVAGEFAPN - - 1.01 3,8E-07 2 1374,64233 1374,64404 -0,0017 -1,23668385
1 556539|55466gel11_0175.xml 1004 18,8799992 LDVDLGGSG  - - 1.01 2,9E-06 2 1302,66455 1302,66516 -0,0006 -0,46059421
1 556539|55466gel11_0175.xml 1097 20,25 SDFAVVGTW - - 1.01 8,4E-05 2 1109,56592 1109,56299 0,003 2,7037673

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 599358|59730gel08_0176.xml 575 13,1599998 RPGCFLAR C4:+57.0215 - - 1.01 0,024 2 976,514282 976,515015 -0,0007 -0,71683484
1 599358|59730gel08_0176.xml 591 13,3699999 KLPAELEEQR - - 1.01 0,0081 2 1212,65588 1212,65869 -0,0028 -2,30897593
1 599358|59730gel08_0176.xml 630 13,9300003 LPAELEEQR  - - 1.01 0,0072 2 1084,5625 1084,56372 -0,0012 -1,10643578
1 599358|59730gel08_0176.xml 676 14,5799999 AYVGGAFPS C11:+57.0215- - 1.01 9,8E-07 2 1284,60535 1284,60461 0,0008 0,6227597
1 599358|59730gel08_0176.xml 686 14,7200003 CMGPLDSPL C1:+57.0215 -- - 1.01 4,5E-06 2 1204,56921 1204,57056 -0,0012 -0,99620569
1 599358|59730gel08_0176.xml 711 15,0500002 ATTMPLVFQSM4:+15.9949 - - 1.01 0,0046 2 1266,65076 1266,65149 -0,0007 -0,55263817
1 599358|59730gel08_0176.xml 821 16,5499992 TVLGVSPTYA - - 1.01 6,3E-06 2 1492,79004 1492,78979 0,0003 0,20096602
1 599358|59730gel08_0176.xml 827 16,6499996 DKDGNFIWP M15:+15.9949- - 1.01 0,0011 3 1900,83704 1900,82874 0,0084 4,41912508
1 599358|59730gel08_0176.xml 885 17,5599995 IGIEITDSPYVM15:+15.9949- - 1.01 5,6E-10 2 1823,92175 1823,92114 0,0006 0,32896161
1 599358|59730gel08_0176.xml 993 19,0900002 TMYVIPFCMGC8:+57.0215 -- - 1.01 4,4E-05 2 2071,99048 2071,99048 0 0
1 599358|59730gel08_0176.xml 1154 20,8500004 TVANPPLIFN  - - 1.01 7,6E-08 2 1787,95483 1787,95959 -0,0047 -2,62869477

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 599358|59730gel09_0176.xml 719 13,5699997 KLPAELEEQR - - 1.01 0,0078 2 1212,65857 1212,65869 -1E-04 -0,08246343
1 599358|59730gel09_0176.xml 749 13,9899998 LPAELEEQR  - - 1.01 0,0046 2 1084,56299 1084,56372 -0,0007 -0,64542079
1 599358|59730gel09_0176.xml 953 16,6499996 TVLGVSPTYA - - 1.01 4,3E-05 2 1492,78796 1492,78979 -0,0018 -1,205796
1 599358|59730gel09_0176.xml 970 16,8999996 TNLAMLVPPAM5:+15.9949 - - 1.01 0,00085 2 1448,75439 1448,75696 -0,0026 -1,79464197
1 599358|59730gel09_0176.xml 1018 17,6299992 IGIEITDSPYVM15:+15.9949- - 1.01 1,9E-11 2 1823,91956 1823,92114 -0,0016 -0,87723088

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 243489|24253gel07_0183.xml 596 13,6800003 VGGNYAASL  - - 1.01 0,0003 2 1007,52673 1007,52728 -0,0006 -0,5955174
1 243489|24253gel07_0183.xml 627 14,1400003 SLMQLAEDMM3:+15.9949 - - 1.01 3,7E-05 2 1401,60461 1401,60632 -0,0016 -1,14154744
1 243489|24253gel07_0183.xml 739 15,6800003 GIQYGTEPDI  - - 1.01 0,038 3 1758,84534 1758,84497 0,0004 0,22742197
1 243489|24253gel07_0183.xml 759 15,9700003 STSILPSITNK - - 1.01 0,038 2 1160,65247 1160,65259 0 0
1 243489|24253gel07_0183.xml 831 16,9899998 MAHDLGYACC9:+57.0215 -- - 1.01 0,0087 2 1919,83484 1919,83069 0,0042 2,18769288
1 243489|24253gel07_0183.xml 855 17,3299999 GGFSTNPYV  - - 1.01 1,9E-05 2 1323,70667 1323,70605 0,0007 0,52881831
1 243489|24253gel07_0183.xml 926 18,4500008 LPFGYIPTDY  - - 1.01 4,8E-05 2 1554,79663 1554,79553 0,0011 0,70748854
1 243489|24253gel07_0183.xml 1026 19,8700008 GILMPEVPTEM4:+15.9949 - - 1.01 1,2E-10 2 2095,03101 2095,03418 -0,0031 -1,4796896
1 243489|24253gel07_0183.xml 1027 19,8899994 GILMPEVPTEM4:+15.9949 - - 1.01 0,00011 3 2095,03125 2095,03418 -0,0029 -1,38422561

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 514327|51260gel01_0184.xml 436 16,0599995 DLENNTMEV M7:+15.9949 - - 1.01 4,2E-05 2 1383,58594 1383,58826 -0,0023 -1,66234434
1 gel01_0184.xml 446 16,2099991 ADLAEQSAVR 3 4 1.02 1.03 1.04 0,015 2 1059,54175 1059,54333 -0,0015 -1,41570425
1 514327|51260gel01_0184.xml 515 17,1399994 ADLAEQSPVR - - 1.01 0,00037 2 1085,55908 1085,55896 1E-04 0,09211844
1 2712857|2616gel01_0184.xml 517 17,1700001 DLENNTMEIMM7:+15.9949 - - 1.03 2,1E-05 2 1397,60254 1397,604 -0,0014 -1,00171423
1 gel01_0184.xml 544 17,5400009 NDPNGGGVV 2 4 1.03 1.04 2,4E-07 2 1409,70056 1409,70239 -0,0017 -1,20592833
1 514327|51260gel01_0184.xml 621 18,6000004 NAEDGSGVIV - - 1.01 5,1E-08 2 1442,71252 1442,71265 0 0
1 514327|51260gel01_0184.xml 648 18,9500008 MLHVYGDFA M1:+15.9949 - - 1.01 0,0019 2 1325,62061 1325,61987 0,0008 0,60349125
1 gel01_0184.xml 655 19,0499992 YMAVPVIK M2:+15.9949 2 4 1.01 1.04 0,018 2 936,521423 936,522705 -0,0013 -1,38811362
1 2585468|2503gel01_0184.xml 669 19,2299995 MQHQLDLMFM1:+15.9949 - - 1.02 0,0064 2 1322,62134 1322,62366 -0,0022 -1,66336048
1 514327|51260gel01_0184.xml 676 19,3099995 VDSYDDFKEQ - - 1.01 1,7E-05 2 1615,74829 1615,74902 -0,0007 -0,43323559
1 gel01_0184.xml 687 19,4699993 GCMVIKPYGYC2:+57.0215 - 4 4 1.01 1.02 1.03 2E-05 2 1203,55408 1203,55408 0 0
1 gel01_0184.xml 708 19,75 ALQSGTSHFL 3 4 1.02 1.03 1.04 5,7E-08 2 1705,86572 1705,86609 -0,0003 -0,17586376
1 2585468|2503gel01_0184.xml 711 19,7999992 ETVPVDGIVE - - 1.02 0,00052 2 1213,64417 1213,6427 0,0015 1,23594856
1 2712857|2616gel01_0184.xml 716 19,8700008 ITSVDSYEEF  - - 1.03 0,00038 2 1317,62097 1317,62134 -0,0003 -0,22768304
1 514327|51260gel01_0184.xml 717 19,8799992 ALQCGTSHF C4:+57.0215 - - 1.01 8,9E-07 2 1778,8623 1778,86475 -0,0023 -1,29295945
1 2585468|2503gel01_0184.xml 718 19,8999996 DLENNTLEIMM10:+15.9949- - 1.02 0,0041 2 1363,65479 1363,65259 0,0022 1,61331415
1 514327|51260gel01_0184.xml 798 21,0100002 AFNVQFVDK  - - 1.01 0,0028 2 1067,55273 1067,55237 0,0003 0,28101668
1 2585468|2503gel01_0184.xml 825 21,3899994 LIGALIMTH M7:+15.9949 - - 1.02 0,0062 2 984,558167 984,555115 0,0031 3,14863038
1 2585468|2503gel01_0184.xml 846 21,6700001 FAGALDTYTI M13:+15.9949- - 1.02 2,9E-12 2 1993,88672 1993,88855 -0,0018 -0,9027586
1 1368903|1362gel01_0184.xml 865 21,9099998 MLNVYAEFAEM1:+15.9949 - - 1.04 0,00039 2 1330,63196 1330,63525 -0,0032 -2,40486622
1 514327|51260gel01_0184.xml 879 22,1000004 CLPFDADEESC1:+57.0215 - - 1.01 1,3E-07 2 1678,7616 1678,76331 -0,0017 -1,01265013
1 2585468|2503gel01_0184.xml 902 22,4099998 LSPIITALR  - - 1.02 0,019 2 983,62439 983,625183 -0,0008 -0,81331789
1 514327|51260gel01_0184.xml 973 23,3999996 FAGALDTYTI M14:+15.9949- - 1.01 5,7E-11 2 1945,91821 1945,92163 -0,0033 -1,69585454
1 gel01_0184.xml 1003 23,8199997 ETGHVNAYF  3 4 1.01 1.03 1.04 5,4E-06 2 1698,922 1698,92175 0,0003 0,1765826
1 gel01_0184.xml 1083 24,8899994 AYFPLLIPK  4 4 1.01 1.02 1.03 0,025 2 1061,64001 1061,63977 0,0003 0,28258175

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1328207|1322gel07_0184.xml 456 11,6300001 EEAEEEAVR  - - 1.01 0,024 2 1061,47449 1061,47498 -0,0004 -0,37683412
1 gel07_0184.xml 532 12,7799997 ADLAEQSAVR 2 3 1.01 1.03 0,0049 2 1059,54077 1059,54333 -0,0025 -2,35950708
1 514327|51260gel07_0184.xml 533 12,8000002 DLENNTMEV M7:+15.9949 - - 1.02 4,2E-05 2 1383,58582 1383,58826 -0,0024 -1,73462009
1 514327|51260gel07_0184.xml 575 13,4200001 ADLAEQSPVR - - 1.02 0,00084 2 1085,55835 1085,55896 -0,0006 -0,55271065
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peptides

1 1328207|1322gel07_0184.xml 584 13,5600004 LKNDPNGGG - - 1.01 8,7E-06 2 1650,88538 1650,88135 0,004 2,42294812
1 1328207|1322gel07_0184.xml 599 13,7799997 NDPNGGGVV - - 1.01 4,5E-07 2 1409,70166 1409,70239 -0,0007 -0,4965587
1 514327|51260gel07_0184.xml 615 14,0200005 VDSYDDFK  - - 1.02 0,015 2 988,426147 988,426208 -1E-04 -0,10117093
1 514327|51260gel07_0184.xml 651 14,54 NAEDGSGVIV - - 1.02 1E-09 2 1442,70996 1442,71265 -0,0026 -1,80216074
1 514327|51260gel07_0184.xml 668 14,7799997 YMAVPVIK M2:+15.9949 - - 1.02 0,0035 2 936,521423 936,522705 -0,0013 -1,38811362
1 514327|51260gel07_0184.xml 683 14,9899998 MLHVYGDFA M1:+15.9949 - - 1.02 0,027 2 1325,61816 1325,61987 -0,0017 -1,28241897
1 gel07_0184.xml 689 15,0799999 GCMVIKPYGYC2:+57.0215 - 3 3 1.01 1.02 1.03 0,012 2 1203,55322 1203,55408 -0,0008 -0,664698
1 514327|51260gel07_0184.xml 696 15,1800003 VDSYDDFKEQ - - 1.02 1,1E-06 2 1615,74805 1615,74902 -0,0009 -0,55701721
1 gel07_0184.xml 717 15,4899998 ALQSGTSHFL 2 3 1.01 1.03 4,8E-05 3 1705,86548 1705,86609 -0,0006 -0,35172752
1 gel07_0184.xml 718 15,5100002 ALQSGTSHFL 2 3 1.01 1.03 6,1E-09 2 1705,86511 1705,86609 -0,0009 -0,52759123
1 1328207|1322gel07_0184.xml 724 15,6000004 ITTVDSYDEF  - - 1.01 0,0025 2 1317,62231 1317,62134 0,001 0,75894344
1 2585468|2503gel07_0184.xml 729 15,6700001 DLENNTLEIMM10:+15.9949- - 1.03 0,0076 2 1363,65344 1363,65259 0,0009 0,6599921
1 1328207|1322gel07_0184.xml 784 16,4799995 MLNVYSEFAEM1:+15.9949 - - 1.01 0,00023 2 1346,63074 1346,63013 0,0007 0,51981604
1 1328207|1322gel07_0184.xml 786 16,5100002 FAGALNTYTI M13:+15.9949- - 1.01 9,8E-09 2 1992,90234 1992,90454 -0,0022 -1,10391641
1 1328207|1322gel07_0184.xml 789 16,5599995 FAGALNTYTI M13:+15.9949- - 1.01 0,0014 3 1992,90381 1992,90454 -0,0008 -0,40142414
1 514327|51260gel07_0184.xml 836 17,2700005 CLPFDADEESC1:+57.0215 - - 1.02 1,1E-08 2 1678,76404 1678,76331 0,0008 0,47654125
1 2585468|2503gel07_0184.xml 840 17,3299999 LSPIITALR  - - 1.03 0,0027 2 983,626892 983,625183 0,0017 1,72830057
1 514327|51260gel07_0184.xml 898 18,2399998 FAGALDTYTI M14:+15.9949- - 1.02 1,2E-09 2 1945,91711 1945,92163 -0,0044 -2,26113939
1 2585468|2503gel07_0184.xml 1010 19,8799992 LAPIQVVIIPIT - - 1.03 0,0014 2 1404,92004 1404,91931 0,0008 0,56942767
1 1328207|1322gel07_0184.xml 1073 20,7199993 DLLEEIQANIY - - 1.01 5,7E-05 2 1448,76526 1448,76355 0,0017 1,17341435

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1393123|1386gel10_0184.xml 598 14,8800001 ECAVVTHYR C2:+57.0215 - - 1.01 0,011 2 1134,53723 1134,5365 0,0008 0,70513374
1 1393123|1386gel10_0184.xml 612 15,0799999 DLENNTMEV M7:+15.9949 - - 1.01 0,0078 2 1383,58704 1383,58826 -0,0012 -0,86731005
1 1393123|1386gel10_0184.xml 675 16,0400009 ADLAEQSPVR - - 1.01 0,0011 2 1085,55774 1085,55896 -0,0012 -1,1054213

Group Description Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 724132|72175gel01_0191.xml 317 14,25 VSDMPVVHNM4:+15.9949 - - 2.02 0,0097 2 1270,62256 1270,62134 0,0013 1,02312148
1 986274|98220gel01_0191.xml 399 15,4399996 VHEGDDFTN  - - 2.01 2,9E-06 2 1375,58862 1375,58765 0,0009 0,65426582
1 986274|98220gel01_0191.xml 415 15,6700001 AIKPLNESDT  - - 2.01 0,0041 2 1344,69971 1344,70105 -0,0012 -0,89239168
1 986274|98220gel01_0191.xml 430 15,8699999 MGDVMGDLQM1:+15.9949 - - 2.01 1,3E-06 2 1210,52063 1210,51953 0,0012 0,99131
1 724132|72175gel01_0191.xml 454 16,2000008 AIKPVNEADV - - 2.02 7,2E-05 2 1312,7074 1312,71106 -0,0037 -2,81859446
1 gel01_0191.xml 580 17,8999996 MEQGPLTGSM1:+15.9949 2 2 2.01 2.02 0,00015 2 1325,61523 1325,61584 -0,0006 -0,45261985

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 724132|72175gel02_0191.xml 466 11,3299999 VSDMPVVHNM4:+15.9949 - - 1.01 0,0015 2 1270,62207 1270,62134 0,0009 0,7083149
1 724132|72175gel02_0191.xml 475 11,4700003 RGMIMGMSSM3:+15.9949 - - 1.01 0,0011 3 1710,7196 1710,71362 0,006 3,50730824
1 724132|72175gel02_0191.xml 502 11,8400002 VHEGDDLTN  - - 1.01 2E-07 2 1341,60132 1341,60339 -0,002 -1,49075353
1 724132|72175gel02_0191.xml 512 11,9899998 GMIMGMSSEM2:+15.9949 - - 1.01 7,4E-07 2 1554,61475 1554,61255 0,0023 1,47946835
1 724132|72175gel02_0191.xml 549 12,5100002 AIKPVNEADV - - 1.01 0,0045 2 1312,70935 1312,71106 -0,0017 -1,29502988
1 gel02_0191.xml 561 12,6800003 MGDVMSDLQM1:+15.9949 2 2 1.01 1.02 7,8E-05 2 1240,53003 1240,53015 0 0
1 gel02_0191.xml 632 13,6599998 MEQGPLTGSM1:+15.9949 2 2 1.01 1.02 3,2E-05 2 1325,61499 1325,61584 -0,0008 -0,60349303
1 612009|60989gel02_0191.xml 705 14,6899996 MAQLFVCSGC7:+57.0215 -- - 1.02 0,00016 2 1369,63245 1369,6355 -0,003 -2,19036388
1 724132|72175gel02_0191.xml 713 14,8100004 ALVEAAAENDM14:+15.9949- - 1.01 9E-08 2 1749,8219 1749,82153 0,0004 0,22859474
1 724132|72175gel02_0191.xml 732 15,0799999 MAQLFVCAGC7:+57.0215 -- - 1.01 4,7E-06 2 1353,64063 1353,64063 1E-04 0,07387485
1 gel02_0191.xml 746 15,29 NIALLGNDGS 2 2 1.01 1.02 0,00022 2 1158,61279 1158,61182 0,0011 0,94941205
1 724132|72175gel02_0191.xml 756 15,4300003 TAVEPHIGGV - - 1.01 4E-07 2 1545,80847 1545,8064 0,0021 1,35851419
1 gel02_0191.xml 769 15,6199999 MHPVDSNEISM1:+15.9949 2 2 1.01 1.02 0,0019 3 1835,84363 1835,84192 0,0017 0,92600566
1 724132|72175gel02_0191.xml 770 15,6400003 VPLKEMSSYSM6:+15.9949 - - 1.01 0,0069 3 2116,05322 2116,05957 -0,0063 -2,97723174
1 724132|72175gel02_0191.xml 772 15,6700001 FFESESLTEDM12:+15.9949- - 1.01 6,4E-10 2 1635,68323 1635,68469 -0,0014 -0,8559106
1 724132|72175gel02_0191.xml 788 15,8999996 EMSSYSTSLSM2:+15.9949 - - 1.01 1,4E-08 2 1678,75708 1678,75928 -0,0021 -1,25092375
1 724132|72175gel02_0191.xml 845 16,75 FASYELVPTD - - 1.01 8,4E-05 2 1625,80591 1625,80615 -0,0002 -0,1230159
1 724132|72175gel02_0191.xml 872 17,1499996 GMFPVFCVCC7:+57.0215 -- - 1.01 0,00018 2 1388,61926 1388,61646 0,0029 2,08840966
1 724132|72175gel02_0191.xml 914 17,8099995 IPVQELVAGDC13:+57.0215- - 1.01 0,0025 3 1698,9021 1698,90991 -0,0078 -4,59117937
1 724132|72175gel02_0191.xml 974 18,7099991 LMEFLGNVVPM2:+15.9949 - - 1.01 0,0045 3 2533,25903 2533,2583 0,0008 0,31579882
1 724132|72175gel02_0191.xml 1001 19,0699997 LVFINSIVGGS - - 1.01 4,5E-05 2 1560,87585 1560,87476 0,0011 0,70473307
1 724132|72175gel02_0191.xml 1090 20,1000004 TTLTESLLFES - - 1.01 4,6E-06 2 1651,91675 1651,91565 0,0011 0,66589355

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 724132|72175gel09_0191.xml 541 11,4200001 VSDMPVVHNM4:+15.9949 - - 1.01 0,00075 2 1270,62024 1270,62134 -0,001 -0,78701657
1 724132|72175gel09_0191.xml 579 11,9700003 VHEGDDLTN  - - 1.01 1E-06 2 1341,6012 1341,60339 -0,0021 -1,56529117
1 724132|72175gel09_0191.xml 627 12,6599998 AIKPVNEADV - - 1.01 5,8E-06 2 1312,70923 1312,71106 -0,0019 -1,44738638
1 724132|72175gel09_0191.xml 630 12,6999998 AIKPVNEADV - - 1.01 0,0083 3 1312,71179 1312,71106 0,0007 0,53324753
1 gel09_0191.xml 639 12,8299999 MGDVMSDLQM1:+15.9949 2 2 1.01 1.02 7,2E-06 2 1240,52856 1240,53015 -0,0015 -1,20916045
1 gel09_0191.xml 705 13,7600002 MEQGPLTGSM1:+15.9949 2 2 1.01 1.02 0,00011 2 1325,61584 1325,61584 0 0
1 612009|60989gel09_0191.xml 779 14,8000002 MAQLFVCSGC7:+57.0215 -- - 1.02 0,00062 2 1369,62952 1369,6355 -0,006 -4,38072777
1 724132|72175gel09_0191.xml 810 15,2399998 MAQLFVCAGC7:+57.0215 -- - 1.01 2,1E-05 2 1353,6416 1353,64063 0,001 0,73874855
1 gel09_0191.xml 824 15,4399996 NIALLGNDGS 2 2 1.01 1.02 0,00081 2 1158,61145 1158,61182 -0,0003 -0,25893056
1 724132|72175gel09_0191.xml 840 15,6800003 TAVEPHIGGV - - 1.01 0,02 2 1545,8075 1545,8064 0,0011 0,71160269
1 724132|72175gel09_0191.xml 846 15,7600002 FFESESLTEDM12:+15.9949- - 1.01 1,9E-09 2 1635,68152 1635,68469 -0,0031 -1,89523089
1 gel09_0191.xml 851 15,8400002 MHPVDSNEISM1:+15.9949 2 2 1.01 1.02 0,00027 3 1835,84546 1835,84192 0,0035 1,90648234
1 724132|72175gel09_0191.xml 865 16,0400009 EMSSYSTSLSM2:+15.9949 - - 1.01 5E-05 2 1678,75659 1678,75928 -0,0026 -1,5487628
1 724132|72175gel09_0191.xml 923 16,8500004 FASYELVPTD - - 1.01 0,015 2 1625,80481 1625,80615 -0,0013 -0,79960328
1 724132|72175gel09_0191.xml 996 17,9699993 IPVQELVAGDC13:+57.0215- - 1.01 0,0081 3 1698,91443 1698,90991 0,0045 2,64875722
1 724132|72175gel09_0191.xml 1054 18,8199997 LMEFLGNVVPM2:+15.9949 - - 1.01 1,9E-06 3 2533,25293 2533,2583 -0,0052 -2,05269241
1 724132|72175gel09_0191.xml 1083 19,2299995 LVFINSIVGGS - - 1.01 3,9E-05 2 1560,87769 1560,87476 0,0029 1,85793245
1 724132|72175gel09_0191.xml 1162 20,2600002 TTLTESLLFES - - 1.01 0,00011 2 1651,91736 1651,91565 0,0017 1,02910829

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 724132|72175gel12_0191.xml 511 11,3199997 VSDMPVVHNM4:+15.9949 - - 1.01 0,0034 2 1270,62183 1270,62134 0,0006 0,47220993
1 724132|72175gel12_0191.xml 550 11,8400002 VHEGDDLTN  - - 1.01 5,2E-07 2 1341,60034 1341,60339 -0,003 -2,23613024
1 724132|72175gel12_0191.xml 556 11,9300003 GMIMGMSSEM2:+15.9949 - - 1.01 0,00033 2 1554,61206 1554,61255 -0,0004 -0,25729883
1 724132|72175gel12_0191.xml 605 12,5799999 AIKPVNEADV - - 1.01 3,3E-05 2 1312,70898 1312,71106 -0,0021 -1,59974277
1 724132|72175gel12_0191.xml 606 12,6000004 AIKPVNEADV - - 1.01 0,041 3 1312,70874 1312,71106 -0,0024 -1,82827747
1 gel12_0191.xml 612 12,6800003 MGDVMSDLQM1:+15.9949 3 3 1.01 1.02 1.03 7,1E-06 2 1240,53027 1240,53015 0,0003 0,24183211
1 gel12_0191.xml 684 13,6499996 MEQGPLTGSM1:+15.9949 3 3 1.01 1.02 1.03 0,0012 2 1325,61475 1325,61584 -0,0011 -0,82980299
1 612009|60989gel12_0191.xml 760 14,7200003 MAQLFVCSGC7:+57.0215 -- - 1.03 0,00089 2 1369,63623 1369,6355 0,0007 0,51108485
1 724132|72175gel12_0191.xml 768 14,8299999 ALVEAAAENDM14:+15.9949- - 1.01 7,8E-09 2 1749,82031 1749,82153 -0,0012 -0,68578422
1 gel12_0191.xml 789 15,1300001 MAQLFVCAGC7:+57.0215 - 2 3 1.01 1.02 1E-05 2 1353,64014 1353,64063 -0,0004 -0,29549941
1 gel12_0191.xml 803 15,3400002 NIALLGNDGS 3 3 1.01 1.02 1.03 0,00024 2 1158,61096 1158,61182 -0,0007 -0,60417128
1 724132|72175gel12_0191.xml 822 15,6199999 TAVEPHIGGV - - 1.01 0,0003 2 1545,80591 1545,8064 -0,0005 -0,32345578
1 724132|72175gel12_0191.xml 824 15,6400003 FFESESLTEDM12:+15.9949- - 1.01 4,5E-10 2 1635,68079 1635,68469 -0,0039 -2,3843224
1 gel12_0191.xml 829 15,7200003 MHPVDSNEISM1:+15.9949 3 3 1.01 1.02 1.03 2,2E-05 3 1835,84229 1835,84192 0,0004 0,21788368
1 724132|72175gel12_0191.xml 833 15,7799997 VPLKEMSSYSM6:+15.9949 - - 1.01 0,0059 3 2116,05908 2116,05957 -0,0004 -0,18903059
1 gel12_0191.xml 834 15,8000002 MHPVDSNEISM1:+15.9949 3 3 1.01 1.02 1.03 0,022 2 1835,83679 1835,84192 -0,0051 -2,77801704
1 724132|72175gel12_0191.xml 840 15,8900003 EMSSYSTSLSM2:+15.9949 - - 1.01 1,9E-07 2 1678,75867 1678,75928 -0,0006 -0,35740682
1 535579|53373gel12_0191.xml 878 16,4099998 FFESETLTEDM12:+15.9949- - 1.02 0,0095 2 1649,70093 1649,70044 0,0006 0,36370242
1 724132|72175gel12_0191.xml 905 16,7800007 FASYELVPTD - - 1.01 0,0082 2 1625,80469 1625,80615 -0,0014 -0,86111122
1 724132|72175gel12_0191.xml 976 17,9099998 IPVQELVAGDC13:+57.0215- - 1.01 0,00012 3 1698,91016 1698,90991 0,0003 0,17658383
1 724132|72175gel12_0191.xml 977 17,9200001 IPVQELVAGDC13:+57.0215- - 1.01 0,00046 2 1698,90833 1698,90991 -0,0015 -0,88291907
1 724132|72175gel12_0191.xml 1035 18,75 LMEFLGNVVPM2:+15.9949 - - 1.01 3,1E-06 3 2533,2583 2533,2583 1E-04 0,03947485
1 724132|72175gel12_0191.xml 1066 19,1200008 LVFINSIVGGS - - 1.01 4,2E-06 2 1560,87561 1560,87476 0,0008 0,51253313
1 724132|72175gel12_0191.xml 1067 19,1399994 GVPVPPDAN  - - 1.01 0,029 2 1905,97717 1905,97498 0,0023 1,20673156
1 724132|72175gel12_0191.xml 1158 20,2000008 TTLTESLLFES - - 1.01 0,011 3 1651,9176 1651,91565 0,0019 1,15017986
1 gel12_0191.xml 1160 20,2299995 ILEPIYDVEVF 2 3 1.01 1.02 1,8E-06 2 1862,97852 1862,979 -0,0005 -0,26838738
1 724132|72175gel12_0191.xml 1161 20,25 TTLTESLLFES - - 1.01 1,4E-05 2 1651,91541 1651,91565 -0,0003 -0,18160735

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 716754|71438gel01_0220.xml 469 16,5900002 APYTTNPDFR - - 1.01 0,0082 2 1309,65247 1309,65405 -0,0014 -1,06898463
1 716754|71438gel01_0220.xml 483 16,7900009 AIIENCAHPDYC6:+57.0215 - - 1.01 5,7E-06 2 1430,67236 1430,67371 -0,0013 -0,9086628
1 gel01_0220.xml 537 17,5300007 MMNGIGGSGM1:+15.9949 2 2 1.01 1.02 1,2E-05 2 1374,57825 1374,57813 0,0002 0,14549918
1 716754|71438gel01_0220.xml 578 18,1000004 APYTTNPDFR - - 1.01 0,00035 2 1181,55908 1181,55896 1E-04 0,08463395
1 716754|71438gel01_0220.xml 645 19 PSEISNNPEII  - - 1.01 0,00012 2 1368,71045 1368,71216 -0,0017 -1,2420435
1 716754|71438gel01_0220.xml 664 19,2600002 CIPAALAMHDC1:+57.0215 -- - 1.01 5E-08 2 1527,76685 1527,76624 0,0007 0,45818526
1 716754|71438gel01_0220.xml 693 19,6599998 LADKVIIELNA - - 1.01 0,0013 2 1621,92371 1621,92761 -0,0039 -2,40454626
1 716754|71438gel01_0220.xml 750 20,4699993 VIIELNAAH  - - 1.01 0,0014 2 979,558167 979,557495 0,0006 0,61252147
1 716754|71438gel01_0220.xml 761 20,6200008 IIGVVEVNTPD - - 1.01 8,3E-07 2 1510,82166 1510,82275 -0,0011 -0,72808015
1 716754|71438gel01_0220.xml 766 20,6900005 NGMGLHDVYM3:+15.9949 - - 1.01 0,0047 2 1988,91443 1988,91748 -0,003 -1,50835824
1 716754|71438gel01_0220.xml 777 20,8400002 AVNNGEIAYNM17:+15.9949- - 1.01 0,0018 2 2103,97656 2103,97681 -0,0002 -0,09505808
1 716754|71438gel01_0220.xml 793 21,0599995 HGYNIGLSGF - - 1.01 2,8E-09 2 1716,87 1716,87085 -0,0008 -0,46596399
1 716754|71438gel01_0220.xml 845 21,75 IISAAEAASYI  - - 1.01 8,3E-05 2 1236,68604 1236,68396 0,0022 1,77895081
1 716754|71438gel01_0220.xml 873 22,1200008 ILITEQGVADL - - 1.01 0,00085 2 1327,75488 1327,75842 -0,0035 -2,63602161
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peptides

1 716754|71438gel01_0220.xml 888 22,3199997 IGLPYVQVDP - - 1.01 0,00084 2 1228,6936 1228,69397 -0,0004 -0,32554892
1 716754|71438gel01_0220.xml 950 23,1800003 VDVAILEACEC9:+57.0215 - - 1.01 1,5E-05 2 1729,86658 1729,86804 -0,0015 -0,86711818
1 1777525|1769gel01_0220.xml 951 23,2000008 NAYLSIFSCP C9:+57.0215 - - 1.02 0,024 2 1586,7876 1586,7887 -0,0011 -0,69322395
1 716754|71438gel01_0220.xml 953 23,2299995 CIPAALAMHDC1:+57.0215 -- - 1.01 1,9E-09 2 1510,73901 1510,73975 -0,0006 -0,39715645
1 716754|71438gel01_0220.xml 969 23,4599991 NAYISIFTCPSC9:+57.0215 - - 1.01 1,2E-05 2 1570,79358 1570,79382 -0,0002 -0,12732416
1 716754|71438gel01_0220.xml 1012 24,0300007 SFTAPDPITD  - - 1.01 1,3E-09 2 1888,89063 1888,8927 -0,0021 -1,1117624
1 716754|71438gel01_0220.xml 1021 24,1599998 QISIFTGASTG - - 1.01 3,7E-07 2 2010,01367 2010,01428 -0,0005 -0,24875447
1 716754|71438gel01_0220.xml 1101 25,2099991 GFNIISAAEAA - - 1.01 0,00045 2 1150,5741 1150,57434 -0,0002 -0,17382622
1 716754|71438gel01_0220.xml 1138 25,6800003 GFNIISAAEAA - - 1.01 1E-07 2 1554,81421 1554,81665 -0,0024 -1,54359043
1 716754|71438gel01_0220.xml 1339 28,2399998 GNPFQISIF  - - 1.01 0,02 2 1022,5304 1022,53101 -0,0006 -0,5867793

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 716754|71438gel07_0220.xml 556 13,1199999 AIIENCAHPDYC6:+57.0215 - - 1.01 0,00036 2 1430,67188 1430,67371 -0,0018 -1,25814843
1 716754|71438gel07_0220.xml 596 13,6999998 MMNGIGGSGM1:+15.9949 - - 1.01 4,6E-05 2 1374,57825 1374,57813 0,0002 0,14549918
1 716754|71438gel07_0220.xml 619 14,0500002 APYTTNPDFR - - 1.01 0,00081 2 1181,55933 1181,55896 0,0004 0,33853579
1 716754|71438gel07_0220.xml 644 14,4200001 VIIELNAAHSK - - 1.01 0,00012 2 1194,68591 1194,68445 0,0014 1,1718576
1 716754|71438gel07_0220.xml 667 14,7299995 PSEISNNPEII  - - 1.01 0,00042 2 1368,7113 1368,71216 -0,0008 -0,58449101
1 716754|71438gel07_0220.xml 681 14,9099998 LVMRPSEISNM3:+15.9949 - - 1.01 0,044 3 1883,9978 1884,00122 -0,0034 -1,80466974
1 716754|71438gel07_0220.xml 709 15,3400002 KIIGVVEVNTP - - 1.01 0,00064 3 1638,91663 1638,91785 -0,0012 -0,73219049
1 716754|71438gel07_0220.xml 710 15,3500004 KIIGVVEVNTP - - 1.01 2,8E-08 2 1638,91797 1638,91785 0,0002 0,12203173
1 716754|71438gel07_0220.xml 733 15,6999998 AVNNGEIAYNM17:+15.9949- - 1.01 1,3E-06 3 2488,18506 2488,18896 -0,0039 -1,56740499
1 716754|71438gel07_0220.xml 754 16,0200005 IIGVVEVNTPD - - 1.01 2,4E-06 2 1510,81982 1510,82275 -0,0029 -1,91948402
1 716754|71438gel07_0220.xml 797 16,6399994 HGYNIGLSGF - - 1.01 1,2E-06 3 1716,87341 1716,87085 0,0026 1,51438308
1 716754|71438gel07_0220.xml 799 16,6700001 HGYNIGLSGF - - 1.01 1,5E-06 2 1716,87048 1716,87085 -0,0003 -0,17473651
1 716754|71438gel07_0220.xml 842 17,2999992 IGLPYVQVDP - - 1.01 0,001 2 1228,69434 1228,69397 0,0004 0,32554892
1 716754|71438gel07_0220.xml 889 18,0499992 VDVAILEACEC9:+57.0215 - - 1.01 8,1E-06 2 1729,86475 1729,86804 -0,0033 -1,90765989
1 716754|71438gel07_0220.xml 892 18,1000004 NAYISIFTCPSC9:+57.0215 - - 1.01 4,1E-05 2 1570,79187 1570,79382 -0,0019 -1,20957947
1 716754|71438gel07_0220.xml 1012 19,8700008 GFNIISAAEAA - - 1.01 2,7E-06 2 1554,81616 1554,81665 -0,0004 -0,25726503
1 716754|71438gel07_0220.xml 1076 20,7299995 GNPFQISIFTG - - 1.01 2,4E-09 3 2425,19458 2425,19971 -0,0053 -2,18538713
1 716754|71438gel07_0220.xml 1080 20,7900009 SFTAPDPITD M24:+15.9949- - 1.01 0,00043 3 2837,37964 2837,37793 0,0018 0,63438851
1 716754|71438gel07_0220.xml 1216 22,2600002 GIIPASFLPLQ - - 1.01 2E-07 3 2605,48267 2605,48291 -1E-04 -0,0383806
1 716754|71438gel07_0220.xml 1217 22,2800007 TIPAFEMYTEM7:+15.9949 - - 1.01 0,00015 3 2439,24878 2439,24805 0,0008 0,32796994

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 366126|36492gel10_0220.xml 648 15,6599998 AIIENCAHPDYC6:+57.0215 - - 1.01 0,02 2 1430,67432 1430,67371 0,0007 0,48927996
1 366126|36492gel10_0220.xml 756 17,2099991 VIIELNAAHSK - - 1.01 0,001 2 1194,68457 1194,68445 1E-04 0,08370411
1 366126|36492gel10_0220.xml 866 18,75 IIGVVEVNTPD - - 1.01 3E-05 2 1510,82068 1510,82275 -0,0021 -1,38997114
1 366126|36492gel10_0220.xml 902 19,2600002 HGYNIGLSGF - - 1.01 9E-06 2 1716,87244 1716,87085 0,0017 0,99017346
1 366126|36492gel10_0220.xml 964 20,2000008 IGLPYVQVDP - - 1.01 0,0088 2 1228,69299 1228,69397 -0,001 -0,81387234

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 366126|36492gel12_0220.xml 771 15,9499998 AIIENCAHPDYC6:+57.0215 - - 1.01 0,0011 2 1430,67151 1430,67371 -0,0021 -1,46783984
1 366126|36492gel12_0220.xml 812 16,5100002 MMNGIGGSGM1:+15.9949 - - 1.01 3,6E-05 2 1374,57849 1374,57813 0,0005 0,36374798
1 366126|36492gel12_0220.xml 963 18,6399994 VADFLAADM M9:+15.9949 - - 1.01 0,0089 2 1096,53577 1096,53467 0,0011 1,00316024
1 366126|36492gel12_0220.xml 992 19,0499992 IIGVVEVNTPD - - 1.01 3,3E-06 2 1510,82129 1510,82275 -0,0015 -0,99283648
1 366126|36492gel12_0220.xml 1076 20,2999992 IIITEQGVADL - - 1.01 0,00022 2 1327,76196 1327,75842 0,0036 2,71133637
1 366126|36492gel12_0220.xml 1086 20,4400005 IGLPYVQVDP - - 1.01 0,0041 2 1228,69531 1228,69397 0,0013 1,05803406

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P01876|IG gel01_0226.xml 423 15,9899998 SGNTFRPEV  - - 2.01 7,4E-06 2 1143,55481 1143,55457 0,0003 0,26233992
1 sp|P01876|IG gel01_0226.xml 609 18,5499992 QEPSQGTTT  - - 2.01 0,023 2 1095,49243 1095,49573 -0,0032 -2,92105198
1 sp|P01876|IG gel01_0226.xml 712 19,9300003 WLQGSQELP - - 2.01 0,018 2 1213,63367 1213,63281 0,0009 0,74157518
1 sp|P01876|IG gel01_0226.xml 975 23,6299992 QEPSQGTTT  - - 2.01 1,6E-05 2 1835,95007 1835,9502 -1E-04 -0,05446771

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P01877|IG gel02_0226.xml 466 11,4899998 SAVQGPPER - - 3.01 0,0013 2 940,484863 940,485107 -0,0002 -0,2126562
1 sp|P01877|IG gel02_0226.xml 801 16,2999992 DASGATFTW - - 3.01 0,00088 2 1512,69531 1512,6969 -0,0016 -1,05771351
1 sp|P01877|IG gel02_0226.xml 918 18,0900002 QEPSQGTTT  - - 3.01 3,6E-05 2 1835,95679 1835,9502 0,0066 3,59486866

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P01876|IG gel03_0226.xml 696 14,3299999 SAVQGPPER - - 1.01 0,0014 2 940,485229 940,485107 1E-04 0,1063281
1 sp|P01876|IG gel03_0226.xml 793 15,8100004 SGNTFRPEV  - - 1.01 0,0014 2 1143,55505 1143,55457 0,0005 0,43723321
1 sp|P01876|IG gel03_0226.xml 1154 21,2099991 QEPSQGTTT  - - 1.01 1,5E-05 2 1835,94958 1835,9502 -0,0006 -0,32680625

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P01877|IG gel07_0226.xml 444 11,4399996 SAVQGPPER - - 1.01 0,0078 2 940,487488 940,485107 0,0024 2,55187464
1 sp|P01877|IG gel07_0226.xml 523 12,6199999 SGNTFRPEV  - - 1.01 0,00025 2 1143,5509 1143,55457 -0,0036 -3,14807892
1 sp|P01877|IG gel07_0226.xml 708 15,29 WLQGSQELP - - 1.01 0,009 2 1213,63098 1213,63281 -0,0018 -1,48315036
1 sp|P01877|IG gel07_0226.xml 784 16,3600006 DASGATFTW - - 1.01 2E-05 2 1512,69751 1512,6969 0,0006 0,3966426
1 sp|P01877|IG gel07_0226.xml 904 18,1700001 QEPSQGTTT  - - 1.01 2,9E-08 2 1835,95068 1835,9502 0,0005 0,27233854
1 sp|P01877|IG gel07_0226.xml 905 18,1900005 QEPSQGTTT  - - 1.01 0,043 3 1835,94885 1835,9502 -0,0013 -0,70808023

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P01877|IG gel08_0226.xml 459 11,5200005 SAVQGPPER - - 2.01 0,0083 2 940,484619 940,485107 -0,0005 -0,53164059
1 sp|P01877|IG gel08_0226.xml 526 12,5 SGNTFRPEV  - - 2.01 0,044 2 1143,55432 1143,55457 -0,0002 -0,17489327
1 sp|P01877|IG gel08_0226.xml 715 15,1999998 WLQGSQELP - - 2.01 0,0072 2 1213,63184 1213,63281 -0,0009 -0,74157518
1 sp|P01877|IG gel08_0226.xml 790 16,2999992 DASGATFTW - - 2.01 8,2E-05 2 1512,69629 1512,6969 -0,0006 -0,3966426
1 sp|P01877|IG gel08_0226.xml 895 17,9300003 QEPSQGTTT  - - 2.01 9,1E-09 2 1835,948 1835,9502 -0,0021 -1,14382184

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P01877|IG gel09_0226.xml 528 14 SAVQGPPER - - 1.01 0,026 2 940,483948 940,485107 -0,0012 -1,27593732
1 sp|P01877|IG gel09_0226.xml 605 15,3100004 SGNTFRPEV  - - 1.01 8,9E-05 2 1143,55469 1143,55457 0,0002 0,17489327
1 sp|P01877|IG gel09_0226.xml 802 18,25 WLQGSQELP - - 1.01 0,0052 2 1213,63049 1213,63281 -0,0023 -1,89513659
1 sp|P01877|IG gel09_0226.xml 852 18,9799995 DASGATFTW - - 1.01 3,9E-05 2 1512,69629 1512,6969 -0,0006 -0,3966426

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P01876|IG gel10_0226.xml 539 14,0299997 SAVQGPPER - - 1.01 0,0028 2 940,485229 940,485107 1E-04 0,1063281
1 sp|P01876|IG gel10_0226.xml 823 18,2299995 WLQGSQELP - - 1.01 0,016 2 1213,62988 1213,63281 -0,0029 -2,38951993
1 sp|P01876|IG gel10_0226.xml 1006 21,1100006 QEPSQGTTT  - - 1.01 0,0062 2 1835,93884 1835,94995 -0,011 -5,99144888

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P01876|IG gel11_0226.xml 777 15,5500002 SGNTFRPEV  - - 2.01 1,6E-06 2 1143,55615 1143,55457 0,0016 1,3991462
1 sp|P01876|IG gel11_0226.xml 992 18,5900002 WLQGSQELP - - 2.01 0,0022 2 1213,63184 1213,63281 -0,0009 -0,74157518
1 sp|P01876|IG gel11_0226.xml 1171 21,1700001 QEPSQGTTT  - - 2.01 6,5E-08 2 1835,95129 1835,9502 0,0011 0,59914482

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 sp|P01876|IG gel12_0226.xml 639 14,1899996 SAVQGPPER - - 1.01 0,0043 2 940,484924 940,485107 -0,0002 -0,2126562
1 sp|P01876|IG gel12_0226.xml 736 15,5299997 SGNTFRPEV  - - 1.01 0,0005 2 1143,55432 1143,55457 -0,0002 -0,17489327
1 sp|P01876|IG gel12_0226.xml 957 18,6000004 WLQGSQELP - - 1.01 0,012 2 1213,63147 1213,63281 -0,0013 -1,07116425

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1861838|1853gel07_0230.xml 571 12,4099998 GTTVGTVTDMM10:+15.9949- - 1.01 4,4E-06 2 1297,59583 1297,59436 0,0014 1,07891953
1 1861838|1853gel07_0230.xml 688 14,04 DAAATAIYGS - - 1.01 0,0015 2 1095,54297 1095,54333 -0,0003 -0,27383676
1 1861838|1853gel07_0230.xml 714 14,4099998 TDLSTAGTPQ - - 1.01 2,1E-07 2 1717,79492 1717,79199 0,003 1,74642801
1 1861838|1853gel07_0230.xml 760 14,9499998 AANGVIVITTK - - 1.01 0,0016 2 1086,65149 1086,65222 -0,0006 -0,55215466
1 1861838|1853gel07_0230.xml 767 15,0500002 FTLSNVPSSA - - 1.01 0,00029 2 1150,60962 1150,61072 -0,001 -0,86910373
1 1861838|1853gel07_0230.xml 769 15,0699997 YPQYIYGDPN - - 1.01 0,00054 2 1357,64331 1357,6427 0,0006 0,44194251
1 1861838|1853gel07_0230.xml 800 15,5200005 GYYQDYNVN - - 1.01 7,7E-05 2 1589,73157 1589,73474 -0,0031 -1,95001101
1 1861838|1853gel07_0230.xml 820 15,8000002 HNINLLLGQEM11:+15.9949- - 1.01 0,041 2 1581,81799 1581,81702 0,001 0,63218445
1 1861838|1853gel07_0230.xml 831 15,96 DNSIITNATLR - - 1.01 0,0013 2 1217,64905 1217,64893 0,0002 0,16425095
1 1861838|1853gel07_0230.xml 872 16,5100002 SVAYGNTYD  - - 1.01 4,3E-05 2 1887,82898 1887,82874 0,0003 0,15891273
1 1861838|1853gel07_0230.xml 908 17,0100002 VFDSGASFTGM13:+15.9949- - 1.01 8,2E-11 2 1679,74854 1679,74866 -1E-04 -0,05953271
1 1861838|1853gel07_0230.xml 912 17,0699997 ASYGTVGNQ - - 1.01 9,8E-06 2 1886,87793 1886,86694 0,011 5,82976961
1 1861838|1853gel07_0230.xml 931 17,3500004 ISNMTLGYTVM4:+15.9949 - - 1.01 2,8E-06 2 1766,93542 1766,93616 -0,0006 -0,33957085
1 1861838|1853gel07_0230.xml 942 17,5100002 GFDFNMNFT M6:+15.9949 - - 1.01 5,3E-07 2 1427,60425 1427,60535 -0,001 -0,70047373
1 1861838|1853gel07_0230.xml 1037 18,9799995 ASFTGAAAIIG - - 1.01 1,7E-06 2 1633,88086 1633,88 0,0009 0,55083603
1 1861838|1853gel07_0230.xml 1050 19,1499996 SDAEVLEEVV - - 1.01 1,3E-06 3 1949,98181 1949,98193 0 0
1 1861838|1853gel07_0230.xml 1054 19,2099991 SDAEVLEEVV - - 1.01 0,00099 2 1949,98108 1949,98193 -0,0008 -0,4102602
1 1861838|1853gel07_0230.xml 1105 19,9099998 VTGTVISEED - - 1.01 2E-10 2 2183,21509 2183,21729 -0,0022 -1,00768721
1 1861838|1853gel07_0230.xml 1106 19,9300003 VTGTVISEED - - 1.01 5,5E-06 3 2183,22021 2183,21729 0,0029 1,3283149

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
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peptides

1 gel02_0231.xml 455 11,2399998 YENHHHVR  2 2 1.01 1.02 0,017 2 1091,51038 1091,51343 -0,003 -2,74847746
1 gel02_0231.xml 505 11,96 IDMSEYQEK M3:+15.9949 2 2 1.01 1.02 0,00013 2 1158,49731 1158,49878 -0,0014 -1,20846033
1 gel02_0231.xml 609 13,4399996 VSGGEPYLS  2 2 1.01 1.02 0,0042 2 1064,53699 1064,53748 -0,0005 -0,46968755
1 gel02_0231.xml 614 13,5100002 VTSQSSEDTY 2 2 1.01 1.02 7E-08 2 1701,77991 1701,78186 -0,0018 -1,05771482
1 538927|53707gel02_0231.xml 618 13,5699997 ELAELKEQEN - - 1.01 0,0027 2 1580,78503 1580,78064 0,0044 2,78343487
1 gel02_0231.xml 650 14,0299997 AIDLMDEAAAM5:+15.9949 2 2 1.01 1.02 6,6E-05 2 1163,56091 1163,56165 -0,0007 -0,60160112
1 gel02_0231.xml 691 14,6000004 SIGATTLDEY  2 2 1.01 1.02 1,6E-06 2 1325,65979 1325,65881 0,0011 0,82977605
1 1368574|1362gel02_0231.xml 693 14,6300001 TAIVEGLAQR - - 1.02 0,02 2 1057,60461 1057,60046 0,0042 3,97125363
1 538927|53707gel02_0231.xml 713 14,9200001 LQALNQEIEE - - 1.01 9,5E-08 2 1671,85193 1671,85522 -0,0033 -1,97385526
1 538927|53707gel02_0231.xml 716 14,96 LLHLEAELHQ - - 1.01 0,047 3 1358,75476 1358,75427 0,0005 0,36798415
1 538927|53707gel02_0231.xml 719 15 YAINLNEAAR - - 1.01 0,0011 2 1134,58972 1134,59058 -0,0009 -0,79323769
1 538927|53707gel02_0231.xml 720 15,0200005 LLHLEAELHQ - - 1.01 0,00074 2 1358,75562 1358,75427 0,0013 0,95675874
1 gel02_0231.xml 739 15,29 NNPILIGEPGT 2 2 1.01 1.02 4,9E-05 2 1309,71069 1309,71155 -0,0007 -0,53446883
1 gel02_0231.xml 748 15,4200001 MNFNNFTIK M1:+15.9949 2 2 1.01 1.02 0,017 2 1144,54541 1144,54602 -0,0005 -0,43685445
1 538927|53707gel02_0231.xml 764 15,6599998 GEGAMDAANM5:+15.9949 - - 1.01 3,2E-05 3 1713,88818 1713,89575 -0,0074 -4,31764889
1 538927|53707gel02_0231.xml 765 15,6800003 GQQAIEPVHVM15:+15.9949- - 1.01 0,0015 2 1779,93811 1779,94263 -0,0044 -2,47198987
1 gel02_0231.xml 768 15,7200003 AIQHYLLNDL  2 2 1.01 1.02 4,7E-05 2 1414,76917 1414,76929 -1E-04 -0,0706829
1 538927|53707gel02_0231.xml 779 15,8900003 SKPITVDANT - - 1.01 8,2E-07 2 1948,99683 1948,99792 -0,001 -0,51308423
1 538927|53707gel02_0231.xml 797 16,1399994 QVYSLDMGAM7:+15.9949 - - 1.01 1,7E-06 2 1538,78625 1538,7887 -0,0024 -1,55966842
1 gel02_0231.xml 812 16,3600006 LRMEVDSVP M3:+15.9949 2 2 1.01 1.02 0,00025 3 2032,98938 2032,98596 0,0034 1,67241681
1 538927|53707gel02_0231.xml 826 16,5799999 LGMNGQQIA M3:+15.9949 - - 1.01 3,5E-05 2 1515,81848 1515,82043 -0,0018 -1,18747568
1 538927|53707gel02_0231.xml 837 16,7600002 AQEAVQEAV  - - 1.01 3,9E-07 2 1641,85559 1641,85596 -0,0003 -0,18272007
1 gel02_0231.xml 858 17,0799999 MEVDSVPEE M1:+15.9949 2 2 1.01 1.02 0,00024 2 1763,79712 1763,80078 -0,0036 -2,04104686
1 gel02_0231.xml 861 17,1299992 IKDDAIIAAVE 2 2 1.01 1.02 0,00084 3 1627,90137 1627,90186 -0,0004 -0,24571505
1 gel02_0231.xml 866 17,2099991 IKDDAIIAAVE 2 2 1.01 1.02 9,7E-05 2 1627,90295 1627,90186 0,0012 0,73714525
1 538927|53707gel02_0231.xml 892 17,6200008 VIGQDEAIEA  - - 1.01 1,9E-08 2 1671,8562 1671,85522 0,001 0,59813792
1 gel02_0231.xml 902 17,7700005 VGENVTNFIF 2 2 1.01 1.02 7,9E-06 2 1395,72644 1395,72705 -0,0006 -0,42988351
1 gel02_0231.xml 924 18,1100006 RPIGSFLFLG  2 2 1.01 1.02 0,00075 3 1649,93591 1649,93774 -0,0019 -1,15155864
1 gel02_0231.xml 926 18,1399994 RPIGSFLFLG  2 2 1.01 1.02 0,029 2 1649,93689 1649,93774 -0,0008 -0,48486674
1 gel02_0231.xml 965 18,7000008 ALAEFLFDDEM12:+15.9949 2 2 1.01 1.02 7,5E-05 2 1821,79834 1821,80383 -0,0054 -2,96409535
1 538927|53707gel02_0231.xml 1052 19,8500004 IDETIMFLPLTM6:+15.9949 - - 1.01 1,6E-06 2 1904,99561 1904,99304 0,0027 1,417328
1 538927|53707gel02_0231.xml 1062 19,9699993 FQIVMVNEPDM5:+15.9949 - - 1.01 7,3E-05 3 2192,16602 2192,16357 0,0024 1,09480894
1 538927|53707gel02_0231.xml 1064 20 FQIVMVNEPDM5:+15.9949 - - 1.01 4,7E-09 2 2192,16943 2192,16357 0,0059 2,69140506
1 538927|53707gel02_0231.xml 1266 21,9799995 SEGDIILFIDE  - - 1.01 0,00028 3 2127,13062 2127,13354 -0,0031 -1,45736027
1 538927|53707gel02_0231.xml 1287 22,25 EMGDEFVSL M2:+15.9949 - - 1.01 0,01 3 2232,18384 2232,18359 0,0002 0,08959837

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel03_0231.xml 491 11,96 IDMSEYQEK M3:+15.9949 2 2 1.01 1.02 0,0041 2 1158,4978 1158,49878 -0,0009 -0,77686745
1 gel03_0231.xml 596 13,4799995 VSGGEPYLS  2 2 1.01 1.02 0,0041 2 1064,53625 1064,53748 -0,0012 -1,12725008
1 538927|53707gel03_0231.xml 604 13,5900002 VTSQSSEDTY - - 1.01 8,6E-09 2 1701,78174 1701,78186 0 0
1 538927|53707gel03_0231.xml 610 13,6800003 TAIVEGLAHR - - 1.01 0,0034 2 1066,59961 1066,60083 -0,0011 -1,03131366
1 gel03_0231.xml 640 14,1099997 AIDLMDEAAAM5:+15.9949 2 2 1.01 1.02 0,0012 2 1163,5625 1163,56165 0,0009 0,77348715
1 538927|53707gel03_0231.xml 678 14,6300001 SIGATTLDEY  - - 1.01 7,1E-06 2 1325,65881 1325,65881 1E-04 0,07543419
1 538927|53707gel03_0231.xml 701 14,9499998 LQALNQEIEE - - 1.01 4,3E-08 2 1671,85352 1671,85522 -0,0017 -1,0168345
1 538927|53707gel03_0231.xml 708 15,0600004 YAINLNEAAR - - 1.01 0,00067 2 1134,58984 1134,59058 -0,0007 -0,61696261
1 gel03_0231.xml 724 15,2799997 NNPILIGEPGT 2 2 1.01 1.02 0,0005 2 1309,71057 1309,71155 -0,0008 -0,61082155
1 876487|87324gel03_0231.xml 753 15,6899996 SDGAMDAAN - - 1.02 0,00018 2 1713,89111 1713,89575 -0,0045 -2,625597
1 538927|53707gel03_0231.xml 756 15,7399998 AIQHYLLNDL  - - 1.01 3,8E-06 2 1414,76892 1414,76929 -0,0003 -0,21204872
1 538927|53707gel03_0231.xml 772 15,96 SKPITVDANT - - 1.01 0,0045 3 1949,00317 1948,99792 0,0053 2,71934605
1 538927|53707gel03_0231.xml 787 16,1700001 QVYSLDMGAM7:+15.9949 - - 1.01 1,1E-05 2 1538,78699 1538,7887 -0,0017 -1,10476506
1 538927|53707gel03_0231.xml 829 16,8199997 AQEAVQEAV  - - 1.01 2,4E-06 2 1641,85754 1641,85596 0,0017 1,03541362
1 538927|53707gel03_0231.xml 848 17,1000004 MEVDSVPEE M1:+15.9949 - - 1.01 0,0021 2 1763,79785 1763,80078 -0,0029 -1,6441766
1 538927|53707gel03_0231.xml 852 17,1599998 IKDDAIIAAVE - - 1.01 0,042 3 1627,89673 1627,90186 -0,005 -3,07143807
1 538927|53707gel03_0231.xml 883 17,6399994 VIGQDEAIEA  - - 1.01 4,8E-08 2 1671,85413 1671,85522 -0,0011 -0,65795171
1 538927|53707gel03_0231.xml 894 17,8099995 VGENVTNFIF - - 1.01 1,3E-05 2 1395,72607 1395,72705 -0,001 -0,71647245
1 538927|53707gel03_0231.xml 917 18,1599998 RPIGSFLFLG  - - 1.01 0,0037 3 1649,93677 1649,93774 -0,001 -0,60608351
1 538927|53707gel03_0231.xml 918 18,1700001 RPIGSFLFLG  - - 1.01 0,0053 2 1649,93542 1649,93774 -0,0023 -1,39399195
1 538927|53707gel03_0231.xml 956 18,7299995 ALAEFLFDDEM12:+15.9949- - 1.01 3,3E-07 2 1821,8042 1821,80383 0,0005 0,27445328
1 538927|53707gel03_0231.xml 1042 19,8700008 IDETIMFLPLTM6:+15.9949 - - 1.01 3,7E-05 2 1904,9978 1904,99304 0,0049 2,5721879
1 538927|53707gel03_0231.xml 1054 20,0100002 FQIVMVNEPDM5:+15.9949 - - 1.01 6,6E-09 2 2192,16504 2192,16357 0,0015 0,68425548

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 713314|71095gel07_0232.xml 523 12,6499996 GGHSGLEINE - - 1.01 1,3E-06 2 1225,59351 1225,59241 0,0011 0,89752513
1 713314|71095gel07_0232.xml 555 13,1400003 VILQAHMDMVM7:+15.9949 - - 1.01 0,00018 2 1541,77856 1541,78186 -0,0032 -2,07552052
1 713314|71095gel07_0232.xml 730 15,6999998 HFYSLTQVPR - - 1.01 1,6E-05 2 1247,65393 1247,65356 0,0004 0,32060179
1 713314|71095gel07_0232.xml 740 15,8400002 EVETDPADIA - - 1.01 5E-05 2 1300,66235 1300,66345 -0,0011 -0,84572226
1 713314|71095gel07_0232.xml 882 17,9799995 SVGVESFQD  - - 1.01 1,7E-09 2 1883,91174 1883,91382 -0,002 -1,06161976
1 713314|71095gel07_0232.xml 919 18,5400009 VQEFLLNFGK - - 1.01 0,00017 2 1194,65222 1194,65222 1E-04 0,08370637
1 713314|71095gel07_0232.xml 999 19,7199993 MIPTIPDTVETM1:+15.9949 - - 1.01 6,2E-11 2 2416,26538 2416,2644 0,001 0,41386202
1 713314|71095gel07_0232.xml 1005 19,7999992 MIPTIPDTVETM1:+15.9949 - - 1.01 0,00034 3 2416,26685 2416,2644 0,0025 1,03465497
1 713314|71095gel07_0232.xml 1020 20,0100002 VELPAMMVP C23:+57.0215- - 1.01 0,045 3 3339,54712 3339,573 -0,026 -7,78542662
1 713314|71095gel07_0232.xml 1049 20,4300003 FYDFVVATLE - - 1.01 1,7E-06 3 1871,94226 1871,94299 -0,0007 -0,373943
1 713314|71095gel07_0232.xml 1050 20,4500008 FYDFVVATLE - - 1.01 1,7E-06 2 1871,94189 1871,94299 -0,001 -0,5342043

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 377760|37653gel12_0232.xml 709 12,5900002 GGHSGLEINE - - 1.01 1,2E-05 2 1225,5907 1225,59241 -0,0017 -1,38708436
1 377760|37653gel12_0232.xml 744 13,0699997 VILQAHMDMVM7:+15.9949 - - 1.01 0,00032 2 1541,77808 1541,78186 -0,0037 -2,3998208
1 377760|37653gel12_0232.xml 919 15,4799995 HFYSLTQVPR - - 1.01 9,3E-05 2 1247,65491 1247,65356 0,0014 1,12210631
1 377760|37653gel12_0232.xml 936 15,7200003 EVETDPADIA - - 1.01 0,00038 2 1300,6615 1300,66345 -0,002 -1,53767693
1 377760|37653gel12_0232.xml 1082 17,7700005 SVGVESFQD  - - 1.01 2,2E-07 2 1883,91003 1883,91382 -0,0037 -1,96399653
1 377760|37653gel12_0232.xml 1120 18,3099995 VQEFLLNFGK - - 1.01 0,0021 2 1194,65344 1194,65222 0,0013 1,08818281
1 377760|37653gel12_0232.xml 1206 19,4599991 MIPTIPDTVETM1:+15.9949 - - 1.01 0,00014 3 2416,26221 2416,2644 -0,0023 -0,9518826
1 377760|37653gel12_0232.xml 1266 20,2299995 FYDFVVATLE - - 1.01 3,8E-05 3 1871,94287 1871,94299 -1E-04 -0,05342043

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1989465|1972gel10_0247.xml 581 11,3999996 SNTTQALSR  - - 1.02 0,006 2 977,501831 977,501526 0,0003 0,30690488
1 1989465|1972gel10_0247.xml 587 11,4899998 ATDFNMQEKM6:+15.9949 - - 1.02 0,0084 2 1099,4707 1099,4729 -0,0021 -1,91000617
1 1848709|1840gel10_0247.xml 749 13,7700005 LDTSSAEFMAM9:+15.9949 - - 1.01 6,7E-06 2 1215,55627 1215,55664 -0,0003 -0,24680051
1 gel10_0247.xml 912 15,9899998 VNVITGEAYGM16:+15.9949 2 2 1.01 1.02 7,8E-08 3 1989,95776 1989,95898 -0,0012 -0,60302758
1 gel10_0247.xml 914 16,0300007 VNVITGEAYGM16:+15.9949 2 2 1.01 1.02 1,1E-11 2 1989,95386 1989,95898 -0,0051 -2,56286693
1 1848709|1840gel10_0247.xml 928 16,2199993 QLVSMLPSN M5:+15.9949 - - 1.01 4,7E-08 3 2838,28198 2838,28516 -0,0031 -1,09220874
1 1848709|1840gel10_0247.xml 931 16,2700005 IMYADEIAAA M2:+15.9949 - - 1.01 6,9E-10 2 1712,80237 1712,80518 -0,0027 -1,57636142
1 1848709|1840gel10_0247.xml 935 16,3299999 LVYAFSNADV - - 1.01 7,6E-05 2 1323,69873 1323,69482 0,004 3,02184486
1 gel10_0247.xml 937 16,3500004 LFVNSPNALD 2 2 1.01 1.02 1,2E-09 2 1767,8562 1767,85522 0,001 0,5656572
1 1848709|1840gel10_0247.xml 946 16,4699993 ASEYAALQSS - - 1.01 3,5E-06 3 1751,86084 1751,85632 0,0045 2,56870365
1 1848709|1840gel10_0247.xml 949 16,5100002 ASEYAALQSS - - 1.01 2E-10 2 1751,85742 1751,85632 0,0012 0,68498772
1 gel10_0247.xml 952 16,5599995 GYVDTIINPED 2 2 1.01 1.02 3,1E-07 2 1492,72766 1492,72815 -0,0005 -0,33495718
1 1848709|1840gel10_0247.xml 997 17,2199993 AEEFAAVLTT - - 1.01 1,2E-11 2 1585,77246 1585,7749 -0,0023 -1,45039511
1 1848709|1840gel10_0247.xml 1056 18,1399994 LQEATDALDG - - 1.01 7,7E-09 2 1768,87402 1768,87561 -0,0016 -0,90452939
1 gel10_0247.xml 1090 18,6399994 MGAPVIGLID C11:+57.0215 2 2 1.01 1.02 2,7E-05 2 1558,81152 1558,80835 0,0032 2,05285001
1 1848709|1840gel10_0247.xml 1094 18,7000008 AGVADFIGDE - - 1.01 1,6E-07 2 1833,89868 1833,89819 0,0006 0,32717192
1 1848709|1840gel10_0247.xml 1125 19,1399994 EMVTGFIQLDM2:+15.9949 - - 1.01 0,021 3 2093,06421 2093,07007 -0,0059 -2,81882596

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 724132|72175gel07_0263.xml 623 12,0299997 VHEGDDLTN  - - 1.01 4,3E-05 2 1341,60144 1341,60339 -0,0019 -1,4162159
1 724132|72175gel07_0263.xml 669 12,71 AIKPVNEADV - - 1.01 0,0034 2 1312,70825 1312,71106 -0,0028 -2,13299012
1 724132|72175gel07_0263.xml 671 12,7399998 AIKPVNEADV - - 1.01 0,012 3 1312,70496 1312,71106 -0,0062 -4,72305012
1 724132|72175gel07_0263.xml 673 12,7700005 MGDVMSDLQM1:+15.9949 - - 1.01 0,00022 2 1240,52856 1240,53015 -0,0015 -1,20916045
1 724132|72175gel07_0263.xml 745 13,7700005 MEQGPLTGSM1:+15.9949 - - 1.01 0,0053 2 1325,61743 1325,61584 0,0016 1,20698607
1 724132|72175gel07_0263.xml 836 14,9200001 ALVEAAAENDM14:+15.9949- - 1.01 5,8E-07 2 1749,82117 1749,82153 -0,0003 -0,17144606
1 724132|72175gel07_0263.xml 873 15,4399996 NIALLGNDGS - - 1.01 0,0018 2 1158,61218 1158,61182 0,0005 0,43155095
1 724132|72175gel07_0263.xml 902 15,8500004 FFESESLTEDM12:+15.9949- - 1.01 3,4E-09 2 1635,68176 1635,68469 -0,0029 -1,7729578
1 724132|72175gel07_0263.xml 906 15,8999996 MHPVDSNEISM1:+15.9949 - - 1.01 0,00028 3 1835,83777 1835,84192 -0,0042 -2,28777862
1 724132|72175gel07_0263.xml 909 15,9499998 MHPVDSNEISM1:+15.9949 - - 1.01 1,6E-08 2 1835,84082 1835,84192 -0,001 -0,54470921
1 724132|72175gel07_0263.xml 1125 19,0799999 LMEFLGNVVPM2:+15.9949 - - 1.01 0,00053 3 2533,25415 2533,2583 -0,0039 -1,53951919
1 724132|72175gel07_0263.xml 1150 19,3999996 LVFINSIVGGS - - 1.01 3,1E-05 2 1560,87463 1560,87476 -0,0002 -0,12813328
1 724132|72175gel07_0263.xml 1235 20,4500008 ILEPIYDVEVF - - 1.01 2,8E-06 2 1862,98413 1862,979 0,0051 2,73755097
1 724132|72175gel07_0263.xml 1236 20,4699993 TTLTESLLFES - - 1.01 0,00039 2 1651,91467 1651,91565 -0,001 -0,60535783

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 724132|72175gel12_0263.xml 613 12,5900002 AIKPVNEADV - - 1.01 0,011 2 1312,70874 1312,71106 -0,0023 -1,75209928
1 724132|72175gel12_0263.xml 619 12,6700001 MGDVMSDLQM1:+15.9949 - - 1.01 0,0002 2 1240,526 1240,53015 -0,004 -3,22442794
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1 724132|72175gel12_0263.xml 696 13,71 MEQGPLTGSM1:+15.9949 - - 1.01 0,00031 2 1325,61548 1325,61584 -0,0003 -0,22630993
1 724132|72175gel12_0263.xml 806 15,1700001 MAQLFVCAGC7:+57.0215 -- - 1.01 0,022 2 1353,63696 1353,64063 -0,0036 -2,65949464
1 724132|72175gel12_0263.xml 849 15,7600002 FFESESLTEDM12:+15.9949- - 1.01 0,0052 2 1635,68323 1635,68469 -0,0014 -0,8559106
1 724132|72175gel12_0263.xml 862 15,9300003 EMSSYSTSLSM2:+15.9949 - - 1.01 7,2E-06 2 1678,76343 1678,75928 0,0042 2,50184751
1 724132|72175gel12_0263.xml 1094 19,1800003 LVFINSIVGGS - - 1.01 0,00059 2 1560,87744 1560,87476 0,0026 1,66573262
1 724132|72175gel12_0263.xml 1179 20,2600002 ILEPIYDVEVF - - 1.01 0,0014 2 1862,98193 1862,979 0,0029 1,55664659

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 649052|64680gel01_0264.xml 336 14,7700005 GKPIVNSADA - - 1.01 7,7E-06 2 1255,6759 1255,67566 0,0002 0,1592768
1 649052|64680gel01_0264.xml 484 16,9400005 IGPAENDGEDM12:+15.9949- - 1.01 2,2E-05 2 1404,63159 1404,63159 1E-04 0,07119304
1 649052|64680gel01_0264.xml 582 18,2999992 LSVTAPTVNK - - 1.01 0,013 2 1029,5946 1029,59436 0,0003 0,29137689
1 649052|64680gel01_0264.xml 660 19,3400002 MMYCQTLLE C4:+57.0215 -- - 1.01 0,00049 2 1376,59985 1376,60107 -0,0012 -0,87171233
1 649052|64680gel01_0264.xml 675 19,5400009 TSAIVNPNDL - - 1.01 0,00071 2 1199,63721 1199,63831 -0,001 -0,83358461
1 649052|64680gel01_0264.xml 677 19,5699997 AIEAGISVYNR - - 1.01 0,00018 2 1192,63159 1192,63245 -0,0008 -0,67078501
1 649052|64680gel01_0264.xml 970 23,7099991 QQLDAGAVY - - 1.01 0,046 2 1405,6969 1405,69617 0,0007 0,49797386
1 649052|64680gel01_0264.xml 1146 26,0400009 GNTLYADSYL - - 1.01 0,0004 2 1358,6488 1358,64795 0,001 0,73602587

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2274169|2221gel09_0264.xml 550 14,3999996 GKPIVNSADA - - 1.01 0,0014 2 1255,67908 1255,67566 0,0034 2,7077055
1 gel09_0264.xml 782 17,8899994 AIEAGISVYNR 2 2 1.01 1.02 0,00013 2 1192,63159 1192,63245 -0,0008 -0,67078501
1 1859865|3295gel09_0264.xml 994 21,1800003 LLQSNFDNVPL1:+42.0106 - - 1.02 0,0018 2 2031,03333 2031,03967 -0,0064 -3,15109539

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 649052|64680gel10_0264.xml 549 14,21 GKPIVNSADA - - 1.01 2E-05 2 1255,67456 1255,67566 -0,0011 -0,8760224
1 649052|64680gel10_0264.xml 718 16,7199993 LSVTAPTVNK - - 1.01 0,013 2 1029,59473 1029,59436 0,0005 0,48562816
1 649052|64680gel10_0264.xml 789 17,7700005 AIEAGISVYNR - - 1.01 9,6E-05 2 1192,6322 1192,63245 -0,0002 -0,16769625
1 649052|64680gel10_0264.xml 792 17,8199997 TSAIVNPNDL - - 1.01 0,019 2 1199,63647 1199,63831 -0,0018 -1,50045216

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 729402|72701gel11_0282.xml 656 12,7700005 AYAIAASGNR - - 1.01 0,0057 2 993,511658 993,511597 0 0
1 729402|72701gel11_0282.xml 706 13,4700003 TQYTEEELEE - - 1.01 0,00065 2 1398,62793 1398,62744 0,0005 0,35749334
1 729402|72701gel11_0282.xml 833 15,2200003 GETQSLTSVT - - 1.01 7,8E-07 2 1421,74902 1421,74866 0,0004 0,28134367
1 729402|72701gel11_0282.xml 962 17,1299992 EFIGAIIGPGG - - 1.01 0,016 2 1158,65686 1158,65222 0,0047 4,05643749
1 729402|72701gel11_0282.xml 1056 18,5300007 VDGLSFEILE  - - 1.01 0,012 2 1249,67102 1249,66785 0,0032 2,56068039

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 729402|72701gel12_0282.xml 616 12,6599998 AYAIAASGNR - - 1.01 0,001 2 993,515564 993,511597 0,0039 3,92547011
1 729402|72701gel12_0282.xml 673 13,4499998 TQYTEEELEE - - 1.01 9,4E-05 2 1398,62512 1398,62744 -0,0024 -1,71596813
1 729402|72701gel12_0282.xml 685 13,6199999 DGITATQMDIM8:+15.9949 - - 1.01 0,00016 2 1208,58215 1208,58313 -0,0009 -0,74467361
1 729402|72701gel12_0282.xml 687 13,6400003 LTECIAEPR C4:+57.0215 - - 1.01 0,018 2 1088,54309 1088,54089 0,0022 2,02105403
1 729402|72701gel12_0282.xml 713 14 IVDDVLDQHR - - 1.01 0,00097 2 1209,6217 1209,62268 -0,0009 -0,74403363
1 729402|72701gel12_0282.xml 722 14,1400003 AQMELMEEVM3:+15.9949 - - 1.01 2,8E-06 2 1583,72925 1583,72961 -0,0003 -0,18942629
1 729402|72701gel12_0282.xml 789 15,0500002 KPVSGIAMGLM8:+15.9949 - - 1.01 0,00033 2 1229,72864 1229,729 -0,0003 -0,24395621
1 729402|72701gel12_0282.xml 804 15,2600002 GETQSLTSVT - - 1.01 5E-07 2 1421,74976 1421,74866 0,0012 0,8440311
1 729402|72701gel12_0282.xml 805 15,2799997 GQIPAGYPYT - - 1.01 0,011 2 1321,69116 1321,69031 0,0009 0,68094617
1 729402|72701gel12_0282.xml 816 15,4399996 ASDYEILTCRC9:+57.0215 - - 1.01 0,022 2 1227,56555 1227,56775 -0,0022 -1,79216182
1 729402|72701gel12_0282.xml 875 16,1499996 RLETIEEAGL  - - 1.01 0,0023 3 2158,12402 2158,12427 -1E-04 -0,04633654
1 729402|72701gel12_0282.xml 947 17,1200008 EFIGAIIGPGG - - 1.01 0,0043 2 1158,651 1158,65222 -0,0011 -0,94937897
1 729402|72701gel12_0282.xml 994 17,8299999 GIVAVPEVGE - - 1.01 0,00096 2 1515,84302 1515,84204 0,0009 0,59372938
1 729402|72701gel12_0282.xml 1020 18,1900005 GVFVEFLPGK - - 1.01 0,0031 2 1092,60889 1092,60925 -0,0003 -0,2745721
1 729402|72701gel12_0282.xml 1047 18,5499992 VDGLSFEILE  - - 1.01 0,00089 2 1249,66675 1249,66785 -0,0011 -0,88023388
1 729402|72701gel12_0282.xml 1056 18,6700001 IDGQFVINPT  - - 1.01 0,00023 2 1877,96399 1877,96484 -0,0007 -0,37274393
1 729402|72701gel12_0282.xml 1188 20,1900005 SVMPYGVFV M3:+15.9949 - - 1.01 4,7E-05 2 1685,85815 1685,86121 -0,003 -1,77950597

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2822309|2722gel01_0304.xml 352 14,6800003 EVENMCPVAC6:+57.0215 -- - 1.01 0,018 2 1192,5332 1192,53406 -0,0008 -0,67084032
1 2822309|2722gel01_0304.xml 371 14,9499998 SQVGTMYATM6:+15.9949 - - 1.01 0,0091 2 1101,52332 1101,5249 -0,0015 -1,3617487
1 2822309|2722gel01_0304.xml 433 15,8299999 HEPAPIPEEG - - 1.01 0,00068 2 1203,60193 1203,60095 0,0011 0,91392416
1 2822309|2722gel01_0304.xml 698 19,3999996 SAAMAAEILQM4:+15.9949 - - 1.01 9,7E-06 2 1205,62048 1205,61987 0,0007 0,58061415
1 2822309|2722gel01_0304.xml 736 19,9099998 IEDISGFTH  - - 1.01 0,0044 2 1018,48315 1018,48438 -0,0013 -1,27640641
1 2822309|2722gel01_0304.xml 953 22,8199997 SDDGLAVGA  - - 1.01 2,7E-07 2 1516,74915 1516,74939 -0,0002 -0,13186094
1 2822309|2722gel01_0304.xml 985 23,2999992 YLEMAEGYV M4:+15.9949 - - 1.01 4,2E-09 2 1788,87415 1788,8728 0,0013 0,72671461
1 2822309|2722gel01_0304.xml 1018 23,7700005 NDEVIGYQFV - - 1.01 3,3E-06 2 1568,79602 1568,7959 1E-04 0,06374315
1 2822309|2722gel01_0304.xml 1058 24,2900009 TQSAFSDDG  - - 1.01 7,7E-17 2 2050,98682 2050,99316 -0,0063 -3,07168269
1 2822309|2722gel01_0304.xml 1155 25,5400009 ELFLQIVYGR - - 1.01 0,0012 2 1237,6925 1237,69446 -0,0018 -1,45431697

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2822309|2722gel03_0304.xml 710 14,6099997 SQVGTMYATM6:+15.9949 - - 1.01 0,004 2 1101,52393 1101,5249 -0,0009 -0,81704915
1 944432|94074gel03_0304.xml 728 14,9099998 SQVGTMYSTM6:+15.9949 - - 1.02 0,0067 2 1117,51953 1117,51978 -0,0002 -0,17896776
1 2822309|2722gel03_0304.xml 942 18,2099991 SAAMAAEILQM4:+15.9949 - - 1.01 2,5E-05 2 1205,61804 1205,61987 -0,0018 -1,4930079
1 2822309|2722gel03_0304.xml 966 18,5699997 IEDISGFTH  - - 1.01 0,012 2 1018,48608 1018,48438 0,0016 1,57096171
1 2822309|2722gel03_0304.xml 1108 20,7700005 SDDGLAVGA  - - 1.01 2E-06 2 1516,74976 1516,74939 0,0004 0,26372188
1 2822309|2722gel03_0304.xml 1138 21,25 NDEVIGYQFV - - 1.01 3,5E-08 2 1568,79553 1568,7959 -0,0003 -0,19122948
1 2822309|2722gel03_0304.xml 1161 21,6100006 TQSAFSDDG  - - 1.01 5,5E-06 2 2050,98804 2050,99316 -0,0051 -2,4866004
1 gel03_0304.xml 1213 22,3899994 ELFLQIVYGR 2 2 1.01 1.02 0,00074 2 1237,69128 1237,69446 -0,003 -2,4238615

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 1010558|1006gel09_0304.xml 532 14,04 EVENMCPVAC6:+57.0215 -- - 1.01 0,0034 2 1192,53406 1192,53406 0 0
1 944432|94074gel09_0304.xml 544 14,2200003 SQVGTMYST - - 1.02 0,012 2 1101,52246 1101,5249 -0,0024 -2,17879772
1 1010558|1006gel09_0304.xml 590 14,9899998 HEPAPIPEEG - - 1.01 0,00083 2 1203,60071 1203,60095 -1E-04 -0,08308401
1 gel09_0304.xml 1072 22,3299999 ELFLQIVYGR 2 2 1.01 1.02 0,0044 2 1237,69238 1237,69446 -0,0019 -1,53511238

Group Description Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2822309|2722gel10_0304.xml 543 13,9899998 EVENMCPVAC6:+57.0215 -- - 1.01 0,025 2 1192,53613 1192,53406 0,0021 1,76095593
1 2822309|2722gel10_0304.xml 557 14,1999998 SQVGTMYATM6:+15.9949 - - 1.01 0,016 2 1101,52759 1101,5249 0,0027 2,45114756
1 2822309|2722gel10_0304.xml 580 14,5500002 KGDDANTAW - - 1.01 0,0023 2 1234,57031 1234,57031 1E-04 0,08099984
1 2822309|2722gel10_0304.xml 606 14,9499998 HEPAPIPEEG - - 1.01 0,00047 2 1203,60144 1203,60095 0,0006 0,4985041
1 2822309|2722gel10_0304.xml 639 15,4399996 GDDANTAWE - - 1.01 0,027 2 1106,47571 1106,47534 0,0004 0,36150828
1 2822309|2722gel10_0304.xml 802 17,7800007 SAAMAAEILQM4:+15.9949 - - 1.01 7,1E-05 2 1205,61987 1205,61987 1E-04 0,08294488
1 2822309|2722gel10_0304.xml 824 18,1000004 IEDISGFTH  - - 1.01 0,029 2 1018,48724 1018,48438 0,0028 2,74918318
1 2822309|2722gel10_0304.xml 1022 21,1399994 NDEVIGYQFV - - 1.01 0,011 2 1568,79041 1568,7959 -0,0055 -3,50587368
1 2822309|2722gel10_0304.xml 1042 21,4500008 TQSAFSDDG  - - 1.01 5,5E-09 2 2050,98706 2050,99316 -0,0061 -2,97416878
1 2822309|2722gel10_0304.xml 1098 22,2600002 ELFLQIVYGR - - 1.01 0,00087 2 1237,69409 1237,69446 -0,0002 -0,16159075
1 2822309|2722gel10_0304.xml 1116 22,5200005 TILEALNTDLVC12:+57.0215- - 1.01 0,0068 3 2250,10791 2250,11084 -0,003 -1,33326757

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2822309|2722gel11_0304.xml 642 14,25 EVENMCPVAC6:+57.0215 -- - 1.01 0,0059 2 1192,53333 1192,53406 -0,0007 -0,58698535
1 2822309|2722gel11_0304.xml 660 14,4899998 SQVGTMYATM6:+15.9949 - - 1.01 0,0011 2 1101,52576 1101,5249 0,0009 0,81704915
1 2822309|2722gel11_0304.xml 717 15,2700005 HEPAPIPEEG - - 1.01 0,0002 2 1203,6012 1203,60095 0,0004 0,33233604
1 2822309|2722gel11_0304.xml 919 18,1100006 SAAMAAEILQM4:+15.9949 - - 1.01 1,4E-05 2 1205,62158 1205,61987 0,0018 1,4930079
1 2822309|2722gel11_0304.xml 941 18,4099998 IEDISGFTH  - - 1.01 0,038 2 1018,48474 1018,48438 0,0003 0,29455534
1 2822309|2722gel11_0304.xml 1112 20,8600006 YLEMAEGYV M4:+15.9949 - - 1.01 4,1E-09 2 1788,87195 1788,8728 -0,0009 -0,50311011
1 2822309|2722gel11_0304.xml 1138 21,2800007 NDEVIGYQFV - - 1.01 1,5E-06 2 1568,79407 1568,7959 -0,0018 -1,14737678
1 2822309|2722gel11_0304.xml 1150 21,4699993 TQSAFSDDG  - - 1.01 3,6E-15 2 2050,99048 2050,99316 -0,0027 -1,31643546
1 2822309|2722gel11_0304.xml 1213 22,3799992 ELFLQIVYGR - - 1.01 0,0012 2 1237,6936 1237,69446 -0,0007 -0,56556767

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2822309|2722gel12_0304.xml 634 14,1899996 EVENMCPVAC6:+57.0215 -- - 1.01 0,0071 2 1192,53577 1192,53406 0,0017 1,4255358
1 2822309|2722gel12_0304.xml 649 14,3999996 SQVGTMYATM6:+15.9949 - - 1.01 0,0056 2 1101,52673 1101,5249 0,0019 1,72488165
1 2822309|2722gel12_0304.xml 705 15,1599998 HEPAPIPEEG - - 1.01 8,8E-05 2 1203,60254 1203,60095 0,0017 1,41242838
1 2822309|2722gel12_0304.xml 735 15,5799999 GDDANTAWE - - 1.01 0,00043 2 1106,47266 1106,47534 -0,0026 -2,34980392
1 2822309|2722gel12_0304.xml 907 17,9599991 SAAMAAEILQM4:+15.9949 - - 1.01 4E-06 2 1205,62085 1205,61987 0,001 0,82944888
1 2822309|2722gel12_0304.xml 935 18,3500004 IEDISGFTH  - - 1.01 0,032 2 1018,48322 1018,48438 -0,0012 -1,17822134
1 2822309|2722gel12_0304.xml 1128 21,2399998 NDEVIGYQFV - - 1.01 0,00023 2 1568,79395 1568,7959 -0,0019 -1,21112001
1 2822309|2722gel12_0304.xml 1206 22,3799992 ELFLQIVYGR - - 1.01 0,00094 2 1237,69739 1237,69446 0,0031 2,50465703

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2884254|2781gel01_0306.xml 337 14,5200005 TPEGMACGSC7:+57.0215 -- - 1.01 9,8E-10 2 1712,70349 1712,7041 -0,0005 -0,29193604
1 2884254|2781gel01_0306.xml 359 14,8299999 TGTAIIHGEK  - - 1.01 0,0066 2 1026,55359 1026,55835 -0,0046 -4,48099232
1 2884254|2781gel01_0306.xml 448 16,0699997 CQDTGTAIIH C1:+57.0215 - - 1.01 1,6E-07 2 1429,67834 1429,67444 0,004 2,79783988
1 2884254|2781gel01_0306.xml 466 16,3199997 ILSDPEASDN - - 1.01 6,5E-05 2 1303,60107 1303,60156 -0,0005 -0,38355279
1 2884254|2781gel01_0306.xml 537 17,25 DHPIYYAGPA - - 1.01 0,011 2 1231,6073 1231,61096 -0,0037 -3,00419545
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peptides

1 2884254|2781gel01_0306.xml 616 18,3299999 HGASCPIGLGC5:+57.0215 -- - 1.01 3,1E-08 2 1743,79529 1743,79053 0,0048 2,75262427
1 2884254|2781gel01_0306.xml 701 19,4500008 EGLTAMANA M6:+15.9949 - - 1.01 1,4E-05 2 1267,60986 1267,61035 -0,0005 -0,39444301
1 2884254|2781gel01_0306.xml 705 19,5 YSQNAPLTM M9:+15.9949 - - 1.01 1,7E-09 2 1889,85828 1889,85901 -0,0007 -0,37039798
1 2884254|2781gel01_0306.xml 713 19,6100006 GEDLPQYIK  - - 1.01 0,0031 2 1062,54968 1062,547 0,0027 2,54106402
1 2884254|2781gel01_0306.xml 722 19,7299995 IGLGAQFGGK - - 1.01 0,014 2 947,531982 947,531311 0,0007 0,73876184
1 2884254|2781gel01_0306.xml 732 19,8700008 LASTHYYDEL - - 1.01 2,2E-14 2 2186,9939 2186,99927 -0,0054 -2,46913671
1 2884254|2781gel01_0306.xml 778 20,5300007 TEYYLLTK  - - 1.01 0,0058 2 1030,54602 1030,54602 1E-04 0,09703594
1 2884254|2781gel01_0306.xml 805 20,8999996 MDDKPGELIPM1:+15.9949 - - 1.01 4,8E-08 2 1599,80408 1599,80505 -0,001 -0,62507623
1 2884254|2781gel01_0306.xml 819 21,0900002 DYVSVSEFEG - - 1.01 1E-05 2 1259,57971 1259,57935 0,0003 0,23817477
1 2884254|2781gel01_0306.xml 849 21,4899998 IDLNQPMADI M7:+15.9949 - - 1.01 0,00028 2 1386,72803 1386,7301 -0,0021 -1,51435375
1 2884254|2781gel01_0306.xml 877 21,8500004 IGGPAAILAQ  - - 1.01 0,0034 2 1379,80139 1379,80103 0,0005 0,36237112
1 2884254|2781gel01_0306.xml 889 22,0200005 DYVSVSEFEG - - 1.01 8,7E-09 2 1710,89502 1710,89526 -0,0002 -0,11689786
1 2884254|2781gel01_0306.xml 901 22,1900005 LSLNGTIIVGR - - 1.01 0,0038 2 1142,68982 1142,68958 0,0003 0,26253849
1 2884254|2781gel01_0306.xml 902 22,2000008 CNLPAQIDLEC1:+57.0215 -- - 1.01 1,3E-10 2 2097,94238 2097,94727 -0,0047 -2,24028516
1 2884254|2781gel01_0306.xml 961 23,0100002 MDPYVDLFQ M1:+15.9949 - - 1.01 4,1E-05 2 1367,59534 1367,59399 0,0013 0,95057452
1 2884254|2781gel01_0306.xml 985 23,3400002 TLGTAACPPYC7:+57.0215 - - 1.01 0,00054 2 1518,73804 1518,74146 -0,0033 -2,1728518
1 2884254|2781gel01_0306.xml 995 23,4699993 YVALTFLR  - - 1.01 0,0015 2 982,570801 982,57251 -0,0017 -1,73015225
1 2884254|2781gel01_0306.xml 1287 27,2999992 IEVEDFPAFIL - - 1.01 2E-07 2 1749,89758 1749,89502 0,0027 1,54294968
1 2884254|2781gel01_0306.xml 1312 27,6299992 AVLNPATLVP - - 1.01 2,4E-07 2 1610,94312 1610,95203 -0,0089 -5,52468348
1 2884254|2781gel01_0306.xml 1363 28,2800007 AVLNPATLVP - - 1.01 0,033 2 1141,65979 1141,66199 -0,0022 -1,92701507

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2884254|2781gel09_0306.xml 848 15,04 YSQNAPLTM M9:+15.9949 - - 1.01 2,7E-07 2 1889,85852 1889,85901 -0,0004 -0,211656
1 2884254|2781gel09_0306.xml 855 15,1499996 IGLGAQFGGK - - 1.01 0,00077 2 947,531067 947,531311 -0,0003 -0,31661224
1 2884254|2781gel09_0306.xml 866 15,3000002 LASTHYYDEL - - 1.01 0,0016 3 2187,00024 2186,99927 0,001 0,45724756
1 2884254|2781gel09_0306.xml 924 16,1200008 MDDKPGELIPM1:+15.9949 - - 1.01 2,6E-06 2 1599,80139 1599,80505 -0,0037 -2,31278181
1 2884254|2781gel09_0306.xml 929 16,2000008 MDDKPGELIPM1:+15.9949 - - 1.01 0,011 3 1599,80652 1599,80505 0,0014 0,87510657
1 2884254|2781gel09_0306.xml 953 16,5200005 IDLNQPMADI M7:+15.9949 - - 1.01 0,00042 2 1386,72986 1386,7301 -0,0002 -0,14422417
1 2884254|2781gel09_0306.xml 987 17,0100002 LSLNGTIIVGR - - 1.01 0,0026 2 1142,68848 1142,68958 -0,0011 -0,96264112
1 2884254|2781gel09_0306.xml 1277 20,9599991 AVLNPATLVP - - 1.01 1,2E-06 2 1610,94836 1610,95203 -0,0036 -2,2347033
1 2884254|2781gel09_0306.xml 1281 21,0200005 IEVEDFPAFIL - - 1.01 6,3E-08 2 1749,90332 1749,89502 0,0084 4,80028772

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2884254|2781gel10_0306.xml 623 15,3100004 ILSDPEASDN - - 1.01 0,00019 2 1303,60205 1303,60156 0,0005 0,38355279
1 2884254|2781gel10_0306.xml 674 16,0499992 DHPIYYAGPA - - 1.01 0,022 2 1231,61133 1231,61096 0,0004 0,3247779
1 2884254|2781gel10_0306.xml 783 17,6399994 YSQNAPLTM M9:+15.9949 - - 1.01 1,9E-07 2 1889,85315 1889,85901 -0,0058 -3,06901193
1 2884254|2781gel10_0306.xml 896 19,3400002 IDLNQPMADI M7:+15.9949 - - 1.01 0,00011 2 1386,73083 1386,7301 0,0007 0,50478458

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 181219|18047gel11_0306.xml 788 15,6199999 ILSDPEASDN - - 1.01 0,0019 2 1303,59985 1303,60156 -0,0017 -1,30407941
1 181219|18047gel11_0306.xml 998 18,5499992 IGLGAQFGGK - - 1.01 0,01 2 947,531067 947,531311 -0,0003 -0,31661224
1 181219|18047gel11_0306.xml 1050 19,2999992 DYVSVSEFEG - - 1.01 3,7E-05 2 1259,5813 1259,57935 0,0019 1,50844014
1 181219|18047gel11_0306.xml 1081 19,7299995 IDLNQPMADI M7:+15.9949 - - 1.01 0,0098 2 1386,72559 1386,7301 -0,0045 -3,24504375

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2884254|2781gel12_0306.xml 642 14,1499996 TPEGMACGSC7:+57.0215 -- - 1.01 1,1E-09 2 1712,70496 1712,7041 0,0009 0,5254848
1 2884254|2781gel12_0306.xml 749 15,6000004 ILSDPEASDN - - 1.01 5,1E-06 2 1303,59753 1303,60156 -0,0041 -3,14513278
1 2884254|2781gel12_0306.xml 924 18,0599995 YSQNAPLTM M9:+15.9949 - - 1.01 1,7E-08 2 1889,85632 1889,85901 -0,0026 -1,37576401
1 2884254|2781gel12_0306.xml 939 18,2700005 GEDLPQYIK  - - 1.01 0,0074 2 1062,54468 1062,547 -0,0023 -2,16461015
1 2884254|2781gel12_0306.xml 953 18,4599991 IGLGAQFGGK - - 1.01 0,019 2 947,531494 947,531311 0,0002 0,21107481
1 2884254|2781gel12_0306.xml 1013 19,3299999 DYVSVSEFEG - - 1.01 4E-05 2 1259,57983 1259,57935 0,0004 0,31756634
1 2884254|2781gel12_0306.xml 1037 19,6800003 IDLNQPMADI M7:+15.9949 - - 1.01 0,024 2 1386,72852 1386,7301 -0,0016 -1,15379333
1 2884254|2781gel12_0306.xml 1078 20,3199997 LSLNGTIIVGR - - 1.01 0,0099 2 1142,69177 1142,68958 0,0022 1,92528224
1 2884254|2781gel12_0306.xml 1141 21,2900009 YVALTFLR  - - 1.01 0,012 2 982,571838 982,57251 -0,0006 -0,61064196
1 2884254|2781gel12_0306.xml 1229 22,5799999 IEVEDFPAFIL - - 1.01 5,3E-05 2 1749,9071 1749,89502 0,012 6,85755396

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 715993|71362gel07_0352.xml 747 13,1199999 NSGGVPANF - - 1.01 0,036 2 990,499817 990,500671 -0,0009 -0,90863138
1 715993|71362gel07_0352.xml 781 13,6099997 AEIAKPYYYK - - 1.01 0,0071 2 1245,64978 1245,65186 -0,002 -1,6055851
1 715993|71362gel07_0352.xml 819 14,1300001 GLIHGTEAVH - - 1.01 0,00095 3 1846,93909 1846,94104 -0,002 -1,08287168
1 715993|71362gel07_0352.xml 822 14,1800003 NLVITASDNS - - 1.01 6,7E-10 2 1519,7356 1519,73511 0,0005 0,3290047
1 715993|71362gel07_0352.xml 867 14,7399998 VEVEGGTLDQ - - 1.01 2,9E-06 2 1365,66345 1365,66492 -0,0014 -1,0251416
1 715993|71362gel07_0352.xml 876 14,8599997 VEDVETLYK  - - 1.01 0,0037 2 1095,55676 1095,55725 -0,0004 -0,36511099
1 715993|71362gel07_0352.xml 880 14,9099998 EIQEGLVNTY - - 1.01 0,00031 2 1293,66809 1293,66895 -0,0008 -0,61839622
1 715993|71362gel07_0352.xml 912 15,3699999 VYLAEHDVVTM12:+15.9949- - 1.01 0,00064 3 2003,97778 2003,97473 0,0031 1,54692578
1 715993|71362gel07_0352.xml 938 15,75 GTQESDLPYS - - 1.01 2,6E-05 2 1458,67151 1458,67505 -0,0036 -2,46799302
1 715993|71362gel07_0352.xml 953 15,96 TFYSCLYR C5:+57.0215 - - 1.01 0,028 2 1109,51038 1109,50891 0,0016 1,44207942
1 715993|71362gel07_0352.xml 977 16,2900009 VASSFISPEQ - - 1.01 0,0008 2 1404,74756 1404,74866 -0,001 -0,71187115
1 715993|71362gel07_0352.xml 1231 19,9500008 FTFPENDSYV - - 1.01 3,6E-10 2 2020,92297 2020,92908 -0,0061 -3,01841378

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2824924|2724gel01_0397.xml 406 15,5500002 HNQLLMTR M6:+15.9949 - - 1.01 0,016 2 1028,53088 1028,53101 -1E-04 -0,09722605
1 2824924|2724gel01_0397.xml 484 16,5900002 LAQDYQVGQ - - 1.01 0,00023 2 1307,65979 1307,65942 0,0004 0,30589005
1 2824924|2724gel01_0397.xml 538 17,3299999 AVGNVENIMDM9:+15.9949 - - 1.01 2,8E-08 2 1276,62061 1276,62061 1E-04 0,07833181
1 2824924|2724gel01_0397.xml 689 19,3600006 GVYIYAQQVD - - 1.01 2,4E-05 2 1397,70605 1397,70642 -0,0003 -0,21463735
1 2824924|2724gel01_0397.xml 717 19,7399998 GVGSAENFE M10:+15.9949- - 1.01 2,5E-06 2 1325,61108 1325,61584 -0,0047 -3,54552174
1 2824924|2724gel01_0397.xml 747 20,1599998 ALATELGEYG - - 1.01 1,2E-09 2 1337,6582 1337,65881 -0,0005 -0,3737874
1 2824924|2724gel01_0397.xml 771 20,5200005 AAEVIEYNPA - - 1.01 6,7E-10 2 1831,88049 1831,88245 -0,002 -1,09177315
1 2824924|2724gel01_0397.xml 828 21,2999992 YVEIMDIVK M5:+15.9949 - - 1.01 0,0094 2 1125,58618 1125,58643 -0,0002 -0,17768516
1 2824924|2724gel01_0397.xml 847 21,5499992 VADYGLVGD  - - 1.01 0,00019 2 1149,61755 1149,61536 0,0022 1,91368353
1 2824924|2724gel01_0397.xml 863 21,7800007 VIVVDNPALE - - 1.01 8,4E-06 2 1488,80676 1488,80615 0,0007 0,47017536
1 2824924|2724gel01_0397.xml 869 21,8700008 AAVENGWLA - - 1.01 1,9E-10 2 2034,99084 2034,9884 0,0025 1,22850811
1 2824924|2724gel01_0397.xml 952 23,0699997 LEIGDFPINAMM11:+15.9949- - 1.01 5,6E-07 2 1902,92383 1902,927 -0,0031 -1,62906945
1 2824924|2724gel01_0397.xml 1005 23,7900009 LSDIAFELVG  - - 1.01 2,9E-05 2 1191,66223 1191,66235 -1E-04 -0,08391638
1 2824924|2724gel01_0397.xml 1245 26,9899998 ELAADLNTEV - - 1.01 2,3E-11 2 2057,11304 2057,11279 0,0002 0,09722364
1 2824924|2724gel01_0397.xml 1297 27,6700001 DEDAPIFDVA - - 1.01 6,7E-12 2 2051,9812 2051,9812 0 0

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2824924|2724gel03_0397.xml 698 14,6599998 TGLTADCTK C7:+57.0215 - - 1.01 0,0026 2 966,457336 966,456482 0,0008 0,82776612
1 2824924|2724gel03_0397.xml 711 14,8599997 VLVSGGR  - - 1.01 0,003 2 687,415466 687,415222 0,0002 0,29094496
1 2824924|2724gel03_0397.xml 751 15,5500002 HNQLLMTR M6:+15.9949 - - 1.01 0,022 2 1028,53113 1028,53101 0,0002 0,19445209
1 2824924|2724gel03_0397.xml 803 16,4300003 AVGNVENIMDM9:+15.9949 - - 1.01 1,7E-07 2 1276,62036 1276,62061 -0,0002 -0,15666361
1 2824924|2724gel03_0397.xml 924 18,1700001 GVYIYAQQVD - - 1.01 3E-05 2 1397,70752 1397,70642 0,0012 0,85854942
1 2824924|2724gel03_0397.xml 938 18,3700008 GVGSAENFE M10:+15.9949- - 1.01 0,00017 2 1325,61475 1325,61584 -0,0011 -0,82980299
1 2824924|2724gel03_0397.xml 961 18,7099991 ALATELGEYG - - 1.01 1,7E-08 2 1337,65894 1337,65881 0,0002 0,14951494
1 2824924|2724gel03_0397.xml 979 18,9899998 AAEVIEYNPA - - 1.01 3,7E-09 2 1831,87988 1831,88245 -0,0026 -1,41930497
1 2824924|2724gel03_0397.xml 1033 19,7999992 YVEIMDIVK M5:+15.9949 - - 1.01 0,017 2 1125,58691 1125,58643 0,0005 0,44421291
1 2824924|2724gel03_0397.xml 1044 19,9699993 VIVVDNPALE - - 1.01 8,3E-06 2 1488,80676 1488,80615 0,0007 0,47017536
1 2824924|2724gel03_0397.xml 1131 21,3500004 LSDIAFELVG  - - 1.01 0,0003 2 1191,6626 1191,66235 0,0003 0,25174919

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2824924|2724gel09_0397.xml 527 14,1999998 TGLTADCTK C7:+57.0215 - - 1.01 0,0033 2 966,456421 966,456482 -1E-04 -0,10347077
1 2824924|2724gel09_0397.xml 541 14,4300003 VLVSGGR  - - 1.01 3E-06 2 687,41571 687,415222 0,0005 0,72736245
1 2824924|2724gel09_0397.xml 575 14,9700003 HNQLLMTR M6:+15.9949 - - 1.01 0,0022 2 1028,53088 1028,53101 -1E-04 -0,09722605
1 2824924|2724gel09_0397.xml 638 15,9399996 AVGNVENIMDM9:+15.9949 - - 1.01 4,2E-06 2 1276,61914 1276,62061 -0,0014 -1,09664524
1 2824924|2724gel09_0397.xml 749 17,5400009 GVYIYAQQVD - - 1.01 7,2E-05 2 1397,70959 1397,70642 0,0033 2,36101079
1 2824924|2724gel09_0397.xml 774 17,9099998 GVGSAENFE M10:+15.9949- - 1.01 3,2E-06 2 1325,61438 1325,61584 -0,0014 -1,05611289
1 2824924|2724gel09_0397.xml 793 18,1900005 ALATELGEYG - - 1.01 4,8E-09 2 1337,6582 1337,65881 -0,0005 -0,3737874
1 2824924|2724gel09_0397.xml 816 18,5400009 AAEVIEYNPA - - 1.01 4E-07 2 1831,88196 1831,88245 -0,0005 -0,27294329
1 2824924|2724gel09_0397.xml 866 19,2999992 YVEIMDIVK M5:+15.9949 - - 1.01 0,0057 2 1125,58655 1125,58643 0,0002 0,17768516
1 2824924|2724gel09_0397.xml 883 19,5599995 AAVENGWLA - - 1.01 1,2E-09 2 2034,99207 2034,9884 0,0037 1,81819224
1 2824924|2724gel09_0397.xml 884 19,5799999 VIVVDNPALE - - 1.01 8,4E-06 2 1488,80383 1488,80615 -0,0022 -1,47769403
1 2824924|2724gel09_0397.xml 983 21,1700001 LSDIAFELVG  - - 1.01 0,00014 2 1191,66138 1191,66235 -0,001 -0,83916396
1 2824924|2724gel09_0397.xml 1074 22,5200005 ELAADLNTEV - - 1.01 2,5E-09 2 2057,10474 2057,11279 -0,0081 -3,9375577
1 2824924|2724gel09_0397.xml 1081 22,6100006 TEPYAQALVSM20:+15.9949- - 1.01 5,9E-07 3 3149,64209 3149,65601 -0,013 -4,12743473

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2824924|2724gel10_0397.xml 558 14,21 TGLTADCTK C7:+57.0215 - - 1.01 0,002 2 966,457825 966,456482 0,0013 1,34512007
1 2824924|2724gel10_0397.xml 613 15,0100002 HNQLLMTR M6:+15.9949 - - 1.01 0,00031 2 1028,53003 1028,53101 -0,0009 -0,87503433
1 2824924|2724gel10_0397.xml 678 15,9700003 AVGNVENIMDM9:+15.9949 - - 1.01 6,7E-08 2 1276,61951 1276,62061 -0,001 -0,7833181
1 2824924|2724gel10_0397.xml 788 17,5799999 GVYIYAQQVD - - 1.01 0,00013 2 1397,70752 1397,70642 0,0012 0,85854942
1 2824924|2724gel10_0397.xml 810 17,9099998 GVGSAENFE M10:+15.9949- - 1.01 6,4E-06 2 1325,6145 1325,61584 -0,0013 -0,98067629
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peptides

1 2824924|2724gel10_0397.xml 830 18,2199993 ALATELGEYG - - 1.01 3,8E-09 2 1337,65833 1337,65881 -0,0004 -0,29902989
1 2824924|2724gel10_0397.xml 905 19,3600006 YVEIMDIVK M5:+15.9949 - - 1.01 0,0088 2 1125,58606 1125,58643 -0,0003 -0,26652774
1 2824924|2724gel10_0397.xml 917 19,5499992 AAVENGWLA - - 1.01 7,1E-08 2 2034,98413 2034,9884 -0,0042 -2,0638938
1 2824924|2724gel10_0397.xml 920 19,5900002 VIVVDNPALE - - 1.01 4,2E-06 2 1488,80481 1488,80615 -0,0012 -0,80601496
1 2824924|2724gel10_0397.xml 1014 21,1200008 LSDIAFELVG  - - 1.01 0,00018 2 1191,6615 1191,66235 -0,0008 -0,67133105
1 2824924|2724gel10_0397.xml 1107 22,5300007 DEDAPIFDVA - - 1.01 1,4E-10 2 2051,97534 2051,9812 -0,0058 -2,82653642

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2824924|2724gel11_0397.xml 665 14,4399996 TGLTADCTK C7:+57.0215 - - 1.01 0,002 2 966,45697 966,456482 0,0005 0,51735389
1 2824924|2724gel11_0397.xml 686 14,7200003 IYAQQVDNK  - - 1.01 0,012 2 1078,55273 1078,55322 -0,0004 -0,37086719
1 2824924|2724gel11_0397.xml 726 15,2700005 HNQLLMTR M6:+15.9949 - - 1.01 0,00019 2 1028,53259 1028,53101 0,0016 1,55561674
1 2824924|2724gel11_0397.xml 755 15,6499996 LAQDYQVGQ - - 1.01 2E-06 2 1307,65894 1307,65942 -0,0004 -0,30589005
1 2824924|2724gel11_0397.xml 778 15,9700003 AVGNVENIMDM9:+15.9949 - - 1.01 0,00011 2 1276,61804 1276,62061 -0,0025 -1,95829511
1 2824924|2724gel11_0397.xml 795 16,2000008 DLGPTVSAR  - - 1.01 0,029 2 915,489868 915,489807 0 0
1 2824924|2724gel11_0397.xml 811 16,4099998 HNQLLMTR  - - 1.01 0,019 2 1012,53528 1012,53607 -0,0008 -0,79009527
1 2824924|2724gel11_0397.xml 914 17,8799992 GVYIYAQQVD - - 1.01 1,4E-05 2 1397,70483 1397,70642 -0,0015 -1,07318664
1 2824924|2724gel11_0397.xml 938 18,2000008 GVGSAENFE M10:+15.9949- - 1.01 2,1E-06 2 1325,61658 1325,61584 0,0008 0,60349303
1 2824924|2724gel11_0397.xml 957 18,4799995 ALATELGEYG - - 1.01 1,6E-09 2 1337,65833 1337,65881 -0,0004 -0,29902989
1 2824924|2724gel11_0397.xml 973 18,7000008 AVGNVENIMD - - 1.01 0,0021 2 1260,62927 1260,62573 0,0036 2,85572457
1 2824924|2724gel11_0397.xml 1035 19,5400009 YVEIMDIVK M5:+15.9949 - - 1.01 0,0074 2 1125,58582 1125,58643 -0,0006 -0,53305548
1 2824924|2724gel11_0397.xml 1054 19,7999992 VIVVDNPALE - - 1.01 1,2E-06 2 1488,80408 1488,80615 -0,002 -1,3433584
1 2824924|2724gel11_0397.xml 1093 20,3700008 VAGMEESDL M4:+15.9949 - - 1.01 0,0084 2 1618,83093 1618,83606 -0,0051 -3,15041184
1 2824924|2724gel11_0397.xml 1120 20,7900009 LEIGDFPINAMM11:+15.9949- - 1.01 1,6E-07 2 1902,92371 1902,927 -0,0033 -1,73417056
1 2824924|2724gel11_0397.xml 1152 21,2700005 LSDIAFELVG  - - 1.01 0,00019 2 1191,66321 1191,66235 0,0009 0,75524747
1 2824924|2724gel11_0397.xml 1238 22,5300007 ELAADLNTEV - - 1.01 2,1E-11 2 2057,1084 2057,11279 -0,0045 -2,18753195
1 2824924|2724gel11_0397.xml 1240 22,5499992 DEDAPIFDVA - - 1.01 1,2E-11 2 2051,97852 2051,9812 -0,0027 -1,31580162
1 2824924|2724gel11_0397.xml 1250 22,6900005 TEPYAQALVSM20:+15.9949- - 1.01 9,8E-08 3 3149,65576 3149,65552 0,0002 0,06349901

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2824924|2724gel12_0397.xml 660 14,4799995 TGLTADCTK C7:+57.0215 - - 1.01 0,00088 2 966,456726 966,456482 0,0002 0,20694153
1 2824924|2724gel12_0397.xml 718 15,29 HNQLLMTR M6:+15.9949 - - 1.01 0,00062 2 1028,53247 1028,53101 0,0015 1,45839071
1 2824924|2724gel12_0397.xml 789 16,2900009 AVGNVENIMDM9:+15.9949 - - 1.01 2,4E-07 2 1276,62305 1276,62061 0,0025 1,95829511
1 2824924|2724gel12_0397.xml 910 17,9799995 GVYIYAQQVD - - 1.01 5,7E-05 2 1397,70642 1397,70642 1E-04 0,07154579
1 2824924|2724gel12_0397.xml 935 18,3400002 GVGSAENFE M10:+15.9949- - 1.01 2,8E-06 2 1325,6134 1325,61584 -0,0024 -1,8104794
1 2824924|2724gel12_0397.xml 953 18,6000004 ALATELGEYG - - 1.01 2,2E-07 2 1337,65918 1337,65881 0,0005 0,3737874
1 2824924|2724gel12_0397.xml 1023 19,5900002 YVEIMDIVK M5:+15.9949 - - 1.01 0,0053 2 1125,58728 1125,58643 0,0009 0,7995832
1 2824924|2724gel12_0397.xml 1042 19,8400002 VIVVDNPALE - - 1.01 4,2E-05 2 1488,8064 1488,80615 0,0003 0,20150374
1 2824924|2724gel12_0397.xml 1139 21,25 LSDIAFELVG  - - 1.01 0,0012 2 1191,66211 1191,66235 -0,0002 -0,16783276

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 531107|52928gel01_0414.xml 425 15,8999996 MQLKPEEISKM1:+15.9949 - - 1.01 0,015 2 1218,63965 1218,64026 -0,0006 -0,49235207
1 1082469|1077gel01_0414.xml 478 16,6299992 AAGASVMET M7:+15.9949 - - 1.03 1E-06 2 1121,56226 1121,56238 -1E-04 -0,08916133
1 1082469|1077gel01_0414.xml 551 17,6100006 VPAVAEYEK  - - 1.03 0,039 2 1005,52563 1005,52557 1E-04 0,09945048
1 gel01_0414.xml 608 18,3899994 AQFGSDLDA  5 6 1.01 1.02 1.03 1,2E-05 2 1267,57788 1267,58044 -0,0026 -2,05115175
1 88812|88386|Ggel01_0414.xml 649 18,9099998 TTLASDTIINQ - - 1.06 6,9E-05 2 1304,70593 1304,70605 -1E-04 -0,07664561
1 531107|52928gel01_0414.xml 712 19,75 QPVKEPLQTGQ1:-17.0265 - - 1.01 0,0014 2 1320,75305 1320,75256 0,0005 0,37857205
1 gel01_0414.xml 713 19,7600002 AIDSMIPIGR M5:+15.9949 5 6 1.01 1.02 1.04 0,00078 2 1088,57764 1088,57727 0,0004 0,36745209
1 2579563|2497gel01_0414.xml 743 20,1700001 PIESPAPGIIE - - 1.02 1E-05 2 1278,70532 1278,70569 -0,0003 -0,23461224
1 531107|52928gel01_0414.xml 745 20,2000008 GKHVLIIYDDL - - 1.01 0,0005 2 1500,84314 1500,84253 0,0007 0,46640468
1 gel01_0414.xml 784 20,7399998 GKDVICIYVA C6:+57.0215 2 6 1.01 1.06 1,4E-06 2 1719,95874 1719,95789 0,0009 0,52326864
1 gel01_0414.xml 812 21,1100006 EAYPGDVFY  4 6 1.01 1.02 1.04 2,7E-08 2 1553,73743 1553,73865 -0,0013 -0,8366915
1 531107|52928gel01_0414.xml 832 21,3899994 HVLIIYDDLSK - - 1.01 0,00031 2 1315,72681 1315,72607 0,0008 0,60802925
1 gel01_0414.xml 870 21,8899994 GKDVICIYVA C6:+57.0215 4 6 1.01 1.02 1.05 1,2E-06 2 1563,85693 1563,85669 0,0002 0,12788895
1 2563207|2482gel01_0414.xml 928 22,6599998 VVSVPVGEA  - - 1.04 3,3E-05 2 1295,76416 1295,76855 -0,0044 -3,39566803
1 2791508|2692gel01_0414.xml 951 22,9899998 IVSVPVGEAL - - 1.05 2,1E-05 2 1309,78613 1309,78418 0,0019 1,45062077
1 gel01_0414.xml 969 23,2399998 EAYPGDVFY  4 6 1.01 1.02 1.04 0,00047 2 1310,60315 1310,60559 -0,0024 -1,83121455
1 gel01_0414.xml 982 23,4099998 ELQSFAQFGS 4 6 1.01 1.02 1.03 2,1E-12 2 1871,86279 1871,86621 -0,0033 -1,76294649
1 1082469|1077gel01_0414.xml 994 23,5699997 GLYEYLDTD  - - 1.03 0,046 2 1088,47571 1088,47876 -0,0029 -2,66426873
1 1082469|1077gel01_0414.xml 1001 23,6700001 GVLSAYTENF - - 1.03 1,2E-05 2 1341,70496 1341,70532 -0,0003 -0,22359605
1 1082469|1077gel01_0414.xml 1007 23,75 GLYEYLDTDAM16:+15.9949- - 1.03 2,3E-12 2 2191,02612 2191,02271 0,0034 1,55178678
1 gel01_0414.xml 1040 24,2000008 DVICIYVAIGQC4:+57.0215 4 6 1.01 1.02 1.05 7,2E-05 2 1378,73572 1378,74036 -0,0046 -3,33637881
1 gel01_0414.xml 1078 24,6800003 DVLIIYDDLSK 2 6 1.02 1.04 0,00085 2 1293,69556 1293,69409 0,0015 1,15947044
1 gel01_0414.xml 1133 25,3999996 ELQSFAQFGS 4 6 1.01 1.02 1.03 1,9E-05 2 1642,72192 1642,72351 -0,0016 -0,97399223

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel03_0414.xml 908 17,4099998 AQFGSDLDA  3 4 1.01 1.02 1.04 7,7E-05 2 1267,58118 1267,58044 0,0007 0,55223316
1 88812|88386|Ggel03_0414.xml 932 17,7600002 TTLASDTIINQ - - 1.03 0,0007 2 1304,70728 1304,70605 0,0013 0,99639308
1 gel03_0414.xml 984 18,5 AIDSMIPIGR M5:+15.9949 3 4 1.01 1.02 1.03 0,00019 2 1088,57751 1088,57727 0,0003 0,27558908
1 2032989|2012gel03_0414.xml 1081 19,9400005 HVLIIYDDLSK - - 1.01 0,0046 2 1315,7262 1315,72607 0,0002 0,15200731
1 2563207|2482gel03_0414.xml 1133 20,75 VVSVPVGEA  - - 1.02 1,9E-05 2 1295,76843 1295,76855 -1E-04 -0,07717427
1 1082469|1077gel03_0414.xml 1167 21,2800007 GVLSAYTENF - - 1.04 5,3E-05 2 1341,70386 1341,70532 -0,0014 -1,04344821

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 88812|88386|Ggel10_0414.xml 755 17,2299995 TTLASDTIINQ - - 1.02 0,006 2 1304,70581 1304,70605 -0,0002 -0,15329123
1 gel10_0414.xml 800 17,8700008 AIDSMIPIGR M5:+15.9949 2 2 1.01 1.02 0,0029 2 1088,57825 1088,57727 0,001 0,9186303
1 1140987|1135gel10_0414.xml 889 19,1399994 EAYPGDVFY  - - 1.01 0,0022 2 1553,73633 1553,73865 -0,0024 -1,5446614
1 1140987|1135gel10_0414.xml 968 20,3299999 VVSVPVGEA  - - 1.01 3,1E-06 2 1295,76611 1295,76855 -0,0024 -1,85218263

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2140515|2110gel01_0480.xml 411 15,75 FQMNDQYSGM3:+15.9949 - - 1.01 3,8E-09 2 1667,67725 1667,6792 -0,002 -1,19927144
1 2140515|2110gel01_0480.xml 502 17,0400009 YGQFDSTGG - - 1.01 4,7E-07 2 1346,62561 1346,62268 0,0029 2,1535356
1 2140515|2110gel01_0480.xml 508 17,1100006 LQYNYDER  - - 1.01 0,02 2 1100,50146 1100,5011 0,0004 0,36347076
1 2140515|2110gel01_0480.xml 531 17,4300003 YYELGASK  - - 1.01 0,044 2 930,45752 930,457092 0,0004 0,42989624
1 2140515|2110gel01_0480.xml 559 17,8199997 DAASNALYGA - - 1.01 0,00025 2 1108,5387 1108,53857 0,0002 0,18041772
1 2140515|2110gel01_0480.xml 576 18,0499992 LITTEYTADG  - - 1.01 0,0016 2 1211,61072 1211,61584 -0,0051 -4,20925522
1 2140515|2110gel01_0480.xml 588 18,2199993 VTGSIEYYR  - - 1.01 0,011 2 1087,54297 1087,54236 0,0007 0,64365309
1 2140515|2110gel01_0480.xml 643 18,9500008 NNEGFFGR  - - 1.01 0,017 2 940,428406 940,427612 0,0008 0,85067683
1 2140515|2110gel01_0480.xml 649 19,0200005 IADANPILDNK - - 1.01 0,0008 2 1183,63269 1183,6322 0,0006 0,50691426
1 2140515|2110gel01_0480.xml 652 19,0599995 QEYNFSVSAA - - 1.01 1,2E-05 2 1486,6814 1486,68127 0,0002 0,13452782
1 2140515|2110gel01_0480.xml 677 19,4099998 STGMNDQAAM4:+15.9949 - - 1.01 0,003 2 1651,72876 1651,73853 -0,0097 -5,87260056
1 2140515|2110gel01_0480.xml 680 19,4500008 QSYDETTNATM15:+15.9949- - 1.01 1,4E-10 2 1926,81909 1926,81787 0,0013 0,67468756
1 2140515|2110gel01_0480.xml 735 20,2099991 ELDGAIIDGQ  - - 1.01 1,1E-07 2 1623,78638 1623,7865 -1E-04 -0,06158445
1 2140515|2110gel01_0480.xml 749 20,4200001 VTQMAPIYPAM4:+15.9949 - - 1.01 0,0031 2 1524,79114 1524,78833 0,0029 1,90190327
1 2140515|2110gel01_0480.xml 777 20,8099995 YEVIDNPGMYM9:+15.9949 - - 1.01 1,2E-07 2 1792,72266 1792,71973 0,003 1,67343497
1 2140515|2110gel01_0480.xml 892 22,3799992 PFIADANPILD - - 1.01 2,6E-06 2 1427,75476 1427,7533 0,0015 1,05060172
1 2140515|2110gel01_0480.xml 901 22,5100002 FNIINSNNSLG - - 1.01 1,5E-09 2 1655,84058 1655,83923 0,0014 0,84549272
1 2140515|2110gel01_0480.xml 915 22,7199993 VYMSAENVF M3:+15.9949 - - 1.01 9,3E-06 2 1639,74866 1639,74646 0,0022 1,34167075
1 2140515|2110gel01_0480.xml 950 23,2299995 SDTEMLDEV M5:+15.9949 - - 1.01 1,4E-09 2 1974,89954 1974,90393 -0,0043 -2,1773212
1 2140515|2110gel01_0480.xml 1004 23,9899998 AFVDITPIEGL - - 1.01 0,00094 2 1302,74243 1302,73096 0,012 9,21141911
1 2140515|2110gel01_0480.xml 1007 24,0300007 AFVDITPIEGL - - 1.01 0,00042 2 1302,72876 1302,73083 -0,002 -1,5352366
1 2140515|2110gel01_0480.xml 1124 25,6100006 NLFGSNGGL  - - 1.01 0,0048 2 1474,69641 1474,69653 -1E-04 -0,06781056

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2140515|2110gel02_0480.xml 483 11,6599998 IGGNMGYAR M5:+15.9949 - - 1.01 0,0054 2 954,446045 954,446594 -0,0006 -0,62863654
1 2140515|2110gel02_0480.xml 513 12,0900002 DEAGNITGR  - - 1.01 0,033 2 932,442322 932,443604 -0,0013 -1,39418614
1 2140515|2110gel02_0480.xml 529 12,3199997 NVKDEAGNIT - - 1.01 0,00016 2 1273,64673 1273,6499 -0,0032 -2,51246428
1 2140515|2110gel02_0480.xml 530 12,3400002 NVKDEAGNIT - - 1.01 0,0053 3 1273,64734 1273,6499 -0,0026 -2,04137731
1 2140515|2110gel02_0480.xml 541 12,5100002 FQMNDQYSGM3:+15.9949 - - 1.01 1,5E-07 2 1667,67883 1667,6792 -0,0004 -0,23985428
1 2140515|2110gel02_0480.xml 603 13,3800001 YGQFDSTGG - - 1.01 0,00032 2 1346,61987 1346,62268 -0,0028 -2,07927585
1 2140515|2110gel02_0480.xml 623 13,6499996 RNNEGFFGR - - 1.01 0,034 2 1096,52893 1096,52869 0,0003 0,27359068
1 2140515|2110gel02_0480.xml 650 14,04 DAASNALYGA - - 1.01 0,00036 2 1108,53772 1108,53857 -0,0008 -0,72167087
1 2140515|2110gel02_0480.xml 651 14,0600004 VTGSIEYYR  - - 1.01 0,025 2 1087,54248 1087,54236 0,0003 0,27585134
1 2140515|2110gel02_0480.xml 697 14,6899996 IADANPILDNK - - 1.01 0,00053 2 1183,63196 1183,6322 -1E-04 -0,08448569
1 2140515|2110gel02_0480.xml 698 14,71 QEYNFSVSAA - - 1.01 7,2E-05 2 1486,67969 1486,68127 -0,0016 -1,07622254
1 2140515|2110gel02_0480.xml 720 15,0299997 QSYDETTNATM15:+15.9949- - 1.01 2,1E-07 2 1926,8175 1926,81787 -0,0003 -0,15569714
1 2140515|2110gel02_0480.xml 728 15,1499996 ETTTNHAQAD - - 1.01 0,00083 3 2398,10498 2398,10498 1E-04 0,04169959
1 2140515|2110gel02_0480.xml 762 15,6199999 ELDGAIIDGQ  - - 1.01 8E-07 2 1623,78918 1623,7865 0,0028 1,72436452
1 2140515|2110gel02_0480.xml 766 15,6800003 YEVIDNPGMYM9:+15.9949 - - 1.01 0,002 3 2111,87744 2111,88428 -0,0067 -3,17252207
1 2140515|2110gel02_0480.xml 776 15,8299999 HSYVYNPYY  - - 1.01 2,5E-07 3 2370,06055 2370,06763 -0,0072 -3,03788781
1 2140515|2110gel02_0480.xml 867 17,1499996 FNIINSNNSLG - - 1.01 2,5E-09 2 1655,83862 1655,83923 -0,0005 -0,30196172
1 2140515|2110gel02_0480.xml 907 17,7800007 ASIGSQGNDN - - 1.01 2,9E-09 2 2042,94006 2042,94177 -0,0017 -0,83213335
1 2140515|2110gel02_0480.xml 957 18,5400009 TYDYNLQQLV - - 1.01 1,2E-10 2 1733,8479 1733,84985 -0,0018 -1,03815222
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peptides

1 2140515|2110gel02_0480.xml 985 18,9200001 SFGDNNFDIL - - 1.01 0,016 3 2338,04175 2338,0415 1E-04 0,04277084
1 2140515|2110gel02_0480.xml 1019 19,3799992 SSFYVSLGYL - - 1.01 7,9E-08 2 2336,12769 2336,12964 -0,0019 -0,81331104

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2140515|2110gel09_0480.xml 569 11,5799999 IGGNMGYAR M5:+15.9949 - - 1.01 0,0077 2 954,444946 954,446594 -0,0017 -1,78113687
1 2140515|2110gel09_0480.xml 614 12,1700001 DEAGNITGR  - - 1.01 0,017 2 932,44165 932,443604 -0,002 -2,14490175
1 2140515|2110gel09_0480.xml 634 12,46 FQMNDQYSGM3:+15.9949 - - 1.01 3,5E-05 2 1667,68115 1667,6792 0,002 1,19927144
1 2140515|2110gel09_0480.xml 746 13,9799995 DAASNALYGA - - 1.01 5,1E-05 2 1108,53796 1108,53857 -0,0006 -0,54125321
1 2140515|2110gel09_0480.xml 752 14,0699997 LITTEYTADG  - - 1.01 0,0056 2 1211,61584 1211,61584 1E-04 0,0825344
1 2140515|2110gel09_0480.xml 864 15,6599998 ELDGAIIDGQ  - - 1.01 3E-06 2 1623,78699 1623,7865 0,0006 0,36950672
1 2140515|2110gel09_0480.xml 873 15,7799997 YEVIDNPGMYM9:+15.9949 - - 1.01 0,011 3 2111,87695 2111,88428 -0,0072 -3,40927768
1 2140515|2110gel09_0480.xml 985 17,2700005 FNIINSNNSLG - - 1.01 1,3E-05 2 1655,83838 1655,83923 -0,0008 -0,48313871

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2429848|2360gel08_0526.xml 443 11,1300001 AFDAATSNEG - - 1.01 0,0026 2 1238,60364 1238,60156 0,0021 1,69546044
1 2429848|2360gel08_0526.xml 477 11,6199999 NANNALESQ  - - 1.01 7,4E-05 2 1189,57996 1189,58118 -0,0012 -1,00875843
1 2429848|2360gel08_0526.xml 505 11,9899998 AFDAATSNEG - - 1.01 0,00048 2 1110,50574 1110,50659 -0,0008 -0,72039193
1 2429848|2360gel08_0526.xml 782 15,9700003 IALSSSNDEV - - 1.01 0,00018 2 1785,93018 1785,93445 -0,0043 -2,40770316
1 2429848|2360gel08_0526.xml 786 16,0300007 LLYPAVQGQA - - 1.01 0,018 2 1300,76318 1300,76282 0,0005 0,38438985
1 2429848|2360gel08_0526.xml 899 17,7700005 AIDDIIGFR  - - 1.01 0,0035 2 1019,55255 1019,55243 1E-04 0,09808225
1 2429848|2360gel08_0526.xml 925 18,1499996 NEDGFVLATLM14:+15.9949- - 1.01 1,9E-07 2 1754,87659 1754,86304 0,013 7,40798569

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2378111|2314gel09_0526.xml 783 14,6199999 AVYPAVQGQ - - 2.01 0,00044 2 1244,69641 1244,7002 -0,0037 -2,97260332
1 2378111|2314gel09_0526.xml 888 16,1000004 IALSSSEDNV - - 2.01 0,00057 2 1785,92725 1785,93445 -0,0072 -4,0315032
1 2378111|2314gel09_0526.xml 1014 17,9899998 SAINDIIGFR  - - 2.01 0,012 2 1105,59729 1105,60046 -0,0031 -2,8039062

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 3243801|3138gel01_0529.xml 419 15,7600002 SYTGTSEAVA - - 1.01 9,1E-10 2 1343,59448 1343,59656 -0,002 -1,48854208
1 3243801|3138gel01_0529.xml 421 15,79 YQMALMMARM3:+15.9949 - - 1.01 1,9E-05 2 1162,5061 1162,50586 0,0004 0,34408426
1 130065|12956gel01_0529.xml 445 16,1200008 LAETNAGELN - - 1.03 0,00027 2 1159,59595 1159,59583 0,0002 0,17247389
1 3238949|3133gel01_0529.xml 490 16,7199993 LQVVTTSAK  - - 1.02 0,031 2 946,557068 946,55719 -1E-04 -0,10564601
1 3243801|3138gel01_0529.xml 491 16,7299995 GIVNGVGDD  - - 1.01 0,0022 2 973,497986 973,4953 0,0026 2,67078853
1 3238949|3133gel01_0529.xml 509 16,9799995 AAATLYDTTK - - 1.02 0,014 2 1054,54321 1054,54187 0,0013 1,23276281
1 3243801|3138gel01_0529.xml 557 17,6499996 QEVTAANGQ - - 1.01 0,00022 2 1422,72144 1422,72278 -0,0013 -0,91374093
1 3243801|3138gel01_0529.xml 575 17,8999996 VPTATLDNVS - - 1.01 3,9E-05 2 1144,62085 1144,62134 -0,0004 -0,34946054
1 3238949|3133gel01_0529.xml 606 18,3400002 ISDYATVSVK - - 1.02 0,0013 2 1082,57336 1082,57324 0,0002 0,184745
1 3238949|3133gel01_0529.xml 619 18,5100002 ADSIGNIVSK  - - 1.02 0,0092 2 1003,54138 1003,5423 -0,0009 -0,89682317
1 gel01_0529.xml 648 18,8999996 VNIDSNAFK  2 3 1.01 1.03 0,0059 2 1007,5144 1007,51611 -0,0017 -1,68731797
1 3243801|3138gel01_0529.xml 665 19,1200008 ADDVIGYSVK - - 1.01 7,1E-05 2 1066,54089 1066,54187 -0,001 -0,93760973
1 3238949|3133gel01_0529.xml 713 19,7800007 IGYADVENVS - - 1.02 2,5E-10 2 1710,82947 1710,82971 -0,0002 -0,11690234
1 3243801|3138gel01_0529.xml 785 20,8099995 AIAGTATTVLT - - 1.01 1,1E-11 2 2222,11206 2222,11499 -0,003 -1,35006523
1 3243801|3138gel01_0529.xml 822 21,3099995 NGDVVAQDG - - 1.01 1,3E-08 2 1499,80591 1499,80676 -0,0009 -0,60007727
1 130065|12956gel01_0529.xml 850 21,6800003 FAGTNSGSF  - - 1.03 7,2E-10 2 2243,05005 2243,05786 -0,0078 -3,47739577
1 3243801|3138gel01_0529.xml 857 21,7800007 AISTPVYMSVM8:+15.9949 - - 1.01 2,9E-09 2 1614,79358 1614,79492 -0,0012 -0,74312848
1 3243801|3138gel01_0529.xml 867 21,9200001 LNADGTLGD M11:+15.9949- - 1.01 4,6E-10 2 1816,84229 1816,84265 -0,0003 -0,16512163
1 3243801|3138gel01_0529.xml 884 22,1700001 YQDALIMALRM7:+15.9949 - - 1.01 0,026 2 1209,62903 1209,63 -0,001 -0,82669914
1 3243801|3138gel01_0529.xml 930 22,8299999 YNEFTSVEGY - - 1.01 9,6E-11 2 1736,80066 1736,80176 -0,0011 -0,63334805
1 gel01_0529.xml 953 23,1700001 GLLADIYVDG 2 3 1.02 1.03 0,023 2 1163,63367 1163,6311 0,0026 2,23438525
1 3238949|3133gel01_0529.xml 957 23,2199993 VEFLDGITVE  - - 1.02 2,2E-06 2 1449,72131 1449,72241 -0,0011 -0,75876594
1 3238949|3133gel01_0529.xml 959 23,2600002 GFGLAAATLY - - 1.02 2E-07 2 1428,7373 1428,7373 0 0
1 3243801|3138gel01_0529.xml 986 23,6299992 VYWLTDSFE  - - 1.01 0,0066 2 1287,62012 1287,62598 -0,0058 -4,5044136
1 3243801|3138gel01_0529.xml 1051 24,5100002 LSGALQLTLF - - 1.01 2,7E-08 2 1763,87732 1763,88135 -0,0041 -2,3244195
1 3238949|3133gel01_0529.xml 1054 24,5599995 LVEDAVISEV  - - 1.02 2,2E-06 2 1798,94031 1798,94373 -0,0034 -1,88999796
1 3238949|3133gel01_0529.xml 1066 24,7299995 TNDNTVFYFI  - - 1.02 0,0012 2 1674,81189 1674,81262 -0,0007 -0,41795719
1 3243801|3138gel01_0529.xml 1451 29,6599998 DAFLLYTAAE - - 1.01 3E-05 2 1680,91968 1680,92114 -0,0014 -0,83287662

2 959408|95565gel01_0529.xml 450 16,1900005 FVNTDENYNS - - 2.01 0,00012 2 1387,6134 1387,61292 0,0006 0,43239725
2 959408|95565gel01_0529.xml 778 20,7099991 AQLLLTDGTV - - 2.01 0,00051 2 1158,67346 1158,67334 0,0002 0,17261119

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 959408|95565gel02_0529.xml 631 12,6199999 FVNTDENYNS - - 1.01 0,0016 2 1387,61389 1387,61292 0,0011 0,79272825
1 959408|95565gel02_0529.xml 866 15,79 AQLLLTDGTV - - 1.01 0,00025 2 1158,67224 1158,67334 -0,001 -0,86305606
1 959408|95565gel02_0529.xml 892 16,1200008 NQIDSNTIVTF - - 1.01 0,00065 2 1407,72314 1407,72314 1E-04 0,0710367

2 959407|95565gel02_0529.xml 812 15 EYTISVGYSK - - 2.01 0,0074 2 1146,57263 1146,56824 0,0045 3,92475533
2 959407|95565gel02_0529.xml 858 15,6700001 DAAGADSLN  - - 2.01 0,0051 2 1294,63696 1294,62781 0,0092 7,10628939

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 136381|13587gel08_0529.xml 491 11,9799995 KVESGDIYK  - - 1.02 0,0013 2 1038,54614 1038,547 -0,0008 -0,77030694
1 959408|95565gel08_0529.xml 533 12,6099997 FVNTDENYNS - - 1.01 2,6E-06 2 1387,6106 1387,61292 -0,0022 -1,58545649
1 gel08_0529.xml 542 12,7399998 GMTIAGTDYKM2:+15.9949 2 3 1.01 1.02 0,0012 2 1072,4978 1072,49841 -0,0005 -0,46620119
1 959408|95565gel08_0529.xml 553 12,8900003 ENSDGTYTLK - - 1.01 0,005 2 1127,52051 1127,52185 -0,0014 -1,24166107
1 136381|13587gel08_0529.xml 629 14 YTDTADLTYT - - 1.02 3,2E-07 2 1291,60437 1291,60571 -0,0012 -0,92907614
1 2112196|2086gel08_0529.xml 637 14,1199999 ATAGEALGNV - - 1.03 1,5E-05 2 1216,65393 1216,65356 0,0004 0,32877067
1 gel08_0529.xml 748 15,7200003 AQLLLTDGTV 2 3 1.01 1.03 3,3E-05 2 1158,67273 1158,67334 -0,0005 -0,43152803
1 959408|95565gel08_0529.xml 771 16,0699997 NQIDSNTIVTF - - 1.01 5,8E-05 2 1407,7229 1407,72314 -1E-04 -0,0710367
1 136381|13587gel08_0529.xml 791 16,3700008 DLDLGDTISA - - 1.02 0,00029 2 1147,58398 1147,58447 -0,0005 -0,43569779
1 959408|95565gel08_0529.xml 863 17,4799995 IGSDVVNANS - - 1.01 9,4E-10 2 1905,9917 1905,99207 -0,0003 -0,15739836

2 959407|95565gel08_0529.xml 439 11,1700001 PDSDGKPEL  - - 2.01 0,0024 2 1172,58142 1172,57983 0,0017 1,44979465
2 959407|95565gel08_0529.xml 479 11,79 GNISESSYK  - - 2.01 0,0041 2 984,463562 984,463684 -1E-04 -0,10157815
2 959407|95565gel08_0529.xml 609 13,71 TLIVEENKDP  - - 2.01 0,00071 3 2214,1123 2214,11401 -0,0018 -0,81296629
2 959407|95565gel08_0529.xml 624 13,9300003 YTITVDDNAK - - 2.01 0,042 2 1139,55676 1139,55835 -0,0015 -1,31629944
2 959407|95565gel08_0529.xml 696 14,9399996 EYTISVGYSK - - 2.01 0,00012 2 1146,56799 1146,56824 -1E-04 -0,08721679
2 959407|95565gel08_0529.xml 726 15,3900003 DAAGADSLN  - - 2.01 0,014 2 1294,62927 1294,62781 0,0015 1,15863419
2 959407|95565gel08_0529.xml 919 18,3600006 FTPDVEITYY  - - 2.01 9,5E-06 2 1731,84827 1731,84802 0,0003 0,17322537

3 1271223|1265gel08_0529.xml 785 16,2900009 NSTVIVGNITI  - - 3.01 2E-05 2 1258,7384 1258,73706 0,0015 1,19167066
3 1271223|1265gel08_0529.xml 793 16,3999996 AVNREEACLYC8:+57.0215 - - 3.01 0,00019 2 1898,94153 1898,94336 -0,0018 -0,94789559
3 1271223|1265gel08_0529.xml 849 17,2600002 EEACLYAFNTC4:+57.0215 - - 3.01 4,5E-05 2 1458,69531 1458,69385 0,0016 1,09687161
3 1271223|1265gel08_0529.xml 1036 20,0300007 ALNIGLADDL  - - 3.01 3E-12 2 1830,96118 1830,95996 0,0012 0,65539396

4 1529081|1521gel08_0529.xml 506 12,21 YSNDSTVATS - - 4.01 3,3E-07 2 1385,65369 1385,65466 -0,001 -0,72168058
4 1529081|1521gel08_0529.xml 948 18,8099995 SATFDFTFSG - - 4.01 2,1E-06 2 1435,6731 1435,67444 -0,0013 -0,90549773

5 3243801|3138gel08_0529.xml 733 15,5 GQIFTYTYNK - - 5.01 0,0035 2 1234,60828 1234,61072 -0,0024 -1,94393265
5 3243801|3138gel08_0529.xml 809 16,6499996 AISTPVYMSVM8:+15.9949 - - 5.01 0,043 2 1614,79321 1614,79492 -0,0016 -0,99083787

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 3243801|3138gel09_0529.xml 627 12,3900003 YQMALMMARM3:+15.9949 - - 2.01 0,0092 2 1162,50928 1162,50586 0,0036 3,0967586
1 3243801|3138gel09_0529.xml 717 13,6099997 QEVTAANGQ - - 2.01 0,00037 2 1422,72095 1422,72278 -0,0018 -1,26517963
1 3243801|3138gel09_0529.xml 733 13,8400002 VPTATLDNVS - - 2.01 0,00044 2 1144,62 1144,62134 -0,0012 -1,04838169
1 3243801|3138gel09_0529.xml 829 15,1700001 AIAGTATTVLT - - 2.01 0,02 3 2350,21484 2350,20996 0,0048 2,0423708
1 3238949|3133gel09_0529.xml 841 15,3400002 IGYADVENVS - - 2.02 5,6E-06 2 1710,83398 1710,82971 0,0043 2,51340032
1 gel09_0529.xml 855 15,5299997 GQIFTYTYNK 2 3 2.01 2.03 0,01 2 1234,61304 1234,61072 0,0024 1,94393265
1 3243801|3138gel09_0529.xml 921 16,4099998 NGDVVAQDG - - 2.01 2,2E-05 2 1499,80872 1499,80676 0,0019 1,26682997
1 130065|12956gel09_0529.xml 932 16,5599995 FAGTNSGSF  - - 2.03 2,6E-05 3 2243,04639 2243,05811 -0,012 -5,34983921
1 3243801|3138gel09_0529.xml 944 16,7399998 AISTPVYMSVM8:+15.9949 - - 2.01 0,0017 2 1614,79248 1614,79492 -0,0023 -1,42432952
1 3243801|3138gel09_0529.xml 966 17,0400009 YQDALIMALRM7:+15.9949 - - 2.01 0,001 2 1209,62646 1209,63 -0,0035 -2,89344692
1 gel09_0529.xml 1011 17,7299995 GLLADIYVDG 2 3 2.02 2.03 0,0024 2 1163,62988 1163,6311 -0,0012 -1,03125465
1 3238949|3133gel09_0529.xml 1026 17,9500008 VEFLDGITVE  - - 2.02 1,9E-05 2 1449,72412 1449,72241 0,0017 1,1726383
1 3238949|3133gel09_0529.xml 1094 18,9599991 LVEDAVISEV  - - 2.02 0,0031 3 1798,94458 1798,94373 0,0008 0,4447054

2 959408|95565gel09_0529.xml 646 12,6599998 FVNTDENYNS - - 3.01 3,2E-05 2 1387,61353 1387,61292 0,0007 0,50446343
2 959408|95565gel09_0529.xml 669 12,9700003 ENSDGTYTLK - - 3.01 0,021 2 1127,5199 1127,52185 -0,002 -1,77380157
2 2112196|2086gel09_0529.xml 761 14,2399998 ATAGEALGNV - - 3.02 0,00024 2 1216,65295 1216,65356 -0,0006 -0,49315599
2 gel09_0529.xml 876 15,8299999 AQLLLTDGTV 2 2 3.01 3.02 0,00013 2 1158,67188 1158,67334 -0,0014 -1,20827842
2 959408|95565gel09_0529.xml 900 16,1299992 NQIDSNTIVTF - - 3.01 5,6E-05 2 1407,71741 1407,72314 -0,0056 -3,97805476

3 959407|95565gel09_0529.xml 744 13,9899998 YTITVDDNAK - - 5.01 0,024 2 1139,55579 1139,55835 -0,0025 -2,1938324
3 959407|95565gel09_0529.xml 823 15,0799999 EYTISVGYSK - - 5.01 0,036 2 1146,56775 1146,56824 -0,0004 -0,34886715
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4 136381|13587gel09_0529.xml 745 14,0100002 YTDTADLTYT - - 6.01 1,7E-08 2 1291,60193 1291,60571 -0,0037 -2,86465144
4 136381|13587gel09_0529.xml 923 16,4400005 DLDLGDTISA - - 6.01 0,0027 2 1147,58411 1147,58447 -0,0004 -0,34855822

5 1529081|1521gel09_0529.xml 616 12,2299995 YSNDSTVATS - - 7.01 4,9E-07 2 1385,65356 1385,65466 -0,0011 -0,79384857
5 1529081|1521gel09_0529.xml 1090 18,8999996 SATFDFTFSG - - 7.01 0,00039 2 1435,67712 1435,67444 0,0028 1,95030272

6 1271223|1265gel09_0529.xml 920 16,3999996 NSTVIVGNITI  - - 8.01 0,0021 2 1258,73438 1258,73706 -0,0025 -1,98611772
6 1271223|1265gel09_0529.xml 1182 20,1299992 ALNIGLADDL  - - 8.01 2,3E-07 2 1830,95618 1830,95996 -0,0038 -2,07541418

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 3243801|3138gel12_0529.xml 760 13,5799999 QEVTAANGQ - - 1.01 0,00028 2 1422,71997 1422,72278 -0,0027 -1,89776957
1 3243801|3138gel12_0529.xml 775 13,8000002 VPTATLDNVS - - 1.01 0,0016 2 1144,62097 1144,62134 -0,0002 -0,17473027
1 3243801|3138gel12_0529.xml 897 15,5 GQIFTYTYNK - - 1.01 0,009 2 1234,60657 1234,61072 -0,0041 -3,32088494
1 3243801|3138gel12_0529.xml 900 15,54 YTITISGTTYK - - 1.01 7,4E-05 2 1247,65356 1247,65222 0,0014 1,12210751
1 3243801|3138gel12_0529.xml 971 16,3999996 NGDVVAQDG - - 1.01 0,00034 2 1499,80957 1499,80676 0,0028 1,86690712
1 3243801|3138gel12_0529.xml 986 16,5900002 AISTPVYMSVM8:+15.9949 - - 1.01 2,1E-05 2 1614,79236 1614,79492 -0,0025 -1,54818416
1 3243801|3138gel12_0529.xml 1004 16,8400002 LNADGTLGD M11:+15.9949- - 1.01 1,7E-06 2 1816,83716 1816,84265 -0,0054 -2,97218919

2 3238949|3133gel12_0529.xml 877 15,2200003 IGYADVENVS - - 2.01 7,7E-08 2 1710,83362 1710,82971 0,0039 2,27959561
2 3238949|3133gel12_0529.xml 1035 17,2900009 GLLADIYVDG - - 2.01 0,0042 2 1163,63403 1163,6311 0,003 2,57813668
2 3238949|3133gel12_0529.xml 1080 17,9799995 VEFLDGITVE  - - 2.01 0,00045 2 1449,72107 1449,72241 -0,0013 -0,89672339
2 3238949|3133gel12_0529.xml 1148 18,9200001 LVEDAVISEV  - - 2.01 0,015 2 1798,93958 1798,94373 -0,0041 -2,2791152
2 3238949|3133gel12_0529.xml 1150 18,9500008 LVEDAVISEV  - - 2.01 5,9E-05 3 1798,94397 1798,94373 0,0003 0,16676454

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 410597|40929gel08_1626.xml 546 12,8299999 TGAEFVMGKM7:+15.9949 - - 1.01 0,0015 2 955,45636 955,455811 0,0006 0,62797254
1 410597|40929gel08_1626.xml 566 13,1199999 NVAVVGGGNM12:+15.9949- - 1.01 1,4E-12 2 1518,73218 1518,73328 -0,0011 -0,72428781
1 410597|40929gel08_1626.xml 581 13,3400002 NHYECPVNIRC5:+57.0215 - - 1.01 0,0041 2 1301,60583 1301,60596 -1E-04 -0,07682817
1 410597|40929gel08_1626.xml 605 13,6899996 ANELPSEEMYM9:+15.9949 - - 1.01 1,6E-08 2 1645,68555 1645,68372 0,0019 1,15453529
1 410597|40929gel08_1626.xml 690 14,9200001 YGDVYVVGD - - 1.01 0,00012 2 1300,61621 1300,61719 -0,001 -0,76886576
1 410597|40929gel08_1626.xml 722 15,3999996 GPATVADAIA - - 1.01 3,7E-08 2 1199,62732 1199,62708 0,0003 0,25007772
1 410597|40929gel08_1626.xml 761 15,9799995 EIVADIPEEAK - - 1.01 0,017 3 2265,19702 2265,19775 -0,0007 -0,3090238
1 410597|40929gel08_1626.xml 770 16,1200008 VAIIGGGPAG - - 1.01 2,4E-08 2 1764,97778 1764,97595 0,0019 1,07650197
1 410597|40929gel08_1626.xml 850 17,3400002 LDSMGYDYIAM4:+15.9949 - - 1.01 5,4E-08 2 1696,71313 1696,71631 -0,0032 -1,88599586
1 410597|40929gel08_1626.xml 886 17,9099998 ISYSGGADFF - - 1.01 7,1E-06 2 1418,69739 1418,69556 0,002 1,40974581
1 410597|40929gel08_1626.xml 894 18,0300007 IGDDAIDNDIA - - 1.01 8,5E-05 2 1485,78149 1485,77991 0,0016 1,07687545
1 410597|40929gel08_1626.xml 906 18,1800003 RVPVETGETV - - 1.01 2,1E-05 3 2484,27686 2484,2832 -0,0064 -2,57619572
1 410597|40929gel08_1626.xml 1056 20,0699997 TGLGDLEDLMM10:+15.9949- - 1.01 3,4E-05 2 1633,86743 1633,87207 -0,0046 -2,81539798
1 410597|40929gel08_1626.xml 1200 21,3199997 LQAAEGAFEEM17:+15.9949- - 1.01 7,4E-05 3 2095,04004 2095,03809 0,002 0,95463669
1 410597|40929gel08_1626.xml 1288 22,1299992 LNIEGNVMNVM8:+15.9949 - - 1.01 2,5E-05 3 2116,07715 2116,07886 -0,0016 -0,7561155

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 410597|40929gel09_1626.xml 667 12,8199997 TGAEFVMGKM7:+15.9949 - - 1.01 0,00019 2 955,454651 955,455811 -0,0011 -1,15128291
1 410597|40929gel09_1626.xml 690 13,1000004 NVAVVGGGNM12:+15.9949- - 1.01 4,4E-11 2 1518,73315 1518,73328 -1E-04 -0,06584435
1 410597|40929gel09_1626.xml 738 13,7299995 ANELPSEEMYM9:+15.9949 - - 1.01 5,8E-08 2 1645,68164 1645,68372 -0,002 -1,21530032
1 410597|40929gel09_1626.xml 764 14,0699997 YGIAADAYK  - - 1.01 0,0032 2 971,482178 971,483704 -0,0015 -1,54403007
1 410597|40929gel09_1626.xml 778 14,2700005 HGLQATVFEK - - 1.01 0,00023 2 1129,59973 1129,60046 -0,0007 -0,61968809
1 410597|40929gel09_1626.xml 830 14,9700003 YGDVYVVGD - - 1.01 9,6E-05 2 1300,61499 1300,61719 -0,0022 -1,6915046
1 410597|40929gel09_1626.xml 866 15,4399996 GPATVADAIA - - 1.01 2,6E-06 2 1199,62756 1199,62708 0,0005 0,41679621
1 410597|40929gel09_1626.xml 932 16,2999992 VAIIGGGPAG - - 1.01 4,1E-09 2 1764,97156 1764,97595 -0,0043 -2,43629384
1 410597|40929gel09_1626.xml 1044 17,9200001 ISYSGGADFF - - 1.01 1,8E-07 2 1418,69519 1418,69556 -0,0002 -0,14097457
1 410597|40929gel09_1626.xml 1215 20,1700001 TGLGDLEDLMM10:+15.9949- - 1.01 4,5E-05 2 1633,87195 1633,87207 -1E-04 -0,0612043
1 410597|40929gel09_1626.xml 1364 21,4300003 LQAAEGAFEEM17:+15.9949- - 1.01 0,0019 3 2095,05054 2095,03809 0,013 6,20513821

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2050484|2029gel02_1835.xml 473 11,5200005 NQGDHLLHS  - - 1.01 0,0014 2 1277,63708 1277,63489 0,0022 1,7219317
1 2050484|2029gel02_1835.xml 479 11,6099997 VLENAEGDR  - - 1.01 0,0015 2 1002,48535 1002,48547 -0,0002 -0,19950412
1 2050484|2029gel02_1835.xml 488 11,7399998 KQVEEAGDK - - 1.01 3,5E-06 2 1642,82275 1642,82874 -0,0059 -3,59136653
1 2050484|2029gel02_1835.xml 491 11,79 KQVEEAGDK - - 1.01 0,0044 3 1642,82935 1642,82874 0,0007 0,42609432
1 2050484|2029gel02_1835.xml 508 12,0500002 NQGDHLLHS  - - 1.01 0,00052 2 1277,63379 1277,63489 -0,0011 -0,86096585
1 2050484|2029gel02_1835.xml 520 12,2299995 NDPLAMQR M6:+15.9949 - - 1.01 0,0084 2 960,45636 960,457214 -0,0008 -0,83293664
1 2050484|2029gel02_1835.xml 533 12,4200001 LMEIAQQQHAM2:+15.9949 - - 1.01 4E-05 3 2640,24048 2640,24341 -0,0031 -1,17413425
1 2050484|2029gel02_1835.xml 567 12,9300003 ASSGLNEDE  - - 1.01 1,5E-06 2 1290,61646 1290,61755 -0,0011 -0,85230517
1 2050484|2029gel02_1835.xml 591 13,2799997 MQELAQVSQ - - 1.01 0,026 2 1161,59583 1161,59375 0,0022 1,89394963
1 2050484|2029gel02_1835.xml 623 13,7399998 KFEELVQTR  - - 1.01 0,011 2 1149,62585 1149,62671 -0,0008 -0,69587803
1 2050484|2029gel02_1835.xml 676 14,4899998 MAPPQISAEVM1:+15.9949 - - 1.01 0,046 2 1427,79102 1427,79309 -0,002 -1,40076327
1 2050484|2029gel02_1835.xml 770 15,8599997 HSQVFSTAED - - 1.01 1,7E-10 3 2653,2959 2653,29688 -0,0011 -0,41457856
1 2050484|2029gel02_1835.xml 786 16,0900002 DDDVVDAEF  - - 1.01 0,00011 2 1752,77808 1752,78149 -0,0033 -1,88272178
1 2050484|2029gel02_1835.xml 811 16,4599991 IIAADNGDAW - - 1.01 6,9E-07 2 1500,77075 1500,76965 0,0011 0,73295724
1 2050484|2029gel02_1835.xml 829 16,7399998 TFEVLATNGD - - 1.01 5,8E-09 3 2281,03857 2281,03711 0,0014 0,61375588
1 2050484|2029gel02_1835.xml 831 16,7700005 QAVTNPQNT  - - 1.01 1E-07 2 1544,84399 1544,84351 0,0005 0,32365739
1 2050484|2029gel02_1835.xml 848 17,0200005 LINYLVEEFKK - - 1.01 0,0079 2 1395,7887 1395,7887 1E-04 0,07164408
1 2050484|2029gel02_1835.xml 853 17,1100006 DDDVVDAEF  - - 1.01 2,5E-06 2 1509,65723 1509,65955 -0,0023 -1,52352226
1 2050484|2029gel02_1835.xml 855 17,1299992 AKIELSSAQQ - - 1.01 3,6E-07 3 2731,41724 2731,41528 0,0019 0,69561011
1 2050484|2029gel02_1835.xml 870 17,3600006 SLGQFNLDG  - - 1.01 7,9E-09 2 1598,82861 1598,82898 -0,0003 -0,18763734
1 2050484|2029gel02_1835.xml 887 17,6399994 IINEPTAAALA - - 1.01 1,2E-09 2 1659,896 1659,89563 0,0004 0,240979
1 2050484|2029gel02_1835.xml 888 17,6499996 TTPSIIAYTQD - - 1.01 8,6E-12 2 2190,12695 2190,12939 -0,0023 -1,05016625
1 2050484|2029gel02_1835.xml 889 17,6700001 KDVNPDEAV  - - 1.01 1,5E-07 3 2423,27954 2423,27808 0,0016 0,66026264
1 2050484|2029gel02_1835.xml 892 17,7199993 TTPSIIAYTQD - - 1.01 3,8E-05 3 2190,12842 2190,12939 -0,0008 -0,3652752
1 2050484|2029gel02_1835.xml 901 17,8600006 IINEPTAAALA - - 1.01 1,5E-05 2 1246,67419 1246,66821 0,006 4,81282806
1 2050484|2029gel02_1835.xml 916 18,0900002 IELSSAQQTD - - 1.01 1,7E-08 3 2532,28149 2532,2832 -0,0016 -0,63184088
1 2050484|2029gel02_1835.xml 917 18,1100006 IELSSAQQTD - - 1.01 4,7E-10 2 2532,28149 2532,2832 -0,0017 -0,67133093
1 2050484|2029gel02_1835.xml 920 18,1599998 LESLVEDLVN - - 1.01 0,00025 2 1286,69507 1286,69556 -0,0004 -0,31087384
1 2050484|2029gel02_1835.xml 936 18,3999996 AKLESLVEDL - - 1.01 0,025 3 1485,82666 1485,82764 -0,0009 -0,60572302
1 2050484|2029gel02_1835.xml 938 18,4300003 LINYLVEEFK  - - 1.01 0,0049 2 1267,69275 1267,69373 -0,0009 -0,70995063
1 2050484|2029gel02_1835.xml 987 19,1399994 QAVTNPQNT Q1:-17.0265 - - 1.01 6,1E-07 2 1527,81714 1527,81702 0,0002 0,13090573
1 2050484|2029gel02_1835.xml 1017 19,5699997 KTAEDYLGEP - - 1.01 0,0018 3 2997,47559 2997,48438 -0,0089 -2,9691565
1 2050484|2029gel02_1835.xml 1019 19,6100006 DVNPDEAVA  - - 1.01 1,8E-13 2 2295,17993 2295,18311 -0,0031 -1,35065472
1 2050484|2029gel02_1835.xml 1091 20,3700008 VALQDAGLSV - - 1.01 0,00015 3 2441,28271 2441,28857 -0,0059 -2,41675663
1 2050484|2029gel02_1835.xml 1094 20,4099998 VALQDAGLSV - - 1.01 4,2E-11 2 2441,28516 2441,28857 -0,0034 -1,39270723
1 2050484|2029gel02_1835.xml 1108 20,5499992 TAEDYLGEPV - - 1.01 3,4E-07 3 2869,38818 2869,3894 -0,0012 -0,41820747
1 2050484|2029gel02_1835.xml 1134 20,8199997 TAIESALTALE - - 1.01 3,4E-07 2 1961,04358 1961,04419 -0,0005 -0,2549662
1 2050484|2029gel02_1835.xml 1205 21,4799995 TAIESALTALE - - 1.01 0,00016 2 1531,86206 1531,85815 0,0039 2,54592752

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2050484|2029gel03_1835.xml 466 11,5500002 NQGDHLLHS  - - 1.01 0,0012 2 1277,63733 1277,63489 0,0024 1,87847102
1 2050484|2029gel03_1835.xml 468 11,5799999 VLENAEGDR  - - 1.01 0,0012 2 1002,48541 1002,48547 -1E-04 -0,09975206
1 2050484|2029gel03_1835.xml 481 11,7700005 KQVEEAGDK - - 1.01 0,036 3 1642,82788 1642,82874 -0,0008 -0,48696494
1 2050484|2029gel03_1835.xml 485 11,8299999 KQVEEAGDK - - 1.01 8,5E-07 2 1642,82739 1642,82874 -0,0012 -0,73044741
1 2050484|2029gel03_1835.xml 499 12,04 NQGDHLLHS  - - 1.01 0,00012 2 1277,63428 1277,63489 -0,0006 -0,46961775
1 2050484|2029gel03_1835.xml 503 12,0900002 VLENAEGDR  - - 1.01 0,013 2 1002,48688 1002,48547 0,0014 1,39652884
1 2050484|2029gel03_1835.xml 508 12,1700001 NDPLAMQR M6:+15.9949 - - 1.01 0,0031 2 960,457214 960,457214 0 0
1 2050484|2029gel03_1835.xml 522 12,3800001 LMEIAQQQHAM2:+15.9949 - - 1.01 1,7E-06 3 2640,24048 2640,24341 -0,0031 -1,17413425
1 2050484|2029gel03_1835.xml 528 12,4799995 ASSGLNEDE  - - 1.01 0,02 2 1290,6156 1290,61755 -0,002 -1,5496459
1 2050484|2029gel03_1835.xml 563 13,0100002 ASSGLNEDE  - - 1.01 7,8E-06 2 1290,61658 1290,61755 -0,001 -0,77482295
1 2050484|2029gel03_1835.xml 612 13,7299995 KFEELVQTR  - - 1.01 0,025 2 1149,62659 1149,62671 0 0
1 2050484|2029gel03_1835.xml 633 14,0500002 QVEEAGDKL Q1:-17.0265 - - 1.01 3,2E-05 2 1497,70691 1497,70715 -0,0002 -0,13353746
1 2050484|2029gel03_1835.xml 638 14,1300001 NLDGINPAPR - - 1.01 0,012 2 1066,56775 1066,56445 0,0034 3,18780541
1 2050484|2029gel03_1835.xml 763 15,8699999 HSQVFSTAED - - 1.01 8,1E-10 3 2653,29468 2653,29688 -0,0022 -0,82915711
1 2050484|2029gel03_1835.xml 776 16,0599995 DDDVVDAEF  - - 1.01 1,4E-06 2 1752,77563 1752,78149 -0,0058 -3,30902624
1 2050484|2029gel03_1835.xml 822 16,7199993 QAVTNPQNT  - - 1.01 1,4E-08 2 1544,84375 1544,84351 0,0003 0,19419444
1 2050484|2029gel03_1835.xml 841 17 LINYLVEEFKK - - 1.01 0,00045 2 1395,78918 1395,7887 0,0006 0,42986453
1 2050484|2029gel03_1835.xml 865 17,3600006 SLGQFNLDG  - - 1.01 4,3E-09 2 1598,82898 1598,82898 1E-04 0,06254578
1 2050484|2029gel03_1835.xml 881 17,6200008 IINEPTAAALA - - 1.01 3E-10 2 1659,89551 1659,89563 -1E-04 -0,06024475
1 2050484|2029gel03_1835.xml 885 17,6800003 TTPSIIAYTQD - - 1.01 1,1E-12 2 2190,12646 2190,12939 -0,0028 -1,27846313
1 2050484|2029gel03_1835.xml 886 17,7000008 TTPSIIAYTQD - - 1.01 1,2E-05 3 2190,12793 2190,12939 -0,0013 -0,5935722
1 2050484|2029gel03_1835.xml 889 17,75 KDVNPDEAV  - - 1.01 3,2E-05 3 2423,27954 2423,27808 0,0016 0,66026264
1 2050484|2029gel03_1835.xml 897 17,8799992 IINEPTAAALA - - 1.01 0,00037 2 1246,66809 1246,66821 -1E-04 -0,0802138
1 2050484|2029gel03_1835.xml 910 18,0599995 IELSSAQQTD - - 1.01 5E-07 3 2532,28101 2532,2832 -0,0022 -0,86878115
1 2050484|2029gel03_1835.xml 917 18,1700001 LESLVEDLVN - - 1.01 0,00098 2 1286,69507 1286,69556 -0,0004 -0,31087384
1 2050484|2029gel03_1835.xml 932 18,3899994 AKLESLVEDL - - 1.01 1,2E-05 2 1485,82703 1485,82764 -0,0005 -0,3365128
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peptides

1 2050484|2029gel03_1835.xml 934 18,4200001 AKLESLVEDL - - 1.01 0,02 3 1485,82739 1485,82764 -1E-04 -0,06730255
1 2050484|2029gel03_1835.xml 935 18,4300003 LINYLVEEFK  - - 1.01 0,0063 2 1267,69373 1267,69373 1E-04 0,0788834
1 2050484|2029gel03_1835.xml 987 19,1200008 QAVTNPQNT Q1:-17.0265 - - 1.01 2,7E-07 2 1527,8136 1527,81702 -0,0033 -2,15994453
1 2050484|2029gel03_1835.xml 1029 19,6299992 DVNPDEAVA  - - 1.01 5,8E-12 2 2295,17969 2295,18311 -0,0034 -1,4813633
1 2050484|2029gel03_1835.xml 1106 20,3600006 VALQDAGLSV - - 1.01 5,8E-05 3 2441,28564 2441,28857 -0,003 -1,22885919
1 2050484|2029gel03_1835.xml 1108 20,3899994 VALQDAGLSV - - 1.01 3,1E-13 2 2441,28149 2441,28857 -0,0071 -2,9083004
1 2050484|2029gel03_1835.xml 1126 20,5799999 TAEDYLGEPV - - 1.01 2,1E-06 3 2869,3894 2869,3894 -1E-04 -0,03485062
1 2050484|2029gel03_1835.xml 1145 20,7700005 TAIESALTALE - - 1.01 0,031 3 1961,05017 1961,04419 0,0061 3,1105876
1 2050484|2029gel03_1835.xml 1149 20,8099995 TAIESALTALE - - 1.01 2,9E-07 2 1961,03955 1961,04419 -0,0046 -2,34568906
1 2050484|2029gel03_1835.xml 1220 21,4799995 TAIESALTALE - - 1.01 1,2E-05 2 1531,86218 1531,85815 0,004 2,61120796

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2050484|2029gel07_1835.xml 450 11,54 VLENAEGDR  - - 1.01 0,0059 2 1002,48309 1002,48547 -0,0024 -2,39404964
1 2050484|2029gel07_1835.xml 495 12,2200003 NDPLAMQR M6:+15.9949 - - 1.01 0,0014 2 960,453735 960,457214 -0,0034 -3,53998065
1 2050484|2029gel07_1835.xml 504 12,3599997 MQELAQVSQM1:+15.9949 - - 1.01 0,01 2 1177,58752 1177,58862 -0,001 -0,84919304
1 2050484|2029gel07_1835.xml 506 12,3900003 LMEIAQQQHAM2:+15.9949 - - 1.01 0,017 3 2640,24683 2640,24341 0,0033 1,24988484
1 2050484|2029gel07_1835.xml 512 12,4899998 NQGDHLLHS  - - 1.01 0,0015 2 1277,63306 1277,63489 -0,0018 -1,40885317
1 2050484|2029gel07_1835.xml 540 12,9200001 ASSGLNEDE  - - 1.01 8,9E-06 2 1290,61682 1290,61755 -0,0008 -0,61985826
1 2050484|2029gel07_1835.xml 659 14,6400003 MAPPQISAEVM1:+15.9949 - - 1.01 0,027 2 1427,79309 1427,79309 1E-04 0,07003815
1 2050484|2029gel07_1835.xml 789 16,4799995 HSQVFSTAED - - 1.01 5,9E-08 3 2653,28271 2653,29712 -0,014 -5,27645397
1 2050484|2029gel07_1835.xml 815 16,8600006 TFEVLATNGD - - 1.01 1,5E-05 3 2281,03345 2281,03711 -0,0037 -1,62206912
1 2050484|2029gel07_1835.xml 822 16,9699993 QAVTNPQNT  - - 1.01 2,5E-07 2 1544,84216 1544,84351 -0,0013 -0,84150916
1 2050484|2029gel07_1835.xml 862 17,5699997 SLGQFNLDG  - - 1.01 6,9E-08 2 1598,82849 1598,82898 -0,0004 -0,25018311
1 2050484|2029gel07_1835.xml 881 17,8799992 IINEPTAAALA - - 1.01 7,6E-09 2 1659,89722 1659,89563 0,0016 0,963916
1 2050484|2029gel07_1835.xml 891 18,0300007 KDVNPDEAV  - - 1.01 3E-07 3 2423,27539 2423,27808 -0,0026 -1,07292676
1 2050484|2029gel07_1835.xml 911 18,3500004 IELSSAQQTD - - 1.01 6,7E-07 3 2532,27954 2532,2832 -0,0036 -1,42164195
1 2050484|2029gel07_1835.xml 970 19,2099991 AKLESLVEDL - - 1.01 1,5E-05 2 1485,82776 1485,82764 0,0002 0,13460511
1 2050484|2029gel07_1835.xml 1080 20,7000008 VALQDAGLSV - - 1.01 0,00033 3 2441,28418 2441,28857 -0,0044 -1,80232692
1 2050484|2029gel07_1835.xml 1092 20,8199997 TAEDYLGEPV - - 1.01 3,4E-05 3 2869,38135 2869,3894 -0,0081 -2,8229003
1 2050484|2029gel07_1835.xml 1191 21,9200001 TAIESALTALE - - 1.01 1,9E-05 2 1531,85291 1531,85815 -0,0052 -3,39457035

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2050484|2029gel08_1835.xml 468 11,5699997 VLENAEGDR  - - 1.01 0,013 2 1002,48303 1002,48547 -0,0025 -2,49380183
1 2050484|2029gel08_1835.xml 486 11,8500004 KQVEEAGDK - - 1.01 0,00024 2 1642,82947 1642,82874 0,0008 0,48696494
1 2050484|2029gel08_1835.xml 496 12 NQGDHLLHS  - - 1.01 0,00056 2 1277,63416 1277,63489 -0,0007 -0,54788733
1 2050484|2029gel08_1835.xml 510 12,1999998 NDPLAMQR M6:+15.9949 - - 1.01 0,026 2 960,457886 960,457214 0,0007 0,72881955
1 2050484|2029gel08_1835.xml 558 12,9099998 ASSGLNEDE  - - 1.01 1,6E-06 2 1290,61707 1290,61755 -0,0005 -0,38741148
1 2050484|2029gel08_1835.xml 617 13,7700005 KFEELVQTR  - - 1.01 0,043 2 1149,62646 1149,62671 -0,0002 -0,17396951
1 2050484|2029gel08_1835.xml 765 15,8800001 HSQVFSTAED - - 1.01 1,4E-05 3 2653,29224 2653,29688 -0,0048 -1,80907011
1 2050484|2029gel08_1835.xml 803 16,4400005 IIAADNGDAW - - 1.01 0,00014 2 1500,77368 1500,76965 0,004 2,66529918
1 956954|95322gel08_1835.xml 806 16,4799995 FQLTGIAPAP - - 1.02 0,0046 2 1170,66199 1170,66345 -0,0014 -1,19590294
1 2050484|2029gel08_1835.xml 818 16,6700001 TFEVLATNGD - - 1.01 1,4E-05 3 2281,03638 2281,03711 -0,0008 -0,35071763
1 2050484|2029gel08_1835.xml 823 16,7600002 QAVTNPQNT  - - 1.01 2E-05 2 1544,84265 1544,84351 -0,0008 -0,51785177
1 2050484|2029gel08_1835.xml 839 16,9899998 LINYLVEEFKK - - 1.01 0,0037 2 1395,78955 1395,7887 0,0009 0,64479673
1 2050484|2029gel08_1835.xml 878 17,6000004 SLGQFNLDG  - - 1.01 4,2E-07 2 1598,83142 1598,82898 0,0025 1,56364429
1 gel08_1835.xml 881 17,6399994 IINEPTAAALA 2 2 1.01 1.02 2,8E-09 2 1659,89612 1659,89563 0,0005 0,30122375
1 2050484|2029gel08_1835.xml 885 17,7099991 KDVNPDEAV  - - 1.01 9,7E-06 3 2423,27686 2423,27808 -0,0012 -0,49519703
1 2050484|2029gel08_1835.xml 909 18,0699997 IELSSAQQTD - - 1.01 4,1E-06 3 2532,27979 2532,2832 -0,0035 -1,38215196
1 2050484|2029gel08_1835.xml 915 18,1599998 LESLVEDLVN - - 1.01 9,6E-05 2 1286,69531 1286,69556 -1E-04 -0,07771846
1 2050484|2029gel08_1835.xml 1086 20,3899994 VALQDAGLSV - - 1.01 0,00038 3 2441,29614 2441,28857 0,0075 3,07214808
1 2050484|2029gel08_1835.xml 1091 20,4400005 VALQDAGLSV - - 1.01 7,9E-09 2 2441,28662 2441,28857 -0,002 -0,8192395
1 2050484|2029gel08_1835.xml 1113 20,6200008 TAEDYLGEPV - - 1.01 2,8E-05 3 2869,37964 2869,3894 -0,0098 -3,41536093
1 2050484|2029gel08_1835.xml 1222 21,5499992 TAIESALTALE - - 1.01 1,2E-05 2 1531,86462 1531,85815 0,0065 4,24321318

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2050484|2029gel09_1835.xml 584 11,6400003 VLENAEGDR  - - 1.01 0,027 2 1002,48462 1002,48547 -0,0009 -0,89776856
1 2050484|2029gel09_1835.xml 635 12,25 NQGDHLLHS  - - 1.01 0,00026 2 1277,63684 1277,63489 0,0019 1,48712289
1 2050484|2029gel09_1835.xml 693 12,9899998 ASSGLNEDE  - - 1.01 1E-05 2 1290,61548 1290,61755 -0,0021 -1,62712801
1 2050484|2029gel09_1835.xml 1002 16,8999996 QAVTNPQNT  - - 1.01 5,5E-06 2 1544,84143 1544,84351 -0,0021 -1,35936093
1 2050484|2029gel09_1835.xml 1032 17,3299999 LINYLVEEFKK - - 1.01 0,00083 2 1395,78906 1395,7887 0,0005 0,35822043
1 2050484|2029gel09_1835.xml 1057 17,7199993 SLGQFNLDG  - - 1.01 1,5E-07 2 1598,82922 1598,82898 0,0003 0,18763734
1 2050484|2029gel09_1835.xml 1061 17,7800007 IINEPTAAALA - - 1.01 1E-08 2 1659,89648 1659,89563 0,0009 0,54220277
1 2050484|2029gel09_1835.xml 1065 17,8500004 KDVNPDEAV  - - 1.01 2,1E-05 3 2423,27295 2423,27808 -0,0052 -2,14585352
1 2050484|2029gel09_1835.xml 1100 18,2900009 LESLVEDLVN - - 1.01 0,0006 2 1286,69751 1286,69556 0,0021 1,63208771
1 2050484|2029gel09_1835.xml 1142 18,8799992 AKLESLVEDL - - 1.01 0,025 3 1485,8219 1485,82764 -0,0057 -3,83624601
1 2050484|2029gel09_1835.xml 1286 20,5100002 VALQDAGLSV - - 1.01 0,024 3 2441,28711 2441,28857 -0,0015 -0,61442959
1 2050484|2029gel09_1835.xml 1311 20,7399998 TAEDYLGEPV - - 1.01 0,00024 3 2869,39136 2869,3894 0,0019 0,66216177

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 gel10_1835.xml 604 11,6099997 VLENAEGDR  2 2 1.01 1.02 0,0033 2 1002,48547 1002,48547 0 0
1 gel10_1835.xml 629 11,9499998 KQVEEAGDK 2 2 1.01 1.02 0,0019 2 1642,8302 1642,82874 0,0016 0,97392988
1 gel10_1835.xml 638 12,0799999 NQGDHLLHS  2 2 1.01 1.02 6,2E-05 2 1277,6366 1277,63489 0,0017 1,33058357
1 gel10_1835.xml 649 12,2399998 NDPLAMQR M6:+15.9949 2 2 1.01 1.02 0,018 2 960,457336 960,457214 0,0002 0,20823416
1 2050484|2029gel10_1835.xml 659 12,3800001 LMEIAQQQHAM2:+15.9949 - - 1.01 0,0061 3 2640,23877 2640,24341 -0,0047 -1,78013885
1 2050484|2029gel10_1835.xml 697 12,8999996 ASSGLNEDE  - - 1.01 1,1E-06 2 1290,61731 1290,61755 -0,0003 -0,23244688
1 747081|74454gel10_1835.xml 702 12,9700003 ASSGLNEEEI - - 1.02 0,0016 2 1304,63025 1304,6333 -0,003 -2,29949689
1 gel10_1835.xml 768 13,8699999 KFEELVQTR  2 2 1.01 1.02 0,023 2 1149,62854 1149,62671 0,0019 1,65271044
1 gel10_1835.xml 940 16,1299992 HSQVFSTAED 2 2 1.01 1.02 6,4E-08 3 2653,2981 2653,29688 0,0013 0,4899565
1 2050484|2029gel10_1835.xml 985 16,7299995 TFEVLATNGD - - 1.01 1,7E-06 3 2281,03735 2281,03711 1E-04 0,0438397
1 gel10_1835.xml 991 16,8199997 QAVTNPQNT  2 2 1.01 1.02 1,2E-06 2 1544,84265 1544,84351 -0,0008 -0,51785177
1 2050484|2029gel10_1835.xml 1017 17,1800003 LINYLVEEFKK - - 1.01 0,0043 2 1395,78845 1395,7887 -0,0002 -0,14328817
1 gel10_1835.xml 1036 17,4799995 SLGQFNLDG  2 2 1.01 1.02 2,6E-05 2 1598,82629 1598,82898 -0,0026 -1,62619019
1 gel10_1835.xml 1053 17,7299995 IINEPTAAALA 2 2 1.01 1.02 1,4E-08 2 1659,89746 1659,89563 0,0019 1,14465034
1 gel10_1835.xml 1058 17,8099995 KDVNPDEAV  2 2 1.01 1.02 1,7E-05 3 2423,27734 2423,27808 -0,0008 -0,33013132
1 gel10_1835.xml 1059 17,8299999 IINEPTAAALA 2 2 1.01 1.02 0,0035 3 1659,90051 1659,89563 0,0048 2,89174819
1 gel10_1835.xml 1083 18,2000008 IELSSAQQTD 2 2 1.01 1.02 3,7E-08 3 2532,29028 2532,2832 0,0072 2,84328389
1 gel10_1835.xml 1086 18,2399998 LESLVEDLVN 2 2 1.01 1.02 0,00039 2 1286,69543 1286,69556 0 0
1 gel10_1835.xml 1120 18,7600002 AKLESLVEDL 2 2 1.01 1.02 0,03 3 1485,82593 1485,82764 -0,0017 -1,14414358
1 2050484|2029gel10_1835.xml 1255 20,4500008 VALQDAGLSV - - 1.01 0,0094 3 2441,28857 2441,28857 0 0
1 2050484|2029gel10_1835.xml 1256 20,4699993 VALQDAGLSV - - 1.01 1,6E-09 2 2441,28931 2441,28857 0,0007 0,28673381
1 gel10_1835.xml 1269 20,6100006 TAEDYLGEPV 2 2 1.01 1.02 6,7E-07 3 2869,38086 2869,3894 -0,0087 -3,03200412
1 2050484|2029gel10_1835.xml 1299 20,8799992 TAIESALTALE - - 1.01 0,0054 3 1961,03699 1961,04419 -0,0071 -3,62052011

Group Description Sample Scan Rt Sequence Modifs Used on a total of Sub-groups E-value Charge MH+ Obs MH+ theo DeltaMH+ Delta-ppm
1 2050484|2029gel12_1835.xml 615 11,5500002 VLENAEGDR  - - 1.01 0,0071 2 1002,48651 1002,48547 0,001 0,99752069
1 2050484|2029gel12_1835.xml 665 12,2399998 NDPLAMQR M6:+15.9949 - - 1.01 0,0067 2 960,456665 960,457214 -0,0005 -0,52058542
1 2050484|2029gel12_1835.xml 712 12,9200001 ASSGLNEDE  - - 1.01 5,4E-06 2 1290,61609 1290,61755 -0,0015 -1,16223431
1 2050484|2029gel12_1835.xml 951 16,2600002 HSQVFSTAED - - 1.01 1,6E-08 3 2653,29468 2653,29688 -0,0022 -0,82915711
1 2050484|2029gel12_1835.xml 986 16,7800007 TFEVLATNGD - - 1.01 5,3E-06 3 2281,03564 2281,03711 -0,0016 -0,70143527
1 2050484|2029gel12_1835.xml 990 16,8400002 QAVTNPQNT  - - 1.01 2E-06 2 1544,84351 1544,84351 0 0
1 2050484|2029gel12_1835.xml 1015 17,2199993 LINYLVEEFKK - - 1.01 0,0047 2 1395,78748 1395,7887 -0,0011 -0,78808486
1 2050484|2029gel12_1835.xml 1045 17,6700001 SLGQFNLDG  - - 1.01 2E-08 2 1598,82617 1598,82898 -0,0027 -1,68873596
1 2050484|2029gel12_1835.xml 1047 17,7099991 IINEPTAAALA - - 1.01 1E-08 2 1659,89685 1659,89563 0,0013 0,78318173
1 2050484|2029gel12_1835.xml 1052 17,7800007 KDVNPDEAV  - - 1.01 9,5E-06 3 2423,27759 2423,27808 -0,0004 -0,16506566
1 2050484|2029gel12_1835.xml 1082 18,2399998 LESLVEDLVN - - 1.01 0,00072 2 1286,6947 1286,69556 -0,0007 -0,54402918
1 2050484|2029gel12_1835.xml 1105 18,5499992 LINYLVEEFK  - - 1.01 0,012 2 1267,69214 1267,69373 -0,0015 -1,18325114
1 2050484|2029gel12_1835.xml 1126 18,8500004 AKLESLVEDL - - 1.01 0,0085 3 1485,82751 1485,82764 0 0
1 2050484|2029gel12_1835.xml 1128 18,8799992 AKLESLVEDL - - 1.01 0,00077 2 1485,82678 1485,82764 -0,0007 -0,47111788
1 2050484|2029gel12_1835.xml 1250 20,4300003 VALQDAGLSV - - 1.01 5,3E-12 2 2441,29639 2441,28857 0,0078 3,19503403
1 2050484|2029gel12_1835.xml 1254 20,4899998 VALQDAGLSV - - 1.01 0,00023 3 2441,2876 2441,28857 -0,0011 -0,45058173
1 2050484|2029gel12_1835.xml 1268 20,6299992 TAEDYLGEPV - - 1.01 1,5E-05 3 2869,38672 2869,3894 -0,0027 -0,94096673
1 2050484|2029gel12_1835.xml 1374 21,6200008 TAIESALTALE - - 1.01 2,4E-06 2 1531,85938 1531,85815 0,0012 0,78336239
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SUMMARY

spots over ID in n  CD/HC pairs phylogeny Functional category Name functional description
0009 3 Bacteroides surface
0012 4 Bacteroides COG0450 [O] AhpC
0021 5 Bacteroides TonB-dependent receptor
0036 3 Bacteroides TonB-dependent receptor
0045 6 Bacteroides COG0443 [O] DnaK
0049 0
0054 5 Bacteroides/Parabacteroides COG1866 [C] K01610 PckA; phosphoenolpyruvate carboxykinase (ATP) Energy Metabolism: glycolysis / gluconeogenesis; TCA cycle; pyruvate metabolism
0056 6 Bacteroides COG0443 [O] DnaK
0068 0
0076 2 Bacteroides TonB-dependent receptor
0079 5 Homo sapiens Carboxypeptidase A1
0082 3 Bacteroides TonB-dependent receptor
0085 2 Bacteroides TonB-dependent receptor
0091 2 Bacteroides TonB-dependent receptor
0099 1
0101 1
0105 5 Bacteroides COG2195 [E] K01270 PepD; dipeptidase D Amino acid transport and metabolism
0108 4 Bacteroides COG0674,COG1014 [C] K00174 KorA Energy Metabolism: TCA cycle
0119 3 Bacteroides COG0021 [G] K00615 TktA, TktB; transketolase Carbohydrate transport and metabolism: pentose phosphate pathway
0121 2 Blautia hydrogenotrophica COG0282 [C] K00925 AckA; acetate kinase Energy Metabolism
0122 0
0126 2 Bacteroidetes TonB-dependent receptor
0130 5 Bacteroides COG0205 [G] K00895 PPi-dependent Pfk Carbohydrate Metabolism: fructose and mannose metabolism
0131 0
0135 0
0146 0
0154 0
0164 0
0169 3 Clostridiales,Ruminococcaceae,Ruminococcus,NA type 1 dockerin
0174 2 Bacteroides COG0542 [O] K03695 ClpB; ATP-dependent Clp protease ATP-binding subunit ClpB Chaperone; Chaperones and folding catalysts
0175 3 Bilophila COG2221 [C] K11180 DsrA; dissimilatory sulfite reductase Energy Metabolism
0184 3 Bacteroidales COG0442 [J] K01881 ProS; Prolyl-tRNA synthetase Translation, ribosomal structure and biogenesis:  Aminoacyl-tRNA biosynthesis
0191 4 Bacteroides COG0480 [J] K02355 FusA; elongation factor Translation, ribosomal structure and biogenesis: GTranslation elongation and release factors (GTPases)
0216 0
0220 4 Bacteroides COG0427 [C] K01041,K01067 ACH1; acetyl-CoA hydrolase Energy Metabolism: pyruvate metabolism
0226 6 Homo sapiens IgA
0230 1
0231 1
0232 2 Bacteroides COG2195 [E] K01270 PepD; dipeptidase D Amino acid transport and metabolism
0243 0
0263 2 Bacteroides COG0480 [J] K02355 FusA; elongation factor Translation, ribosomal structure and biogenesis: GTranslation elongation and release factors (GTPases)
0282 2 Bacteroides COG1185 [J] K00962 Pnp; polyribonucleotide nucleotidyltransferase (polynucleotide phosphorylase) Translation, ribosomal structure and biogenesis: GTranslation elongation and release factors (GTPases): purine and pyrimidine metabolism, RNA degradation
0283 0
0306 5 Bacteroides COG1838,COG1951 [C] K01676 FumA, FumB; fumarate hydratase, class I TCA cycle
0352 1
0388 0
0390 0
0414 3 Clostridiales COG0056 [C] K02111 AtpA; F0F1-type ATP synthase alpha subunit Energy Metabolism
0480 3 Bacteroides TonB-dependent receptor
0526 1
0706 0
1626 1
1835 5 Enterobacteriaceae COG0443 [O] DnaK



spots under ID in n  CD/HC pairs phylogeny Functional category Name functional description
0001 2 Clostridiales unknown
0002 1
0003 0
0004 3 Bacteroidales surface
0005 5 Clostridiales COG1344 [N] K02406 FliC, flagellin and related hook-associated proteins Environmental Information Processing; Cell motility and secretion
0007 2 Bacteria putative ABC transporter
0008 0
0010 0
0011 3 Clostridiales COG3938 [E] K01777 PrdF, proline racemase Amino Acid Metabolism
0013 1
0014 0
0015 0
0016 1
0017 4 Bacteroidales lipoprotein
0018 5 Bacteroidales surface
0020 2 Clostridiales S-layer
0022 2 Escherichia coli COG3468 [M] K07279 predicted OMP, outer membrane protein Cell envelope biogenesis, outer membrane
0023 1
0025 1
0029 5 Prevotella spp. COG0021 [G] K00615 TktA, TktB; transketolase Carbohydrate transport and metabolism: pentose phosphate pathway
0030 1
0031 2 Clostridiales COG1653 [G] K02027 UgpB; sugar-binding periplasmic proteins/domains Environmental Information Processing; Membrane Transport
0032 5 Clostridiales COG1344 [N] K02406 FliC; flagellin and related hook-associated proteins Environmental Information Processing; Cell motility and secretion
0034 1
0035 1
0037 3 Clostridiales COG1653 [G] K02027 UgpB; sugar-binding periplasmic proteins/domains Environmental Information Processing; Membrane Transport
0040 1
0041 0
0042 0
0044 1
0046 2 Bacteria putative ABC transporter
0047 1
0048 1
0051 1
0052 0
0053 0
0055 0
0057 3 Bacteria COG1866 [C] K01610 PckA; phosphoenolpyruvate carboxykinase (ATP) Energy Metabolism: glycolysis / gluconeogenesis; TCA cycle; pyruvate metabolism
0059 0
0061 0
0062 0
0063 5 Prevotella  spp. COG0057 [G] K00134 GAPDH, GapA; glyceraldehyde 3-phosphate dehydrogenase Carbohydrate Metabolism: glycolysis / Gluconeogenesis
0064 0
0067 0
0071 0
0072 1
0073 0
0080 1
0083 3 Prevotella  spp. COG0021 [G] K00615 TktA, TktB; transketolase Carbohydrate transport and metabolism: pentose phosphate pathway
0086 2 Clostridiales › Peptostreptococcaceae COG1167 [KE] K00837 ARO8; aminotransferase, transaminase Transcription; Amino acid transport and metabolism
0087 1
0089 1
0090 0
0093 0
0094 0
0098 2 Clostridiales COG0737 [F] K01081 UshA; 5'-nucleotidase/2',3'-cyclic phosphodiesterase and related esterases Nucleotide transport and metabolism
0100 1
0103 6 Homo sapiens GP2
0104 3 Clostridiales COG1344 [N] K02406 FliC; flagellin and related hook-associated proteins Environmental Information Processing; Cell motility and secretion
0110 0
0112 6 Homo sapiens GP2
0114 0
0115 2 Firmicutes COG0059 [EH] K00053 IlvC; ketol-acid reductoisomerase Amino acid transport and metabolism; Metabolism of Cofactors and Vitamins
0124 3 Clostridiales COG0057 [G] K00134 GAPDH, gapA; glyceraldehyde 3-phosphate dehydrogenase Carbohydrate Metabolism: glycolysis / Gluconeogenesis
0125 1

SUMMARY (continued from previous page)



0136 6 Homo sapiens GP2
0137 3 Bacteria unknown
0151 5 Clostridiales COG0183 [I] K00626 AtoB; acetyl-CoA C-acetyltransferase Metabolism (energy, carbohydrate, lipid, amino acids, xenobiotics and environmental information processing
0152 0
0153 3 Faecalibacterium prausnitzii (Clostridiales) COG0544 [O] K03545 Tig; trigger factor Posttranslational modification, protein turnover, chaperones
0162 0
0166 1
0176 1
0178 0
0183 1
0199 0
0229 0
0238 0
0247 1
0252 0
0257 0
0264 3 Clostridiales COG1410 [E]  K00548 MetH; 5-methyltetrahydrofolate--homocysteine methyltransferase Amino acid transport and metabolism
0304 6 Clostridiales COG0822 [C] IscU NifU; homologs involved in Fe-S cluster formation Energy Metabolism
0309 0
0335 0
0397 6 Clostridiales COG2025 [C] K03522 FixB; electron transfer flavoprotein alpha subunit Energy Metabolism
0484 0
0529 4 Firmicutes S-layer


